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115 










120 










125 




Phe 


Leu 


Cvs 


lie 


Lys Val Gly 


Lys 


Pro 


Met 


Arg 


Lys 


Ser Phe 


Ala Thr 
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165 










170 








175 


C lie 


Phe 


Val 

v ex x 


Gin 


Trp 
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Glu 


Glu 
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Trp 
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He 
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Glu 
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Lys 
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Arg 


Lys 


Ser 


Thr 
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Ser 


Tyr 


Tyr 


Glu Asp Glu Asp 


225 
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235 






240 
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Glu 


Val 


Leu 


Pro 


Val 


Leu 


Arg 


Pro 


Pro 


Arg 


Ala 


Phe Trp 


Glu Asn 
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Lys 
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Asn 


Arg 


Trp 
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Arg 


Pro 


Phe 


Pro 


Ala 


Arg Val 
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260 










265 








270 
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Trp Arg 


Leu 
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Tyr 


Ser 


Thr 


Leu 


Glu 


His 


Gly Thr 


Ser Leu 
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285 




Lys 


Thr 


Leu Tyr 


Arg 
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Ser 
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Ser 


Leu Asp 


Ser 


Pro Val 


Leu Leu 




290 










295 










300 







Val He Lys 
305 



<210> 2763 

<211> 2210 

<212> DNA 

<213> Homo sapiens 

<400> 2763 

gtgttttttt ttgtgcaaag aaagcttttt 
60 

gttcttgttg gatcacaaac aacctaattg 
120 

caaacagtcc agtcctgcag accacacagg 
180 

cacacttcca ctcctgtgaa acaactgtct 
240 

tgaatggcag gctgcccaac aaccccaatc 
300 

gtccctgcag gaagatgeta ataggtacaa 
360 

tttatttttt ctgactgtaa ccaaagtcag 
420 



atttgagaac 
acagtctatc 
gtacatctag 

tgggcatgag 

ccaaaccaac 
caggtagaac 
caaaagaaac 

2001 



acctagatac 
gccaacatcc 
agggttctac 
aagggecagg 
ctcccaggcc 
atgtagacac 
aacaaaactt 



ttttggaaat 
acaaacacag 
ttgcatcacc 
ataggecagg 
atgggcccaa 
aaacatctag 
cagtgcccta 
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gaaatcctcc tggattcaat gacaacacat 
480 

tatgaaatca ccttataatc tctcatcatc 
540 

tctttaatag ctacaccaca ttttctcatc 
600 

tccaagagca tcaggttaga tgctctttca 
660 

cacgacatca ttcataaata actgtggagt 
720 

aggactggag ggcgattttg ctaaagggct 
780 

ttctcacttt ggttgggagt ttgaaggacc 
840 

aaatcaatca ctgcctttag atctccacaa 
900 <£. 
tctgtgagct gtattcgcat cagcgccgga 
960 

tactctccaa tgggtaatat ttatcataga 
1020 

caaacttctg gtacagtagc atagcggggt 
1080 

tgcccatgca ggtctgaatc agatgataga 
1140 

attcagggtg gacgaacaga aatgaaatgt 
1200 

tgaagccaaa ggcaatgatg acttttttat 
1260 

gcagacactc agacaggtca atgccaggcc 
1320 

ttgggatgtg atttggccgc acataacagt 
1380 

agtgagggtc gctcctgtgc aggtgggaac 
1440 

gctttgtttc ataatcacgc ctgatataag 
1500 

caatactctg gtccacagcc atatcttctg 
1560 

tctggtgtcg aaatcccttc ctggacggca 
1620 

agtcctgaca ggtggttctg tacgtggctt 
1680 

ctttggctcc ataaatcccg tcaactaaca 
1740 

caaaaagtgg taatccccta tcccttttcg 
1800 

tccgagcttc cggagtcatg gcaacagcac 
1860 

gcttttcctc gtagatgctc acgggagtat 
1920 

ccagctgagg cttcctcttt tctctagccc 
1980 

cttcactgtc aatatccatc ctgtcgggtt 
2040 



caatggccgg gcacagggtt ggattccttt 
ccaggacagt gccttttggg actgcatgaa 
ctttaagtta tgacagacag gttatctctc 
ctcttacaaa ctgtcaggtg gagggagaat 
ctgggatgct ggctgaaggc atctccagga 
gctcactgct catttcactg catgccgctt 
atgtaatcac agagattaga gctccctgtg 
agacctgttc tccaatagca catgcgtttc 
gcctcagaaa gaatgcgtgt ttacactctg 
aatctaatac atattcttca gtcttgaatc 
tgcttgctga gacgtgaagg gttacgtcct 
tcatgaaagt tgcaatccct gctcttctcc 
aagcttcatt gtatttcaca tcaggaacca 
aaagaacaac aacactgaag tctgggtact 
aaaaaaactc ctgacacatg gagttgatcg 
aatcgagagg tgcgtcgggc tccggcgtcc 
gaatctgtga caggagctgc agtttgggtg 
gtttcaagat ccgagaggta taagggctga 
atcctaccaa gcgatacaaa aacttggtgg 
aggaagtctg gtatcggtca aggattctga 
gtccagctgg aagtctggaa attcctcctt 
aaagagcagc attaacaact tgatccaagt 
cttgtctgac aatcagtttg cgtttcagtc 
cgggacaagc ttccagcctc ttgagcagca 
acctgggctc tttcggcttt gtgtccttct 
ttgtttgcaa agatgtgttt gaatctgtgt 
tttcctcctc actctctacc tcctgcttta 
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tctgttcagg gcctctgacc ttctttctgc ccccaaccac tggcccagaa gctactgacc 
2100 

cagcaggggg tgggacgtac tccatccctg ggtctatgac tccatcgcct tccatctcat 
2160 

cgtcatcatg aaacaaggct tgtgggggca tcacatctgg aatcagatct 
2210 

<210> 2764 
<211> 423 
<212> PRT 

<213> Homo sapiens 
<400> 2764 

Met Pro Pro Gin Ala Leu Phe His Asp Asp Asp Glu Met Glu Gly Asp 

15 10 15 

Gly Val He Asp Pro Gly Met Glu Tyr Val Pro Pro Pro Ala Gly Ser 

20 25 30 

Val Ala Ser Gly Pro Val Val Gly Gly Arg Lys Lys Val Arg Gly Pro 

35 40 45 

Glu Gin He Lys Gin Glu Val Glu Ser Glu Glu Glu Lys Pro Asp Arg 

50 55 60 

Met Asp He Asp Ser Glu Asp Thr Asp Ser Asn Thr Ser Leu Gin Thr 
65 70 75 80 

Arg Ala Arg Glu Lys Arg Lys Pro Gin Leu Glu Lys Asp Thr Lys Pro 

85 90 95 

Lys Glu Pro Arg Tyr Thr Pro Val Ser He Tyr Glu Glu Lys Leu Leu 

100 105 110 

Leu Lys Arg Leu Glu Ala Cys Pro Gly Ala Val Ala Met Thr Pro Glu 

115 120 125 

Ala Arg Arg Leu Lys Arg Lys Leu He Val Arg Gin Ala Lys Arg Asp 

130 135 140 

Arg Gly Leu Pro Leu Phe Asp Leu Asp Gin Val Val Asn Ala Ala Leu 
145 150 155 160 

Leu Leu Val Asp Gly He Tyr Gly Ala Lys Glu Gly Gly He Ser Arg 

165 170 175 

Leu Pro Ala Gly Gin Ala Thr Tyr Arg Thr Thr Cys Gin Asp Phe Arg 

180 185 190 

lie Leu Asp Arg Tyr Gin Thr Ser Leu Pro Ser Arg Lys Gly Phe Arg 

195 200 205 

His Gin Thr Thr Lys Phe Leu Tyr Arg Leu Val Gly Ser Glu Asp Met 

210 215 220 

Ala Val Asp Gin Ser He Val Ser Pro Tyr Thr Ser Arg He Leu Lys 
225 230 235 240 

Pro Tyr He Arg Arg Asp Tyr Glu Thr Lys Pro Pro Lys Leu Gin Leu 

245 250 255 

Leu Ser Gin He Arg Ser His Leu His Arg Ser Asp Pro His Trp Thr 

260 265 270 

Pro Glu Pro Asp Ala Pro Leu Asp Tyr Cys Tyr Val Arg Pro Asn His 

275 280 285 

He Pro Thr He Asn Ser Met Cys Gin Glu Phe Phe Trp Pro Gly He 

290 295 300 

Asp Leu Ser Glu Cys Leu Gin Tyr Pro Asp Phe Ser Val Val Val Leu 
305 310 315 320 

Tyr Lys Lys Val He He Ala Phe Gly Phe Met Val Pro Asp Val Lys 
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Tyr Asn Glu Ala 
340 

Arg Ala Gly He 
355 

Met Gly Lys Asp 
370 

Leu Leu Tyr Gin 
385 

Phe Tyr Asp Lys 

Phe Phe Leu Arg 
420 



325 

Tyr He Ser Phe 

Ala Thr Phe Met 
360 

Val Thr Leu His 
375 

Lys Phe Gly Phe 
390 

Tyr Tyr Pro Leu 
405 

Leu Arg Arg 



330 

Leu Phe Val His 
345 

He Tyr His Leu 

Val Ser Ala Ser 
380 

Lys Thr Glu Glu 
395 

Glu Ser Thr Glu 
410 



335 

Pro Glu Trp Arg 
350 

He Gin Thr Cys 
365 

Asn Pro Ala Met 

Tyr Val Leu Asp 
400 

Cys Lys His Ala 
415 



<210> 2765 

<211> 582 

<212> DNA 

<213> Homo sapiens 



<400> 2765 

tctgggtgtg gagccttatt 
60 

ttgttcatcc cactggtgct 
120 

agtggagggg caggatggca 
180 

tggctgcaag cctaaaccgg 
240 

ccggcttctg gccactcggc 
300 

aagtccaaga agcaggcacc 
360 

aggggcgcag ctgacctcca 
420 

gcagagcaga ggcttctggc 
480 

ggcacagttg cagtcggcct 
540 

acgagacaag gggttgcgta 
582 



attcaccact ttggcaggtg 
cggctgctgg ctggcccaca 
cggccacttg gggcttgggg 
gcttgggccc atcctgagca 
atcgccagag tctccaggcc 
cgctgaccac cactgccccg 
ggaaggcaga gaggttgtgc 
cagagcagtt gtctcggcgg 
gcaggtcaag gtcacagcgg 
gcacgttcag gacctcaagc 



tctcagtggc ttacttaccc 
aacatgttct catagtcggg 
gcgctccggc tgccgtaccg 
gcccagggtt tgttcagctc 
agcacagggc cagcgatggc 
atagttgcag aggccaggcc 
tgggagctgg ttgtgtccca 
atgtcgtgcc aggactccag 
gcggccagcg ccccatccac 
tt 



<210> 2766 

<211> 100 

<212> PRT 

<213> Homo sapiens 



<400> 2766 
Met Gly Arg Trp 
1 

Thr Val Pro Trp 
20 

Ala Arg Ser Leu 
35 

Ser Leu Pro Ser 



Pro Pro Ala Val 
5 

Ser Pro Gly Thr 

Cys Ser Ala Gly 
40 

Trp Arg Ser Ala 



Thr Leu Thr Cys 
10 

Thr Ser Ala Glu 
25 

Thr Gin Pro Ala 
Ala Pro Leu Ala 



Arg Pro Thr Ala 
15 

Thr Thr Ala Leu 
30 

Pro Ser Thr Thr 
45 

Trp Pro Leu Gin 
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50 55 60 

Leu Ser Gly Gin Trp Trp Ser Ala Gly Ala Cys Phe Leu Asp Leu Pro 
65 70 75 80 

Ser Leu Ala Leu Cys Trp Pro Gly Asp Ser Gly Asp Ala Glu Trp Pro 
85 90 95 

Glu Ala Gly Ser 
100 

<210> 2767 
<211> 1202 
<212> DNA 

<213> Homo sapiens 
<400> 2767 

gaattcctca ttgataactg ctttgaaata tttggggaga acattccagt gcattccagt 
60 

atcacttctg atgactccct ggagcacact gacagttcag atgtgtcgac cctgcagaat 
120 

gactcagcct acgacagcaa cgaccctgat gtggaatcca acagcagcag tggcatcagc 
180 

tctcccagca ggcagcccca ggtgcccatg gccacagctg ctggcttgga tagcgcgggc 
240 

ccacaggatg cccgagaggt cagcccagag cccattgtga gcaccgtggc caggctgaaa 
300 

agctccctcg cacagcccga taggagatac tcagagccca gcatgccatc ctcccaggag 
360 

tgcctcgaga gccgggtgac aaaccaaaca ctaacaaaga gtgaagggga cttccccgtg 
420 

ccccgggtag gctctcgttt ggaaagtgag gaggctgaag acccatttcc agaggaggtc 
480 

ttccctgcag tgcaaggcaa aaccaagagg ccggtggacc tgaagatcaa gaacttggcc 
540 

ccgggttcgg tgctcccgcg ggcactggtt ctcaaagcct tctccagcag ctcgctggac 
600 

gcgtcctctg acagctcgcc cgtggcttct ccttccagtc ccaaaagaaa tttcttcagc 
660 

agacatcagt ctttcaccac aaagacagag aaaggcaagc ccagccgaga aattaaaaag 
720 

cactccatgt ctttcacctt tgcccctcac aaaaaagtgc tgaccaaaaa cctcagcgcg 
780 

ggctctggga aatcgcaaga ctttaccagg gaccacgtcc cgaggggtgt cagaaaggaa 
840 

agccagcttg ccggccgaat cgtgcaggaa aatgggtgtg aaacccacaa ccaaacagcc 
900 

cgcggcttct gcctgagacc ccacgccctc tcggtggatg atgtgttcca gggagctgac 
960 

tgggagaggc ctggaagccc accctcttat gaagaggcca tgcagggccc ggcagccaga 
1020 

ctagtggcct cccagcaatt tcaatttcta gcttgacact aaaatggtta tttttcagta 
1080 

acggggggag aagtggggag gcagagtgtg aagggaaata aaaccaatta gtaattttta 
1140 

actatcaaat gcactccagc aatcagtcaa aacaggcccg aggaaacctg ttccaactta 
1200 
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ag 
1202 

<210> 2768 
<211> 282 
<212> PRT 

<213> Homo sapiens 



<400> 2768 



Met 


Ala 


Thr 


Ala 


Ala Gly Leu 


Asp Ser Ala Gly Pro Gin Asp Ala 


Arg 


l 








5 










10 










15 




Glu 


Val 


Ser 


Pro 


Glu 


Pro 


lie 


Val 


Ser Thr Val Ala Arg 


Leu 


Lys 


Ser 








20 










25 










30 






Ser 


Leu 


Ala 


Gin 


Pro Asp 


Arci 


Arg Tyr 


Ser 


Glu 


Pro 


Ser 


Met 


Pro 


Ser 






35 










40 










45 








Ser 


Gin 


Glu 


Cys 


Leu 


Glu 


Ser 


Arg 


Val 


Thr 


Asn 


Gin 


Thr 


Leu 


Thr 


Lys 




50 










55 










60 










Ser 


Glu 


Gly 


ASP 


Phe 


Pro 


Val 


Pro 


Arg 


Val 


Gly Ser Arg 


Leu 


Glu 


Ser 


65 










70 










75 










80 


Glu 


Glu 


Ala 


Glu 


Asp 


Pro 


Phe 


Pro 


Glu 


Glu 


Val 


Phe 


Pro 


Ala 


Val 


Gin 










85 










90 










95 




Gly 


Lys 


Thr 


Lys 


Arg 


Pro 


Val 


Asp 


Leu 


Lys 


He 


Lys 


Asn 


Leu 


Ala 


Pro 








100 










105 










110 






Gly 


Ser 


Val 


Leu 


Pro 


Arg 


Ala 


Leu 


Val 


Leu 


Lys 


Ala 


Phe 


Ser 


Ser 


Ser 






115 










120 










125 








Ser 


Leu 


Asp 


Ala 


Ser 


Ser 


Asp 


Ser 


Ser 


Pro 


Val 


Ala 


Ser 


Pro 


Ser 


Ser 




130 










135 










140 










Pro 


Lys 


Arg 


Asn 


Phe 


Phe 


Ser 


Arg 


His 


Gin 


Ser 


Phe 


Thr 


Thr 


Lys 


Thr 


145 










150 










155 










160 


Glu 


Lys 


Gly 


Lys 


Pro 


Ser 


Arg 


Glu 


He 


Lys 


Lys 


His 


Ser 


Met 


Ser 


Phe 










165 










170 










175 




Thr 


Phe 


Ala 


Pro 


His 


Lys 


Lys 


Val 


Leu 


Thr 


Lys 


Asn 


Leu 


Ser 


Ala 


Gly 








180 










185 










190 






Ser 


Gly 


Lys 


Ser 


Gin Asp 


Phe 


Thr Arg Asp His Val 


Pro Arg Gly 


Val 






195 










200 










205 








Arg 


Lys 


Glu 


Ser 


Gin 


Leu 


Ala 


Gly Arg 


He 


Val 


Gin 


Glu 


Asn 


Gly 


Cys 




210 










215 










220 










Glu 


Thr 


His 


Asn 


Gin 


Thr 


Ala 


Arg Gly 


Phe 


Cys 


Leu Arg 


Pro 


His 


Ala 


225 










230 










235 










240 


Leu 


Ser 


Val 


Asp 


Asp Val 


Phe 


Gin Gly Ala Asp Trp Glu Arg Pro 


Gly 










245 










250 










255 




Ser 


Pro 


Pro 


Ser 


Tyr 


Glu 


Glu 


Ala 


Met 


Gin Gly Pro Ala Ala Arg 


Leu 








260 










265 










270 






Val 


Ala 


Ser 


Gin 


Gin 


Phe 


Gin 


Phe 


Leu 


Ala 















275 280 



<210> 2769 

<211> 1286 

<212> DMA 

<213> Homo sapiens 

<400> 2769 

atctgcaaca tgtacaccat gtacagcatg atgaacgtcg gccagacagc cgagaaggtg 
60 
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gaggccctcc cggagcaggt agcccccgag tcccgaaatc gcatccgggt tcggcaagac 
120 

ctggcgtctc tcccggctga acttatcaac cagattggga accgctgcca ccccaagctc 
180 

tacgacgagg gcgacccctc tgagaagctg gagctggtga caggcaccaa cgtgtacatc 
240 

acaagggcgc agctgatgaa ctgccacgtc agcgcaggca cgcggcacaa ggtcctactg 
300 

cggcggctcc tggcctcctt ctttgaccgg aacacgctgg ccaacagctg cggcaccggc 
360 

atccgctctt ctaccaacga tccccgtcgg aagcccctgg acagccgcgt gctccacgct 
420 

gtcaagtact actgccagaa cttcgccccc aacttcaagg agagcgagat gaatgccatc 
480 

gcggccgaca tgtgcaccaa cgcccgccgc gtcgtgcgca agagctggat gcccaaggtc 
540 

aaggtgctca aggctgagga tgacgcctac accaccttca tcagtgaaac gggcaagatc 
600 

gagccggaca tgatgggtgt ggagcatggc ttcgagaccg ccagccacga gggcgaggcg 
660 

ggtcccatcg ctgaagccct gcagtaaccc gcccagcctc ccgcggggcc gcacacttcc 
720 

cctcccaaca cacacacaca cctgccatct tggtcatgag ctactgtctg tccctcccca 
780 

ggacccgcgg tgggtgctgc atgttcccgg ccctctgccc ctcctgtcct accccctttc 
840 

cccaccgaga gctgggccgg gagaggaccg cagggcaggt ggcgtgaggt ccgtgttgcc 
900 

ttctttaaca cacactcgtg cagtggggga gttctggctc cccaacctaa cccctagccg 
960 

tcatctccac actcaccagg cccaccaggg gagggggctg gcctgggggt cttgggaagg 
1020 

cccctcccca ggcctnaggc cacctcgcgg aagccttcag cctccgcccc tcactgcagc 
10B0 

cccttgggac ttgagggggg ccccaggggt tctcaggacc cctcccacca cctcccagtg 
1140 

cttccacgtc tccaaaagcg ccttcctgtc accctcgtct atccctgcgc ctgggggctg 
1200 

gggtaggcga ggccgtgggg actacccatt ttatagctgg ggaaacaggc tccgagaaat 
1260 

tgcacaaccg acctcaggtg gccggc 
1286 

<210> 2770 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<400> 2770 

lie Cys Asn Met Tyr Thr Met Tyr Ser Met Met Asn Val Gly Gin Thr 

15 10 15 

Ala Glu Lys Val Glu Ala Leu Pro Glu Gin Val Ala Pro Glu Ser Arg 

20 25 30 

Asn Arg lie Arg Val Arg Gin Asp Leu Ala Ser Leu Pro Ala Glu Leu 
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35 40 45 

lie Asn Gin lie Gly Asn Arg Cys His Pro Lys Leu Tyr Asp Glu Gly 

50 55 60 

Asp Pro Ser Glu Lys Leu Glu Leu Val Thr Gly Thr Asn Val Tyr lie 
65 70 75 80 

Thr Arg Ala Gin Leu Met Asn Cys His Val Ser Ala Gly Thr Arg His 

85 90 95 

Lys Val Leu Leu Arg Arg Leu Leu Ala Ser Phe Phe Asp Arg Asn Thr 

100 105 110 

Leu Ala Asn Ser Cys Gly Thr Gly lie Arg Ser Ser Thr Asn Asp Pro 

115 120 125 

Arg Arg Lys Pro Leu Asp Ser Arg Val Leu His Ala Val Lys Tyr Tyr 

130 135 140 

Cys Gin Asn Phe Ala Pro Asn Phe Lys Glu Ser Glu Met Asn Ala lie 
145 150 155 160 

Ala Ala Asp Met Cys Thr Asn Ala Arg Arg Val Val Arg Lys Ser Trp 

165 170 175 

Met Pro Lys Val Lys Val Leu Lys Ala Glu Asp Asp Ala Tyr Thr Thr 

180 185 190 

Phe lie Ser Glu Thr Gly Lys He Glu Pro Asp Met Met Gly Val Glu 

195 200 205 

His Gly Phe Glu Thr Ala Ser His Glu Gly Glu Ala Gly Pro He Ala 

210 215 220 

Glu Ala Leu Gin 
225 

<210> 2771 
<211> 1668 
<212> DNA 

<213> Homo sapiens 
<400> 2771 

gtgatctgca tgtggcaggg ctgcgcagtg gagcggccag tgggcaggat gacgagccag 
60 

acccctctgc cccagtcccc ccggcccagg cggccaacga tgtctactgt tgtggagctg 
120 

aacgtcgggg gtgagttcca caccaccacc ctgggtaccc tgaggaagtt tccgggctca 
180 

aagctggcag agatgttctc tagcttagcc aaggcctcca cggacgcgga gggccgcttc 
240 

ttcatcgacc gccccagcac ctatttcaga cccatcctgg actacctgcg cactgggcaa 
300 

gtgcccacac agcacatccc tgaagtgtac cgtgaggctc agttctacga aatcaagcct 
360 

ttggtcaagc tgctggagga catgccacag atctttggtg agcaggtgtc tcggaagcag 
420 

tttttgctgc aagtgccggg ctacagcgag aacctggagc tcatggtgcg cctggcacgt 
480 

gcagaagcca taacagcacg gaagtccagc gtgcttgtgt gcctggtgga aactgaggag 
540 

caggatgcat attattcaga ggtcctgtgt tttctgcagg ataagaagat gttcaagtct 
600 

gttgtcaagt ttgggccctg gaaggcggtc ctagacaaca gcgacctcat gcactgcctg 
660 
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gagatggaca ttaaggccca 
720 

accaaaagaa acgaattcca 
780 

tcaggagcag agactgttat 
840 

agccattttc ttttaatttc 
900 

ccactaaata ttgatcactc 
960 

atttgcctag caacttgcag 
1020 

ctcttgaagt ccaataacaa 
1080 

gtgagatgac aacaggaaca 
1140 

tagtctacat agccccagct 
1200 

agtaggtgct ttcctgatcc 
1260 

cctcttctct agagtggagg 
1320 

gaaatacaaa tcctcaggcc 
1380 

acagcattct gatttaccaa 
1440 

tctctagaaa agaattgcta 
1500 

aggaacttcc tttcccagag 
1560 

gcacattctt actcagtttt 
1620 

taagagcact ccatcaataa 
1668 



ggggtacaag gtattctcca 
ttttaacatt tattcattca 
gaattctggc gtggcttatg 
acaaacatca ggcaatttcc 
gtttaaggac tttccactcc 
cttcttcctt ttcaaagcct 
gaccaagtaa gaatgtttca 
tacaagatac tgtgaatcta 
tggggtccaa tccatctgtc 
cctttgcgag atgctgtggg 
ttttcaaagt gcatcatcag 
ccacctcaga cctactgaat 
accctccaag tgattttgat 
cctcttgtat ggaggtacaa 
ctcctcatgg aatcaagctg 
tttcctctgt cctacgctgc 
accacttgca cgagaaaaaa 



agttctacct gacgtacccc 
ccttcacctg gtggtgatcc 
aaattaaaag ttgccatcaa 
agggttggtc tagagtcttg 
attgcaactg atgccactat 
catgtatctc ccagaccctt 
acaatgcgtt ggcaagagat 
gatgttctga cctaaagatg 
cctggcatgt gccttcatgt 
tgctaacacc tcagagctgt 
cattacctgt gaacttgctg 
cagaatctct gggggttggc 
gtattctaat tttgagacca 
aagactgacc tcttacatca 
aagtcagtct tcttctgaga 
ttccctcact ccccttctcc 
aaaacaaa 



<210> 2772 

<211> 258 

<212> PRT 

<213> Homo sapiens 



<400> 2772 
Val He Cys Met 
1 

Met Thr Ser Gin 
20 

Thr Met Ser Thr 
35 

Thr Thr Leu Gly 
50 

Met Phe Ser Ser 
65 

Phe He Asp Arg 
Arg Thr Gly Gin 



Trp Gin Gly Cys 
5 

Thr Pro Leu Pro 

Val Val Glu Leu 
40 

Thr Leu Arg Lys 
55 

Leu Ala Lys Ala 
70 

Pro Ser Thr Tyr 
85 

Val Pro Thr Gin 



Ala Val Glu Arg 
10 

Gin Ser Pro Arg 
25 

Asn Val Gly Gly 

Phe Pro Gly Ser 
60 

Ser Thr Asp Ala 
75 

Phe Arg Pro He 
90 

His He Pro Glu 



Pro Val Gly Arg 
15 

Pro Arg Arg Pro 
30 

Glu Phe His Thr 
45 

Lys Leu Ala Glu 

Glu Gly Arg Phe 
80 

Leu Asp Tyr Leu 
95 

Val Tyr Arg Glu 
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100 










105 










110 






Ala 


Gin 


Phe 
115 


Tyr 


Glu 


He 


Lys 


Pro 
120 


Leu 


Val 


Lys 


Leu 


Leu 
125 


Glu 


Asp 


Met 


Pro 


Gin 
130 


He 


Phe 


Gly 


Glu 


Gin 
135 


Val 


Ser 


Arg 


Lys 


Gin 
140 


Phe 


Leu 


Leu 


Gin 


Val 


Pro 


Gly 


Tyr 


Ser 


Glu 


Asn 


Leu 


Glu 


Leu 


Met 


Val 


Arg 


Leu 


Ala 


Arg 


145 










150 










155 










160 


Ala 


Glu 


Ala 


He 


Thr 
165 


Ala 


Arg 


Lys 


Ser 


Ser 
170 


Val 


Leu 


Val 


Cys 


Leu 
175 


Val 


Glu 


Thr 


Glu 


Glu 
180 


Gin 


ASD 


Ala 


Tvr 


Tvr 
185 


Ser 


Glu 


Val 


Leu 


Cvs 
190 


Phe 


Leu 


Gin Asp 


Lys 


Lys 


Met 


Phe 


Lys 


Ser 


Val 


Val 


Lys 


Phe 


Gly 


Pro 


Trp 


Lys 






195 










200 










205 








Ala 


Val 
210 


Leu 


Asp 


Asn 


Ser 


Asp 
215 


Leu 


Met 


His 


Cys 


Leu 
220 


Glu 


Met 


Asp 


He 


Lys 


Ala 


Gin 


Gly 


Tyr 


Lys 


val 


Phe 


Ser 


Lys 


Phe 


Tyr 


Leu 


Thr 


Tyr 


Pro 


225 










230 










235 










240 


Thr 


Lys 


Arg 


Asn 


Glu 
245 


Phe 


His 


Phe 


Asn 


He 
250 


Tyr 


Ser 


Phe 


Thr 


Phe 

255 


Thr 



Trp Trp 



<210> 2773 
<211> 593 
<212> DNA 

<213> Homo sapiens 
<400> 2773 

nacagtcaga cagggaatga tgaagaggct ttcgactttt ttgaggagca agaccaagtg 
60 

gcagaagagg gtccgcccgt ccagagcctg aagggcgagg atgctgagga atccttggag 
120 

gaggaggagg cgctggaccc tctgggcatt atgcgctcca agaagcccaa gaaacatccc 
180 

aaagtggccg tgaaagccaa gccctcgccc cggctcacca tctttgacga ggaggtggac 
240 

cctgatgagg ggctctttgg cccgggcagg aagctgtctc cacaggaccc ctcggaggac 
300 

gtgtcatcca tggaccccct gaagctattt gatgatcctg acctcggcgg ggccatcccc 
360 

ctgggtgact ccctcctgct gccggccgcc tgtgagagtg gagggcccac acccagcctc 
420 

agccacaggg acgcctccaa ggaactgttc agacaaattc aaaaagagcc gtaacactgg 
480 

gattagcttc ttgagagcag gaaccacatt cattctttgt gtctgccctg tgactatcca 
540 

gggagtagtt ggacttcctc ataataaaga atgttctgat agccaaaaaa aaa 
593 

<210> 2774 
<211> 157 
<212> PRT 

<213> Homo sapiens 



2010 
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<400> 2774 



Xaa 


Ser 


Gin 


Thr 


Gly 


Asn 


Asp 


Glu 


Glu 


Ala 


Phe 


Asp 


Phe 


Phe 


Glu 


Glu 


1 








5 










10 










15 




Gin 


Asp 


Gin 


Val 
20 


Ala 


Glu 


Glu 


Gly 


Pro 

25 


Pro 


Val 


Gin 


Ser 


Leu 
30 


Lys 


Gly 


Glu Asp 


Ala 


Glu 


Glu 


Ser 


Leu 


Glu 


Glu 


Glu 


Glu 


Ala 


Leu 


Asp 


Pro 


Leu 






35 










40 










45 








Gly 


He 
50 


Met 


Arg 


Ser 


Lys 


Lys 
55 


Pro 


Lys 


Lys 


His 


Pro 
60 


Lys 


Val 


Ala 


Val 


Lys 


Ala 


Lys 


Pro 


Ser 


Pro 


Arg 


Leu 


Thr 


He 


Phe 


Asp 


Glu 


Glu 


Val 


Asp 


65 










70 










75 










80 


Pro 


Asp 


Glu 


Gly 


Leu 
85 


Phe 


Gly 


Pro 


Gly 


Arg 

90 


Lys 


Leu 


Ser 


Pro 


Gin 

95 


Asp 


Pro 


Ser 


Glu 


Asp 
100 


Val 


Ser 


Ser 


Met 


Asp 
105 


Pro 


Leu 


Lys 


Leu 


Phe 
110 


Asp 


Asp 


Pro 


Asp 


Leu 
115 


Gly 


Gly 


Ala 


He 


Pro 
120 


Leu 


Gly 


Asp 


Ser 


Leu 
125 


Leu 


Leu 


Pro 


Ala 


Ala 

130 


Cys 


Glu 


Ser 


Gly 


Gly 
135 


Pro 


Thr 


Pro 


Ser 


Leu 
140 


Ser 


His 


Arg 


Asp 


Ala 


Ser 


Lys 


Glu 


Leu 


Phe 


Arg 


Gin 


He 


Gin 


Lys 


Glu 


Pro 









145 150 155 

<210> 2775 

<211> 3139 

<212> DNA 

<213> Homo sapiens 

<400> 2775 

nacgcgtgtg tgctagtgag ccggagccgg cgacggcggc agtggcggcc cggcctgcag 
60 

gagcccgacg gggtctctgc catgggggag tgacgcgcct gcacccgctg ttccgcggca 
120 

gcggcgagac atgaggagac cccgcgacag gggcagcggc ggcggctcgt gagccccggg 
180 

atggaggaga aatacggcgg ggacgtgctg gccggccccg gcggcggcgg cggccttggg 
240 

ccggtggacg tacccagcgc tcgattaaca aaatatattg tgttactatg tttcactaaa 
300 

tttttgaagg ctgtgggact tttcgaatca tatgatctcc taaaagctgt tcacattgtt 
360 

cagttcattt ttatattaaa acttgggact gcatttttta tggttttgtt tcaaaagcca 
420 

ttttcttctg ggaaaactat taccaaacac cagtggatca aaatatttaa acatgcagtt 
480 

gctgggtgta ttatttcact cttgtggttt tttggcctca ctctttgtgg accactaagg 
540 

actttgctgc tatttgagca cagtgatatt gttgtcattt cactactcag tgttttgttc 
600 

accagttctg gaggaggacc agcaaagaca aggggagctg cttttttcat tattgctgtg 
660 

atctgtttat tgctttttga caatgatgat ctcatggcta aaatggctga acaccgtatc 
720 

cttttggaat agatcagagt tgtttcaagt cttgaggaaa actagaagca gggtggagta 
780 



2011 
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ttattgctag tactggcttt gtgttgtaaa 
840 

tctgtcgacg ttggtggagc taaacgtctt 
900 

ctcttgtgcc catgggtcat tgttctttct 
960 

ttttctctca ttatgccttt tgcaacggtt 
1020 

gtggattcca tttgttcagt caaaatggaa 
1080 

cccattttta ttagtgctct cctttttgga 
1140 

cttcgggcta tgaacaaagc agcacaccag 
1200 

gtggtagtga gtgctatatt cttcattttg 
1260 

agaggacaaa aaggtaccct tattggatat 
1320 

at 999 t 9 at 9 cttttcagca tagctctcaa 
1380 

aaacaaattc ttgaggagag tgactctagg 

1440 

ctttttacct ttgtggaatt attctatggc 
1500 

gatggattcc acatgctttt tgactgctct 
1560 

atgagtaggt ggaaagccac tcggattttc 
1620 

tctggattta ttaatggact ttttctaata 
1680 

gtggctagat tgattgatcc tccagaatta 
1740 

gg a gggctga tagtaaacct tattggtatc 
1800 

catggagctt ctcaaggaag ctgtcactca 
1860 

ggacacagtg accatgggca tggtcacagc 
1920 

aacatgaggg gtgtaatttc tacatgtttt 
1980 

cgtatccaca gtcttataga gcagtttgga 
2040 

ttttattgct atattaatat ttctcagtgt 
2100 

tctactcctg agattgccac cagaatatga 
2160 

acagaaaatt gaaggattaa tatcataccg 
2220 

tattgtggca ggaacaattc atatacaggt 
2280 

acagcaggtt acaggaatac ttaaagatgc 
2340 

aaaggaggca tactttcaac atatgtctgg 
2400 



gttggttttc atacagcttc cagaaagctc 
caagctttat ctcatcttgt ttctgtgctt 
gtgacaactg agagtaaagt ggagtcttgg 
atcttttttg tcatgatcct ggatttctac 
gtttccaaat gtgctcgtta tggatccttt 
aatttttgga cacatccaat aacagaccag 
gagagcactg aacacgtcct gtctggagga 
tctgccaata tcttatcatc tccctctaag 
tctcctgaag gaacacctct ttataacttc 
tcgatcccta ggtttattaa ggaatcacta 
cagatctttt acttcttgtg cttgaatctg 
gtgctgacca atagtctggg cctgatctcg 
gctttagtca tgggactttt tgctgccctg 
tcctatgggt acggccgaat agaaattctg 
gtaatagcgt tttttgtgtt tatggagtca 
gacactcaca tgttaacacc agtctcagtt 
tgtgccttta gccatgccca tagccatgcc 
tctgatcaca gccattcaca ccatatgcat 
cacggatctg cgggtggagg catgaatgct 
ggcagatact cttggcagca ttggtgtgat 
tggttcatcg ctgactctac tctgttctct 
tgttccactg attaaagatg cctgccaggt ' 
aaaagaacta catattgctt tagaaaagat 
agaccctcat ttttggcgtc attctgctag 
gacatctgat gtgctagaac aaagaatagt 
tggagtaaac aatttaacaa ttcaagtgga 
cctaagtact ggatttcatg atgttctggc 



2012 
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tatgacaaaa caaatggaat 
2460 

taactcaaga attacccctg 
2520 

tattgccaga aggataaaaa 
2580 

gatcaaggaa tctttcttga 
2640 

ggagtaatta tttaaattat 
2700 

tacatcatct tcaaaaatag 
2760 

actttctatc aggaagcatc 
2820 

caaatgaaaa atttttagtc 
2880 ■v^-- 
tctatattta tggattttct 
2940 

agtaaaatct gtattgccac 
3000 

ctgatatgag ataagcaatg 
3060 

acaaaaatca accactctat 
3120 

aaaaaaaaaa aaaaaaaaa 
3139 



ccatgaaata ctgcaaagat 
gagaataaac aatgaagatt 
ttacacatta actgtacaga 
aggaaattta aatacagaat 
gtgtataaaa ggaatcaaat 
atatgatgga ttctagtgaa 
tccattgtaa atatgtattt 
cattttttgc atagcctaaa 
gtatataaaa ctggtttcta 
tttaaatgta aactaaatta 
agaataggga agtgtataac 
aaaataaatt ttttttactt 



ggtacttaca tcatgtgaga 
aaatgactca gtatttgtaa 
aacagagttc cctactactg 
gaaacattaa tggtaaaagt 
tttgagtaaa catgatgtat 
gaccaaaatt acttctgttt 
acatgtttat tacaaagacc 
gataaaatag gaataaaagt 
attataactt aagtccatta 
tttgggagaa acttcaacca 
atcacagttt ttgatgtatt 
ttggtaaaaa aaaaaaaaaa 



<210> 2776 

<211> 370 

<212> PRT 

<213> Homo sapiens 



<400> 2776 
Met Pro Phe Ala 
1 

Val Asp Ser lie 
20 

Tyr Gly Ser Phe 
35 

Trp Thr His Pro 
50 

His Gin Glu Ser 
65 

Ala lie Phe Phe 

Arg Gly Gin Lys 
100 

Leu Tyr Asn Phe 
115 

Pro Arg Phe lie 
130 

Ser Arg Gin lie 
145 

Val Glu Leu Phe 



Thr Val He Phe 
5 

Cys Ser Val Lys 

Pro He Phe He 
40 

He Thr Asp Gin 
55 

Thr Glu His Val 
70 

He Leu Ser Ala 
85 

Gly Thr Leu He 

Met Gly Asp Ala 
120 

Lys Glu Ser Leu 
135 

Phe Tyr Phe Leu 
150 

Tyr Gly Val Leu 



Phe Val Met He 
10 

Met Glu Val Ser 
25 

Ser Ala Leu Leu 

Leu Arg Ala Met 
60 

Leu Ser Gly Gly 
75 

Asn He Leu Ser 
90 

Gly Tyr Ser Pro 
105 

Phe Gin His Ser 

Lys Gin He Leu 
140 

Cys Leu Asn Leu 
155 

Thr Asn Ser Leu 



Leu Asp Phe Tyr 
15 

Lys Cys Ala Arg 
30 

Phe Gly Asn Phe 
45 

Asn Lys Ala Ala 

Val Val Val Ser 
80 

Ser Pro Ser Lys 
95 

Glu Gly Thr Pro 
110 

Ser Gin Ser He 
125 

Glu Glu Ser Asp 

Leu Phe Thr Phe 
160 

Gly Leu He Ser 
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165 




170 








175 




Asp 


Gly 


Phe 


His 


Met 


Leu Phe 


Asp Cys Ser Ala 


Leu 


Val 


Met 


Gly 


Leu 








180 






185 






190 






Phe 


Ala 


Ala 


Leu 


Met 


Ser Arg 


Trp Lys Ala Thr 


Arg 


He 


Phe 


Ser 


Tyr 






195 








200 




205 








Gly 


Tyr 


Gly 


Arg 


He 


Glu He 


Leu Ser Gly Phe 


lie Asn Gly Leu 


Phe 




210 








215 




220 










Leu 


He 


Val 


He 


Ala 


Phe Phe 


Val Phe Met Glu 


Ser 


Val 


Ala 


Arg 


Leu 


225 










230 


235 










240 


He 


Asp 


Pro 


Pro 


Glu 


Leu Asp 


Thr His Met Leu 


Thr 


Pro 


Val 


Ser 


Val 










245 




250 








255 




Gly 


Gly 


Leu 


He 


Val 


Asn Leu 


He Gly He Cys 


Ala 


Phe 


Ser 


His 


Ala 








260 






265 






270 






His 


Ser 


His 


Ala 


His 


Gly Ala Ser Gin Gly Ser 


Cys 


His 


Ser 


Ser 


Asp 






275 








280 




285 








His 


Ser 


His 


Ser 


His 


His Met His Gly His Ser 


Asp His Gly His 


Gly 




290 








295 




300 










His 


Ser 


His 


Gly 


Ser 


Ala Gly Gly Gly Met Asn 


Ala 


Asn 


Met 


Arg 


Gly 


305 










310 


315 










320 


Val 


He 


Ser 


Thr 


Cys 


Phe Gly Arg Tyr Ser Trp 


Gin 


His 


Trp 


Cys 


Asp 










325 




330 








335 




Arg 


He 


His 


Ser 


Leu 


He Glu 


Gin Phe Gly Trp 


Phe 


He 


Ala 


Asp 


Ser 








340 






345 






350 






Thr 


Leu 


Phe 


Ser 


Phe 


Tyr Cys 


Tyr He Asn He 


Ser 


Gin 


Cys 


Cys 


Ser 






355 








360 




365 









Thr Asp 
370 

<210> 2777 
<211> 8625 
<212> DNA 

<213> Homo sapiens 
<400> 2777 

tcatgagcat ctcattttca ccattggaat cataaaattg gaagtcttgt atgaattctt 
60 

tctcagtcct gattctttcc ttgttctctt tgcttatagg tggttttcgg atggtttacc 
120 

cttcagcatt tgtttgattc ttctcagaat gacatcccgg ttcctcagag tgttgccagt 
180 

gctggagacc acattgcagt tgggcagcaa gggcttggta gtgtgaagga cccaaataac 
240 

tgtgggatgc ctctgacccc tcccacctct ccagaacagg ctatcctagg tgagagtgga 
300 

ggtatgcaga gtgctgccag tcacctggtt tcccaagatg gagggatgat aacgatgcac 
360 

agtccaaaga gatcggggaa gattcctcca aaactccaca atcatatggt ccatcgagtc 
420 

tggaaggaat gcatcctcaa cagaacccag tccaagagga gccaaatgtc aactccaact 
480 

cttgaagaag agcctgctag caatcctgct acttgggatt ttgtggatcc aacccaaaga 
540 

gtcagctgtt cttgttccag gcataagctt ttaaaacgtt gtgcagtcgg gcccaatcga 
600 
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cctcccacag tatctcaacc agggttcagt 
660 

cctcctgctt cttctaagca caaaacagca 
720 

aagagaccct taataccatt tcaccatagg 
780 

caagatacac caggacagaa actagggttg 
840 

agcagtagga aatatgataa gcaaatggcc 
900 

aatctgaatc ctatggattc acctcattcc 
960 

cctcagccac gaggtcagga aacagagagt 
1020 

gccctttatg gaaatggact agaactccag 
1080 

ctcgtaggcc aaagactgcc tctcatggca 
1140 

attaggccct cgaacccgga gtcatcagaa 
1200 

agtgatgatg ctgagttcag gcctccagag 
1260 

gaggtaaact cagagagcac tgcattgcaa 
1320 

aaaatctggc aagacaaaca gccccagttg 
1380 

ctatcacaac aacctggaga cagtttggga 
1440 

ggtgacataa aatacatctt tacagccaac 
1500 

tccctgaaaa agaataagtc agaggatgga 
1560 

cattccacgc cggtgcctga tgggaaaaat 
1620 

acagatgtcc ggcaggataa tgctgctggc 
1680 

acagatttgg caccttccct gcatgactta 
1740 

gaacttgggg ctgtatcacc tgctctgcgc 
1800 

gaccgacctc ttgggaagga tggaagagct 
1860 

ttgcaaagga tgtttcccac tccaccatct 
1920 

atgaattata aagatgggat cagctcagag 
1980 

cctatggtca gtatggtttc aacacaactc 
2040 

ttaggaagtc ccaagcccga ggaaattaag 
2100 

tttcaacctt ttgtgggatc ctccatgttt 
2160 

ttgctacctc tgaagatacc tgatgcctgt 
2220 



gcaggaccat catcatcttc atctttacca 
gaaagacagg aaaaaggaga caagctgcaa 
ccctctgtgg ccgaagaatt atgcatggag 
gcagggatag actcctcctt agaggtgtct 
gtgccttcca gaaatacaag caagcaaatg 
cctatatccc ctctgccacc aacactcagc 
ttggacccac catcggtccc tgtgaatcca 
cagttgtcta ctctggatga cagaactgtc 
gaggtcagcg agacagcctt atattgtggg 
aagtggtggc atagttatcg tctcccaccc 
ctccagggtg agagatgtga tgccaaaatg 
agactcttag cacaacctaa caaacggttt 
cagccactcc acttccttga cccattgcct 
gaagtgaatg acccatatac ctttgaagat 
aagaaatgca aacaagggac ggagaaagat 
tttggtacca aggatgtcac tacaccaggt 
gccatgtcta ttttcagttc tgctactaaa 
agagctggct ccagtagcct tacacaggta 
gacaacatct ttgataattc tgatgacgac 
tcatcaaaaa tgcctgcagt tgggacagaa 
gctgttcctt atccaccaac agttgcagac 
ttggaacagc atcctgcatt ttctcctgtg 
acagtgacag cattaggcat gatggagagc 
acagaattca aaatggaagt ggaagatgga 
gacttttcat atgtgcacaa agttccatcc 
gctccactga agatgttgcc gagccattgt 
ctgtttcggc cttcatgggc aattcctcct 
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aaaattgaac aactgcccat 
2280 

gtgcctagtg ttgggagcct 
2340 

cccgtgacgt tgaacagcgc 
2400 

ccagcaaccc ctcgcttctc 
2460 

agaggtgggg gcactgccag 
2520 

tcaccagcct ccaccccctc 
2580 

cagccaattc ccgaagccca 
2640 

aatatcttta aagacagaaa 
2700 

aaaggggcgg atgtcgggct 
2760 

acctgtgggt ttagtgcgat 
2820 

gaagatgagt tggatatttt 
2880 

ttaatgatgt gtcagtccac 
2940 

ccacccataa gccttctcct 
3000 

aatttcctgg actacatttc 
3060 

tatgaccggg tgcaagcaga 
3120 

caggggcggc agtatgtgga 
3180 

agtgccactg tgcactcttg 
3240 

caggatgtgg ttcgtatgct 
3300 

aagcgcacgg gcaggacctg 
3360 

cagttccata aaatggcagg 
3420 

cccatcccca ctctgctggt 
3480 

ttgccgtttt gggagaggct 
3540 

attgtggtgt gtccagaaaa 
3600 

ttgagtgctg tatacgagat 
3660 

cgtgacggga tcatgcgcgt 
3720 

agtgagtggt ttaaccagcc 
3780 

ctttatgcgc aagtttgccg 
3840 



gccccctgca gccactttca 
agcagatcca gactatctga 
tgccccagcc agcaatagtg 
tgtccccaca ccacgaaccc 
tggtcaaggg tctgttaagt 
tactacacgg cccctcaact 
cagcctctat gttaccctga 
ctttgacagc tgttgcatct 
ttacatcccc gattcttcca 
tatgaaccgc aaacttggct 
tgggaagaat tctgatattg 
cttccttcct caggtggaag 
cctcctccag aatcaacaca 
ctctaacaat cgccaaactc 
taataatgat tactggacgg 
taaccccact ggtggaaaag 
gcctcacagc aatgtgctgg 
gttgtccctg cagccctttc 
ggagaacatc cagcatgtgc 
acggggaacc tacggttcgg 
aggctatgac aaggatttcc 
cttgttggac ccatatgggg 
tgaggccttg ctcgaaggag 
gtgtaggctt gggcagcaca 
gggaaaaact gtggcacaga 
ttggagcggc gaggagaatg 
ccatcaccta gcaccttatt 



ttagagatgg ctacaataac 
acacaccaca gatgaacaca 
gggcaggagt cctaccatct 
ccaggacccc aagaactccc 
atgatagcac cgatcaagga 
ctgtggagcc cgccaccatg 
ttctctccga ttccgtgatg 
gtgcctgcaa catgaacatc 
atgaggacca gtaccgctgt 
acaattcagg actcttcctt 
gtcaggctgc agagaggcgc 
gaaccaaaaa accccaggag 
cacaaccttt tgcttcactg 
ttccctgtgt aagctggagt 
aatgctttaa tgcgttggag 
tggacgaagc tctggtgaga 
acatcagcat gctctcctcc 
tccaagatgc catccaaaag 
agggaccact cacttggcag 
aagaatctcc tgagccgttg 
tcaccatctc gccattctcc 
gccaccgtga tgttgcctat 
ccaaaacttt cttcagggac 
agcccatctg caaagtgcta 
agctgacaga tgagcttgtg 
acaatcattc cagactcaaa 
tagccactct gcagcttgat 
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agcagcctat tgataccacc taaataccag 
3900 

acgccaggga atgctgggcc cttagctcca 
3960 

gcatttaatc ccacctcgaa tagtagttct 
4020 

ggttcctctg tgccaccggt ctcatcgtct 
4080 

actacctctt cttcaggatt cagtggtagt 
4140 

atttctgcgg atagaacgca acggaacata 
4200 

agctcttctc agccctcaca ggatggacaa 
4260 

attcccacgg agcctgactc tgcagacagc 
4320 

atggtggacc cgttcacgta tgctgcagag 
4380 

ttgagcttga tgcgctgcta cacagaaatg 
4440 

tctttcattc cccagattgt gccttgccag 
4500 

gttttctaca ttcaatactt gaagtccatg 
4560 

ccactgccta cacagatcca cattaaatcc 
4620 

gagatgaccc tcaagaaccc tgagcggccc 
4680 

atattggccc caatcaaaga caagcagaca 
4740 

cagaaataca atgtgctctt cgtgggctat 
4800 

gcttcctgca ctgacctcca tggggaatta 
4860 

ccaaacaggt cacggaggag taaagtatct 
4920 

gagtggtgca tagggattgt ccaaatgaca 
4980 

cttgggcgtc ttggccatgg ggagcttaaa 
5040 

ctacagacaa tcagcaaaaa gctcaaggat 
5100 

gactctcctt ctatccttag tgcctgcctg 
5160 

gtgatgccag atgctgtcac aatgggctct 
5220 

cagtcatctc agctcaacac ccctcaagat 
5280 

acatcatcaa ccatccaggt ggctccagcc 
5340 

aacaatgatg atatgtttgt tgaccttcca 
5400 

atattaatga ctgggaacct ccattcctct 
5460 



accccaccag cagcagcaca gggacaagct 
aatggatcag cagctccccc agctggcagt 
acaaatcctg cagcaagtag ttctgcatct 
gcctctgctc ctggtattag ccagataagc 
gttggagggc agaaccccag cactgggggc 
ggctgtggtg gagacactga ccctgggcag 
gagagtgtta cagaaaggga gagaatagga 
catgcccacc ctccagctgt tgtcatttac 
gaggactcca cttctgggaa cttttggctg 
ctggacaatt tacctgagca tatgagaaat 
tacatgctgc agacaatgaa ggatgagcaa 
gcattttcag tgtactgcca gtgcaggcga 
ctcacgggat ttgggcctgc agccagcatt 
agcccaatcc agctttactc ccctcccttt 
gagctgggag agacgtttgg tgaggcgagc 
tgtctgtctc acgaccagcg ctggcttttg 
ttagagacct gcgttgtaaa tattgcttta 
gcacgtaaaa ttggactaca gaagttatgg 
tctctaccct ggagagttgt aatcgggcga 
gattggagta tcctccttgg agaatgttca 
gtgtgccgga tgtgtggaat ctctgccgca 
gttgccatgg agccccaggg gtcctttgta 
gtttttggcc gaagtactgc actgaacatg 
gcttcttgta cacacatctt ggtgttccca 
aactacccca atgaagatgg gtttagcccc 
ttcccagatg atatggacaa tgatattggc 
cccaactctt ccccagtacc ctccccaggc 
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tctccttctg 
5520 

cttctttcta 
5580 

gtatcaactg 
5640 

caaaaccagt 
5700 

acagacgaac 
5760 

accacgtcgg 
5820 

tgcaatccgg 
5880 

cagttgtaca 
5940 

cagttccttc 
6000 

atccttttct 
6060 

tgtcaattct 
6120 

aaacttccat 
6180 

tccccaggaa 
6240 

tttgcacaag 
6300 

gatgaaatcc 
6360 

gactttttaa 
6420 

ctagtgttcc 
6480 

gcagaaggtc 
6540 

tttttgtgac 
6600 

agatccacca 
6660 

aaacacattg 
6720 

ttgttaacaa 
6780 

aggataacat 
6840 

cttaattagt 
6900 

ccaggtctct 
6960 

ttgctcatga 
7020 

caaagaaata 
7080 



gaattggtgt 
gagaagcacc 
ccaaagctga 
gccctctctt 
ttctgcctgc 
atgttttaag 
ccacccagga 
atgccatcat 
tccctgcaac 
tcagaccact 
gcagtgttca 
aagtggtgac 
gtggtggtgg 
agtctgtgtt 
tcttagttac 
aaataagaac 
catccagatt 
tggagacagc 
tttatttttt 
taggattctt 
gggagatcat 
caaactggat 
ttttatacag 
tttatatagt 
cctctcatta 
aatcagttat 
ttacaactta 



gggctctcac 
agaggagcta 
gaatcttccc 
cttaaaggct 
caggaattct 
gtttgttttg 
ccgtacttcc 
gaatatactt 
ctcagtccaa 
ctccacagtc 
ttaccagagt 
tttcagccag 
ttgatggctt 
ttcagcctct 
tggtgtatgg 
cagctcaagt 
agcatgagtg 
ttcattttgt 
taattcacaa 
tgactacata 
gcctaaaagt 
tttaaaagtt 
aaggcagtca 
cacaacggaa 
gatcaaaagg 
aaatatggtg 
accattaaat 



ttccagcata 
aagcagcagc 
cagtggtttt 
tcgctgcatc 
cagcgggttc 
gagcagtaca 
tgccttcccg 
taattggaaa 
ggaacctgct 
ctgcactgtg 
gactccttga 
tgcggtggtg 
ttcagcggga 
gtatacaatt 
cctgtgggtt 
acatggtttc 
ctttggttga 
ttatttattt 
ggaccaggta 
cctctgtcct 
aatatattca 
ctgccatgtt 
agctcaactc 
atatattttc 
gacttatgta 
aattttttct 
tagtacttga 



9tcggagcca 
ccctggccct 
ggtcatcgtg 
accacatttc 
cacaccctct 
acgctctgtc 
tccactttgt 
agcacttgtt 
acactctgca 
attccttctc 
cacttctctc 
tgtgtagccc 
aacagaagag 
gagggcagtc 
acctgaactc 
atactggggt 
cttcaaacct 
taatttgttt 
cagtagctga 
agaagccgga 
aaaccaccca 
aagtggccag 
agagccatgg 
tagtgaattc 
catacaacaa 
ggaccatagg 
agttgagcct 



gggtgagcgt 
tgggtatttt 
tccccaggct 
agtagcacag 
tgactccaaa 
ctggctcacg 
ggtgctcact 
ctctctggct 
aataacccac 
agcaggcaca 
atggacctgg 
caaccactgg 
acagtgtcct 
tagccctttg 
cataatcggg 
ttctgtctcc 
gtgtgtcaat 
tgtcatatgg 
aacccaattc 
aaaggagtaa 
gcagtaggtt 
catttcatga 
aggcaagtac 
ttattggaag 
ttgaaagtgt 
aatattattt 
ttgtggtggg 
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actttttaaa aaaatgcctt 
7140 

tcattcctgg cccagagggt 
7200 

tctgtctgag gacagtgggt 
7260 

agctcttgtc atctgtggag 
7320 

atgtcctggt tattaacaaa 
7380 

tttttcttga aataatctaa 
7440 

aatgtgaaag cagagaaata 
7500 

aagggggggt tgactttcgc 
7 560 C^ V> 
atctaatgtg tacagtgtaa 
7620 

cagaaaggaa aattctcaag 
7680 

tataaaatta tcttggtgag 
7740 

tttggggttg cttttttccc 
7800 

gtttttaatg caggggcttt 
7860 

aacacaaaaa ataaaaaacc 
7920 

ttttcatctg gtgtctttta 
7980 

tacgtttttg tgcaaaaata 
8040 

tctgtgtgaa aaagtctgta 
8100 

ttttactgaa ttaatctgaa 
8160 

ttattttttt ttatttttaa 
8220 

tgaacaaaaa aaggggaaat 
8280 

gtatatttca gaaccttttt 
8340 

cttttgtttc cttttttcct 
8400 

aatttgaaag aatacaaaaa 
8460 

tggtacagta cactaaaaga 
8520 

aatgtcattc atatatacct 
8580 

gaataaatta ttgaattact 
8625 

<210> 2778 



tttaaagcat taatggctaa 
tgtctttgaa accctgtttc 
gtgtactggc ctcccgggag 
agaatcatgc aaattttaaa 
aaaggaaaaa tgtaataatt 
agtttaaaac attatattaa 
acttgtaaat ggataatttt 
aatgtatagg ataaaaaatc 
aattgacttt aaaaatattg 
gccttttgaa gagcataaga 
aagacaaatt gtaaagtaga 
ggaattcatc agaactttga 
tcttccctag aaacccaatt 
cctacaaaaa aactttaaaa 
tttaagtttt ttaagttaag 
aatgaatggc aatagatttt 
taatatttcc cttaaatatg 
atgtacaagc cctggatttg 
ttttggaaat tctgcagaaa 
ggggagggga aaagggtggg 
taaatgtaaa agctgtacat 
tcaagcattt tgcagtgagc 
tatgtgaagt tcatttaaaa 
ctttgataaa aagaaacaat 
tgtggatgag agctatatac 
gaaaaaagaa aaaaaaaaaa 



ttgaagtatt ttatgactcc 
taacccttgt gttgtgtgtt 
ccactgtgac caggcctttg 
agttcttcca agagacttcc 
gatatgattt tgtaaaagta 
aaaaaaagtt gtgtggtggg 
gttctctgta ccaccagttg 
tgatatatca aaccatttgt 
cagtgctatt ttttcttaat 
agatgaagat tgtaaacttg 
tatttgtaat cttttaccac 
attttttttt taaatgggct 
ctaagcagaa aaagaaaaaa 
aaaatggcag caaagggtag 
aaaagctggt gacatattta 
aaaaaatctt attatgtact 
cattatttta cttgtgagtt 
ctacagagtg agaagttatt 
tcagaactct taccatggtt 
attgtccagc atgcttgtat 
ttctgggaag ttctgaattt 
ttcttttata tatagcaaac 
aaataactac agtatagcgc 
aataaaaggc ctccatttta 
ttttacacac ttttttagag 
aaaaa 
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<211> 1146 
<212> PRT 

<213> Homo sapiens 



<400> 2778 
Thr Ala Ser Gly 
1 

Ser Pro Ala Ser 
20 

Pro Ala Thr Met 
35 

Leu lie Leu Ser 
50 

Asp Ser Cys Cys 
65 

Val Gly Leu Tyr 

Thr Cys Gly Phe 
100 

Gly Leu Phe Leu 
115 

He Gly Gin Ala 
130 

Leu Pro Gin Val 
145 

Leu Leu Leu Leu 

Asn Phe Leu Asp 
180 

Val Ser Trp Ser 
195 

Thr Glu Cys Phe 
210 

Pro Thr Gly Gly 
225 

His Ser Trp Pro 

Gin Asp Val Val 
260 

Ala He Gin Lys 
275 

Val Gin Gly Pro 
290 

Gly Thr Tyr Gly 
305 

Leu Leu Val Gly 

Leu Pro Phe Trp 
340 

Asp Val Ala Tyr 
355 

Gly Ala Lys Thr 
370 

Arg Leu Gly Gin 



Gin Gly Ser Val 
5 

Thr Pro Ser Thr 

Gin Pro He Pro 
40 

Asp Ser Val Met 
55 

He Cys Ala Cys 
70 

He Pro Asp Ser 
85 

Ser Ala He Met 

Glu Asp Glu Leu 
120 

Ala Glu Arg Arg 
135 

Glu Gly Thr Lys 
150 

Leu Gin Asn Gin 
165 

Tyr He Ser Ser 

Tyr Asp Arg Val 
200 

Asn Ala Leu Glu 
215 

Lys Val Asp Glu 
230 

His Ser Asn Val 
245 

Arg Met Leu Leu 

Lys Arg Thr Gly 
280 

Leu Thr Trp Gin 
295 

Ser Glu Glu Ser 
310 

Tyr Asp Lys Asp 
325 

Glu Arg Leu Leu 

He Val Val Cys 
360 

Phe Phe Arg Asp 
375 

His Lys Pro He 



Lys Tyr Asp Ser 
10 

Thr Arg Pro Leu 
25 

Glu Ala His Ser 

Asn He Phe Lys 
60 

Asn Met Asn He 
75 

Ser Asn Glu Asp 
90 

Asn Arg Lys Leu 
105 

Asp He Phe Gly 

Leu Met Met Cys 
140 

Lys Pro Gin Glu 
155 

His Thr Gin Pro 
170 

Asn Asn Arg Gin 
185 

Gin Ala Asp Asn 

Gin Gly Arg Gin 
220 

Ala Leu Val Arg 
235 

Leu Asp He Ser 
250 

Ser Leu Gin Pro 
265 

Arg Thr Trp Glu 

Gin Phe His Lys 
300 

Pro Glu Pro Leu 
315 

Phe Leu Thr He 
330 

Leu Asp Pro Tyr 
345 

Pro Glu Asn Glu 

Leu Ser Ala Val 
380 

Cys Lys Val Leu 



Thr Asp Gin Gly 
15 

Asn Ser Val Glu 
30 

Leu Tyr Val Thr 
45 

Asp Arg Asn Phe 

Lys Gly Ala Asp 
80 

Gin Tyr Arg Cys 
95 

Gly Tyr Asn Ser 
110 

Lys Asn Ser Asp 
125 

Gin Ser Thr Phe 

Pro Pro He Ser 
160 

Phe Ala Ser Leu 
175 

Thr Leu Pro Cys 
190 

Asn Asp Tyr Trp 
205 

Tyr Val Asp Asn 

Ser Ala Thr Val 
240 

Met Leu Ser Ser 
255 

Phe Leu Gin Asp 
270 

Asn He Gin His 
285 

Met Ala Gly Arg 

Pro He Pro Thr 
320 

Ser Pro Phe Ser 
335 

Gly Gly His Arg 
350 

Ala Leu Leu Glu 
365 

Tyr Glu Met Cys 
Arg Asp Gly lie 



2020 



WO 00/58473 



PCT/USOO/08621 



385 

Met Arg 

Ser Glu 

Ser Arg 

Tyr Leu 
450 
Tyr Gin 
465 

Ala Gly 

Ala Phe 

Ser Ser 

Ala Pro 
530 
Gly Ser 
545 

Arg Thr 

Ser Ser 

Glu Arg 

His Pro 
610 
Ala Glu 
625 

Arg Cys 

Ser Phe 

Lys Asp 

Ser Val 
690 
Lys Ser 
705 

Lys Asn 

He Leu 

Gly Glu 

Ser His 
770 
Glu Leu 
785 

Arg Arg 
Glu Trp 



Val Gly Lys 
405 

Trp Phe Asn 

420 
Leu Lys Leu 
435 

Ala Thr Leu 

Thr Pro Pro 

Pro Leu Ala 
485 

Asn Pro Thr 
500 

Ala Ser Gly 
515 

Gly He Ser 

Val Gly Gly 

Gin Arg Asn 
565 

Ser Gin Pro 

580 
He Gly He 
595 

Pro Ala Val 

Glu Asp Ser 

Tyr Thr Glu 
645 

He Leu Gin 

660 
Glu Gin Val 
675 

Tyr Cys Gin 

Leu Thr Gly 

Pro Glu Arg 
725 

Ala Pro He 

740 
Ala Ser Gin 
755 

Asp Gin Arg 

Leu Glu Thr 

Ser Lys Val 
805 

Cys He Gly 



390 

Thr Val 

Gin Pro 

Tyr Ala 

Gin Leu 
455 
Ala Ala 
470 

Pro Asn 

Ser Asn 

Ser Ser 

Gin He 
535 
Gin Asn 
550 

He Gly 

Ser Gin 

Pro Thr 

Val He 
615 
Thr Ser 
630 

Met Leu 

He Val 

Phe Tyr 

Cys Arg 
695 
Phe Gly 
710 

Pro Ser 

Lys Asp 

Lys Tyr 

Trp Leu 
775 
Cys Val 
790 

Ser Ala 



Ala Gin 

Trp Ser 
425 
Gin Val 
440 

Asp Ser 

Ala Gin 

Gly Ser 

Ser Ser 
505 
Val Pro 
520 

Ser Thr 

Pro Ser 

Cys Gly 

Asp Gly 
585 
Glu Pro 
600 

Tyr Met 

Gly Asn 

Asp Asn 

Pro Cys 
665 
He Gin 
680 

Arg Pro 

Pro Ala 

Pro He 

Lys Gin 
745 
Asn Val 
760 

Leu Ala 



Val Asn 
Arg Lys 
He Val Gin Met 



395 
Lys Leu 
410 

Gly Glu 

Cys Arg 

Ser Leu 

Gly Gin 
475 
Ala Ala 
490 

Ser Thr 

Pro Val 

Thr Ser 

Thr Gly 
555 
Gly Asp 
570 

Gin Glu 

Asp Ser 

Val Asp 

Phe Trp 
635 
Leu Pro 
650 

Gin Tyr 

Tyr Leu 

Leu Pro 

Ala Ser 
715 
Gin Leu 
730 

Thr Glu 

Leu Phe 

Ser Cys 

He Ala 
795 
lie Gly 
810 

Thr Ser 



Thr Asp 

Glu Asn 

His His 
445 
Leu He 
460 

Ala Thr 

Pro Pro 

Asn Pro 

Ser Ser 
525 
Ser Ser 
540 

Gly He 

Thr Asp 

Ser Val 

Ala Asp 
605 
Pro Phe 
620 

Leu Leu 

Glu His 

Met Leu 

Lys Ser 
685 
Thr Gin 
700 

He Glu 

Tyr Ser 

Leu Gly 

Val Gly 
765 
Thr Asp 
780 

Leu Pro 
Leu Gin 
Leu Pro 



400 

Glu Leu Val 

415 
Asp Asn His 
430 

Leu Ala Pro 

Pro Pro Lys 

Pro Gly Asn 
480 

Ala Gly Ser 

495 
Ala Ala Ser 
510 

Ser Ala Ser 

Gly Phe Ser 

Ser Ala Asp 
560 

Pro Gly Gin 
575 

Thr Glu Arg 
590 

Ser His Ala 

Thr Tyr Ala 

Ser Leu Met 
640 

Met Arg Asn 
655 

Gin Thr Met 
670 

Met Ala Phe 

He His lie 

Met Thr Leu 
720 

Pro Pro Phe 

735 
Glu Thr Phe 
750 

Tyr Cys Leu 

Leu His Gly 

Asn Arg Ser 
800 

Lys Leu Trp 

815 
Trp Arg Val 
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820 










825 










830 






Val 


He 


Gly 
835 


Arg 


Leu 


Gly 


Arg 


Leu 
840 


Gly 


His 


Gly 


Glu 


Leu 
845 


Lys 


Asp 


Trp 


Ser 


He 
850 


Leu 


Leu 


Gly 


Glu 


Cys 
855 


Ser 


Leu 


Gin 


Thr 


He 
860 


Ser 


Lys 


Lys 


Leu 


Lys 


Asp 


Val 


Cys 


Arg 


Met 


Cys 


Gly 


He 


Ser 


Ala 


Ala 


Asp 


Ser 


Pro 


Ser 


865 










870 










875 










880 


He 


Leu 


Ser 


Ala 


Cys 
885 


Leu 


Val 


Ala 


Met 


Glu 
890 


Pro 


Gin 


Gly 


Ser 


Phe 
895 


Val 


Val 


Met 


Pro 


Asp 
900 


Ala 


Val 


Thr 


Met 


Gly 
905 


Ser 


Val 


Phe 


Gly 


Arg 
910 


Ser 


Thr 


Ala 


Leu 


Asn 
915 


Met 


Gin 


Ser 


Ser 


Gin 
920 


Leu 


Asn 


Thr 


Pro 


Gin 
925 


Asp 


Ala 


Ser 


Cys 


Thr 
930 


His 


He 


Leu 


val 


Phe 
935 


Pro 


Thr 


Ser 


Ser 


Thr 
940 


He 


Gin 


Val 


Ala 


Pro 


Ala 


Asn 


Tyr 


Pro 


Asn 


G.\u 


Asp 


Gly 


Phe 


Ser 


Pro 


Asn 


Asn 


Asp 


Asp 


945 










950 










955 










960 


Met 


Phe 


Val 


Asp 


Leu 
965 


Pro 


Phe 


Pro 


Asp 


Asp 
970 


Met 


Asp 


Asn 


Asp 


He 
975 


Gly 


He 


Leu 


Met 


Thr 
980 


Gly 


Asn 


Leu 


His 


Ser 
985 


Ser 


Pro 


Asn 


Ser 


Ser 
990 


Pro 


Val 


Pro 


Ser 


Pro 


Gly 


Ser 


Pro 


Ser 


Gly 


He 


Gly 


Val 


Gly 


Ser 


His 


Phe 


Gin 






995 










1000 








1005 






His 


Ser 


Arg 


Ser 


Gin 


Gly 


Glu 


Arg 


Leu 


Leu 


Ser 


Arg 


Glu 


Ala 


Pro 


Glu 




1010 








1015 








1020 








Glu 


Leu Lys 


Gin 


Gin 


Pro 


Leu 


Ala 


Leu 


Gly 


Tyr 


Phe 


Val 


Ser 


Thr 


Ala 


1025 








1030 








1035 








104C 


Lys Ala Glu 


Asn 


Leu 


Pro Gin Trp Phe 


Trp 


Ser 


Ser 


Cys 


Pro 


Gin 


Ala 










1045 








1050 








1055 


Gin 


Asn 


Gin 


Cys 


Pro 


Leu 


Phe 


Leu 


Lys 


Ala 


Ser 


Leu 


His 


His 


His 


He 








1060 








1065 








1070 




Ser 


Val 


Ala 


Gin Thr Asp Glu 


Leu 


Leu 


Pro 


Ala 


Arg Asn 


Ser Gin Arg 



1075 1080 1085 

Val Pro His Pro Leu Asp Ser Lys Thr Thr Ser Asp Val Leu Arg Phe 

1090 1095 1100 

Val Leu Glu Gin Tyr Asn Ala Leu Ser Trp Leu Thr Cys Asn Pro Ala 
1105 1110 1115 1120 

Thr Gin Asp Arg Thr Ser Cys Leu Pro Val His Phe Val Val Leu Thr 

1125 1130 1135 

Gin Leu Tyr Asn Ala lie Met Asn He Leu 
1140 1145 

<210> 2779 
<211> 2461 
<212> DNA 

<213> Homo sapiens 
<400> 2779 

gaggcggatc acttgaggtc aggagttcga gagcagcctg accaacatag tgaaaccctg 
60 

tctctactaa aaatacaaaa aacattagtt gggcatggtg gcaggcacct gtaatctcag 
120 

ctacttggga ggctgaggca ggagaatcgc ttgatcctaa gaggcagagg ctgcagtgat 
180 
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ctgagatcac gccactgcac tccagccttt 
240 

aaaaaaaaaa agtatatata tataaacata 
300 

atgcactccg agcaggaggg ccagcatgtg 
360 

ctgtttgagg agctgagtga aggctcattt 
420 

ttcaagggct tggcaggggt cgacagcagc 
480 

agcttctcgc tgaattccga gggggctgag 
540 

gaccgaggcg acgcagccgc cacagatgac 
600 

tcgtgggacg ggctccggag catcatccac 
660 

aacaaggcgc cccacgactt ccagtttgtg 
720 

caccgcctct actacctggg aatgccatat 
780 

gagattccca agaaggtccg gaaagaggct 
840 

gatcatttcc aggccacgcc ccaccatggg 
900 

gagcggaaac gcctgggggt cttcggcatc 
960 

ctcttcctct tccaggccag caacagcctc 
1020 

ttcatggtga gccctggccc tggctgtgtg 
1080 

cagtgctcag ggccccggat ggaccccaaa 
1140 

ttcatcaata acagcgacct gtgggtggcc 
1200 

accttctgcc accaaggttt atccaatgtc 
1260 

accttcgtca tacaggaaga gttcgaccgc 
1320 

tcctgggaag gttcagaggg cctcaagacg 
1380 

tccgaggtgg aggtcattca cgtcccctct 
1440 

tatcggtacc ccaggacagg cagcaagaat 
1500 

cagactgaca gccagggcaa gatcgtctcg 
1560 

agctcgctgt tcccgaaggt ggagtacatc 
1620 

tacgcctggg ccatgttcct ggaccggccc 
1680 

ccggccctgt tcatcccgag cacagagaat 
1740 

gtccccagga atgtccagcc gtatgtggtg 
1800 



ggagactctg tctccaaaaa aaaaaaaaaa 
tatcaaagaa gttaagcaaa gtgaggaaaa 
caaaggccct gcggtggaaa ggaatttggc 
ggctgggtca cagggataag aaggatgaga 
cttgaggtgg tgtctttgct tcctccccgc 
aggatggcca ccaccgggac cccaacggcc 
ccggccgccc gcttccaggt gcagaagcac 
ggcagccgca agtactcggg cctcattgtc 
cagaagacgg atgagtctgg gccccactcc 
ggcagccgag agaactccct cctctactct 
ctgctgctcc tgtcctggaa gcagatgctg 
gtctactctc gggaggagga gctgctgagg 
acctcctacg acttccacag cgagagtggc 
ttccactgcc gcgacggcgg caagaacggc 
tcccctatga aaccgctgga aatcaagacc 
atctgccctg ccgaccctgc cttcttctcc 
aacatcgaga caggcgagga gcggcggctg 
ctggatgacc ccaagtctgc gggtgtggcc 
ttcactgggt actggtggtg ccccacagcc 
ctgcgaatcc tgtatgagga agtcgatgag 
cctgcgctag aagaaaggaa gacggactcg 
cccaagattg ccttgaaact ggctgagttc 
acccaggaga aggagctggt gcagcccttc 
gccagggccg ggtggacccg ggatggcaaa 
cagcagtggc tccagctcgt cctcctcccc 
gaggagcagc ggctagcctc tgccagagct 
tacgaggagg tcaccaacgt ctggatcaat 
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gttcatgaca tcttctatcc 
1860 

cgcgccaatg aatgcaagac 
1920 

tcccagggct acgattggag 
1980 

attaaggaag agattgctct 
2040 

aagatctggg tcaatgagga 
2100 

ctggagcacc acctctacgt 
2160 

acgcccggct tctcccatag 
2220 

tacagcagcg tgagcacgcc 
2280 

gaccccctgc acaagcagcc 
2340 

ccggattatg ttcctccaga 
2400 

ggcatgatct acaagcccca 

2460 

a 

2461 



cttcccccaa tcagagggag 
cggcttctgc catttgtaca 
tgagcccttc agccccgggg 
gaccagcggt gaatgggagg 
gaccaagctg gtgtacttcc 
ggtcagctat gaggcggccg 
ctgctccatg agccagaact 
gccctgcgtg cacgtctaca 
ccgcttctgg gctagcatga 
gatcttccat ttccacacgc 
cgccttgcag cacatcacca 



aggacgagct ctgctttctc 
aagtcaccgc cgttttaaaa 
aagatgaatt taagtgcccc 
ttttggcgag gcacggctcc 
agggcaccaa ggacacgccg 
gcgagatcgt acgcctcacc 
tcgacatgtt cgtcagccac 
agctgagcgg ccccgacgac 
tggaggcagc cagctgcccc 
gctcggatgt gcggctctac 
aaaaatctac cgtcttcgag 



<210> 2780 

<211> 720 

<212> PRT 

<213> Homo sapiens 



<400> 2780 
Met His Ser Glu 
1 

Lys Glu Phe Gly 
20 

Val Thr Gly lie 
35 

Ser Ser Leu Glu 
50 

Asn Ser Glu Gly 
65 

Asp Arg Gly Asp 

Val Gin Lys His 
100 

Arg Lys Tyr Ser 
115 

Phe Val Gin Lys 
130 

Tyr Leu Gly Met 
145 

Glu lie Pro Lys 
Lys Gin Met Leu 



Gin Glu Gly Gin 
5 

Leu Phe Glu Glu 

Arg Arg Met Arg 
40 

Val Val Ser Leu 
55 

Ala Glu Arg Met 
70 

Ala Ala Ala Thr 
85 

Ser Trp Asp Gly 

Gly Leu He Val 
120 

Thr Asp Glu Ser 
135 

Pro Tyr Gly Ser 
150 

Lys Val Arg Lys 
165 

Asp His Phe Gin 



His Val Gin Arg 
10 

Leu Ser Glu Gly 
25 

Phe Lys Gly Leu 

Leu Pro Pro Arg 
60 

Ala Thr Thr Gly 
75 

Asp Asp Pro Ala 
90 

Leu Arg Ser He 
105 

Asn Lys Ala Pro 

Gly Pro His Ser 
140 

Arg Glu Asn Ser 
155 

Glu Ala Leu Leu 
170 

Ala Thr Pro His 



Pro Cys Gly Gly 
15 

Ser Phe Gly Trp 
30 

Ala Gly Val Asp 
45 

Ser Phe Ser Leu 

Thr Pro Thr Ala 
80 

Ala Arg Phe Gin 
95 

He His Gly Ser 
110 

His Asp Phe Gin 
125 

His Arg Leu Tyr 

Leu Leu Tyr Ser 
160 

Leu Leu Ser Trp 
175 

His Gly Val Tyr 
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180 

Ser Arg Glu Glu 
195 

Gly lie Thr Ser 
210 

Gin Ala Ser Asn 
225 

Phe Met Val Ser 

Glu lie Lys Thr 
260 

Pro Ala Asp Pro 
275 

Val Ala Asn He 
290 

Gin Gly Leu Ser 
305 

Thr Phe Val He 

Cys Pro Thr Ala 
340 

He Leu Tyr Glu 
355 

Pro Ser Pro Ala 
370 

Arg Thr Gly Ser 
385 

Gin Thr Asp Ser 

Val Gin Pro Phe 
420 

Ala Gly Trp Thr 
435 

Arg Pro Gin Gin 
450 

He Pro Ser Thr 
465 

Val Pro Arg Asn 

Val Trp He Asn 
500 

Gly Glu Asp Glu 
515 

Phe Cys His Leu 
530 

Asp Trp Ser Glu 
545 

He Lys Glu Glu 

Arg His Gly Ser 
580 

Phe Gin Gly Thr 
595 

Ser Tyr Glu Ala 



Glu Leu Leu Arg 
200 

Tyr Asp Phe His 
215 

Ser Leu Phe His 
230 

Pro Gly Pro Gly 
245 

Gin Cys Ser Gly 

Ala Phe Phe Ser 
280 

Glu Thr Gly Glu 
295 

A^c : Val Leu Asp 
310 

Gin Glu Glu Phe 
325 

Ser Trp Glu Gly 

Glu Val Asp Glu 
360 

Leu Glu Glu Arg 
375 

Lys Asn Pro Lys 
390 

Gin Gly Lys He 
405 

Ser Ser Leu Phe 

Arg Asp Gly Lys 
440 

Trp Leu Gin Leu 
455 

Glu Asn Glu Glu 
470 

Val Gin Pro Tyr 
485 

Val His Asp He 

Leu Cys Phe Leu 
520 

Tyr Lys Val Thr 
535 

Pro Phe Ser Pro 
550 

He Ala Leu Thr 
565 

Lys He Trp Val 

Lys Asp Thr Pro 
600 

Ala Gly Glu He 



185 

Glu Arg Lys Arg 

Ser Glu Ser Gly 
220 

Cys Arg Asp Gly 
235 

Cys Val Ser Pro 
250 

Pro Arg Met Asp 
265 

Phe He Asn Asn 

Glu Arg Arg Leu 
300 

Asp Pro Lys Ser 
315 

Asp Arg Phe Thr 
330 

Ser Glu Gly Leu 
345 

Ser Glu Val Glu 

Lys Thr Asp Ser 
380 

He Ala Leu Lys 
395 

Val Ser Thr Gin 
410 

Pro Lys Val Glu 
425 

Tyr Ala Trp Ala 

Val Leu Leu Pro 
460 

Gin Arg Leu Ala 
475 

Val Val Tyr Glu 
490 

Phe Tyr Pro Phe 
505 

Arg Ala Asn Glu 

Ala Val Leu Lys 
540 

Gly Glu Asp Glu 
555 

Ser Gly Glu Trp 
570 

Asn Glu Glu Thr 
585 

Leu Glu His His 
Val Arg Leu Thr 



190 

Leu Gly Val Phe 
205 

Leu Phe Leu Phe 

Gly Lys Asn Gly 
240 

Met Lys Pro Leu 
255 

Pro Lys He Cys 
270 

Ser Asp Leu Trp 
285 

Thr Phe Cys His 

Ala Gly Val Ala 
320 

Gly Tyr Trp Trp 
335 

Lys Thr Leu Arg 
350 

Val He His Val 
365 

Tyr Arg Tyr Pro 

Leu Ala Glu Phe 
400 

Glu Lys Glu Leu 
415 

Tyr He Ala Arg 
430 

Met Phe Leu Asp 
445 

Pro Ala Leu Phe 

Ser Ala Arg Ala 
480 

Glu Val Thr Asn 
495 

Pro Gin Ser Glu 
510 

Cys Lys Thr Gly 
525 

Ser Gin Gly Tyr 

Phe Lys Cys Pro 
560 

Glu Val Leu Ala 
575 

Lys Leu Val Tyr 
590 

Leu Tyr Val Val 
605 

Thr Pro Gly Phe 
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610 615 620 

Ser His Ser Cys Ser Met Ser Gin Asn Phe Asp Met Phe Val Ser His 
625 630 635 640 

Tyr Ser Ser Val Ser Thr Pro Pro Cys Val His Val Tyr Lys Leu Ser 

645 650 655 

Gly Pro Asp Asp Asp Pro Leu His Lys Gin Pro Arg Phe Trp Ala Ser 

660 665 670 

Met Met Glu Ala Ala Ser Cys Pro Pro Asp Tyr Val Pro Pro Glu lie 

675 680 685 

Phe His Phe His Thr Arg Ser Asp Val Arg Leu Tyr Gly Met lie Tyr 

690 695 700 

Lys Pro His Ala Leu Gin His lie Thr Lys Lys Ser Thr Val Phe Glu 
705 710 715 720 

<210> 2781 

<211> 1263 

<212> DNA 

<213> Homo sapiens 

<400> 2781 

gtcgacggac ttcaggaagt gcagcgccag gcacaagagg ggaagaatat aggcaccacc 
60 

aagaagggaa tcggaccaac ctactcttcc aaagctgccc ggacaggcct ccgcatctgc 
120 

gacctcctgt cagattttga tgagttttct tccagattca agaacctggc ccaccagcac 
180 

cagtcgatgt tccccaccct ggaaatagac attgaaggcc aactcaaaag gctcaagggc 
240 

tttgctgagc ggatcagacc catggtccga gatggtgttt actttatgta tgaggcactc 
300 

cacggccccc ccaagaagat cctggtggag ggtgccaacg ccgccctcct cgacattgac 
360 

ttcgggacct acccctttgt gacttcatcc aactgcaccg tgggcggtgt gtgcacgggc 
420 

ctgggcatcc ccccgcagaa cataggtgac gtgtatggcg tggtgaaagc ctataccaca 
480 

cgtgtgggca tcggggcctt ccccaccgag cagatcaacg agattggagg cctgctgcag 
540 

acccgcggcc acgagtgggg agtgaccaca ggcaggaaga ggcgctgcgg ctggctcgac 
600 

ctgatgattc taagatatgc tcacatggtc aacggattca ctgcgctggc cctgacgaag 
660 

ctggacatcc tggacgtact gggtgaggtt aaagtcggtg tctcatacaa gctgaacggg 
720 

aaaaggattc cctatttccc agctaaccag gagatgcttc agaaggtcga agttgagtat 
780 

gaaacgctgc ctgggtggaa agcagacacc acaggcgcca ggaggtggga ggacctgccc 
840 

ccacaggccc agaactacat ccgctttgtg gagaatcacg tgggagtcgc agtcaaatgg 
900 

gttggtgttg gcaagtcaag agagtcgatg atccagctgt tttagtcgca gactgagctg 
960 

atcccaacag gccctggcag cgtctggact tgtgtaaaca gcagcagtca cgttcctcgg 
1020 
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ccgccacaac caacaccaaa gcaggaaaac cattttctgt acttttatat ttctgttcaa 
1080 

cctgttggtt tctacaatga ttttaaacat tggaaagcca gccttgtgta tatttttaaa 
1140 

aattatattc aaaatgagcc aaagtgctca gagaccttct atgacacatt agtgtcacat 
1200 

ggttgcgtgt ccagccgaag cagtgtaata aacatctcca atggccactg aaaaaaaaaa 
1260 

aaaaaaaa 
1268 

<210> 2782 
<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 2782 

Val Asp Gly Leu Gin Glu Val Gin Arg Gin Ala Gin Glu Gly Lys Asn 

15 10 15 

lie Gly Thr Thr Lys Lys Gly He Gly Pro Thr Tyr Ser Ser Lys Ala 

20 25 30 

Ala Arg Thr Gly Leu Arg lie Cys Asp Leu Leu Ser Asp Phe Asp Glu 

35 40 45 

Phe Ser Ser Arg Phe Lys Asn Leu Ala His Gin His Gin Ser Met Phe 

50 . 55 60 

Pro Thr Leu Glu He Asp He Glu Gly Gin Leu Lys Arg Leu Lys Gly 
65 70 75 80 

Phe Ala Glu Arg He Arg Pro Met Val Arg Asp Gly Val Tyr Phe Met 

85 90 95 

Tyr Glu Ala Leu His Gly Pro Pro Lys Lys He Leu Val Glu Gly Ala 

100 105 110 

Asn Ala Ala Leu Leu Asp He Asp Phe Gly Thr Tyr Pro Phe Val Thr 

115 120 125 

Ser Ser Asn Cys Thr Val Gly Gly Val Cys Thr Gly Leu Gly lie Pro 

130 135 / 140 

Pro Gin Asn He Gly Asp Val Tyr Gly' Val Val Lys Ala Tyr Thr Thr 
145 150 155 160 

Arg Val Gly He Gly Ala Phe Pro Thr Glu Gin lie Asn Glu lie Gly 

165 170 175 

Gly Leu Leu Gin Thr Arg Gly His Glu Trp Gly Val Thr Thr Gly Arg 

180 185 190 

Lys Arg Arg Cys Gly Trp Leu Asp Leu Met lie Leu Arg Tyr Ala His 

195 200 205 

Met Val Asn Gly Phe Thr Ala Leu Ala Leu Thr Lys Leu Asp He Leu 

210 215 220 

Asp Val Leu Gly Glu Val Lys Val Gly Val Ser Tyr Lys Leu Asn Gly 
225 230 235 240 

Lys Arg lie Pro Tyr Phe Pro Ala Asn Gin Glu Met Leu Gin Lys Val 

245 250 255 

Glu Val Glu Tyr Glu Thr Leu Pro Gly Trp Lys Ala Asp Thr Thr Gly 

260 265 270 

Ala Arg Arg Trp Glu Asp Leu Pro Pro Gin Ala Gin Asn Tyr He Arg 

275 280 285 

Phe Val Glu Asn His Val Gly Val Ala Val Lys Trp Val Gly Val Gly 
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290 295 300 

Lys Ser Arg Glu Ser Met He Gin Leu Phe 
305 310 

<210> 2783 
<211> 2376 
<212> DNA 

<213> Homo sapiens 



<400> 2783 

gccgaacggc aaattgaaga agaaaaccga 
60 

ataaagcgag acaagagtga cagccctgcc 
120 

gttgatgtag aagattatta cccagctttc 
180 

aacatagact catcacagta tgaagattca 
240 

attgccttta ccatggacaa actgatccag 
300 

agtgatgaga tctgtgtgca ggtgactgac 
360 

accggaggcc agctgaacac acagaactca 
420 

aaagctgagc agctaatgtc agatgagaat 
480 

ggccaggtcc agctgactat tgagcttctg 
540 

gtggaagcag agcgctggtc agactacgtg 
600 

cctgagcttc gtgaacatct agcacagaaa 
660 

atccggaagt gtcaacgtgg tcgagagcag 
720 

aagaagacca tggagaatgt ggatagtctg 
780 

tcctacaaga tggtgtatgt gatcaaatca 
840 

ctccgggctc atcagtccca tgagcgtgta 
900 

tgggtagata aatggaccaa ggagcatgtg 
960 

tggctcatgg gtgaggggct ggagggcctg 
1020 

accctgcatt ttgtgagcat taacaagtat 
1080 

ccttaactgc aaagccagag cagataactt 
1140 

tatgcactca cacactgaag aaacaaggaa 
1200 

gggacatggc cacctgacct gtgtgtggct 
1260 

ttaggaacat gaatacctta caaagctgaa 
1320 



gagagagaat gggaacggga agtgctgggc 
attcagctac gtctcaaaga acctatggat 
ctggacatgg tgcggagcct gctggatggc 
ctgagagaga tgttcaccat tcatgcctac 
agcattgtca gacagctgca gcatatcgtg 
ctttacctgg cagaaaataa taatggggcc 
aggagcctcc tggagtcaac gtatcagcgg 
tgctttaagc ttatgtttat tcagagccaa 
gacacagaag aggagaattc ggatgaccct 
gagcgataca tgaattcaga tactacctcg 
ccagtatttc tccccaggaa tctacggcgg 
caggaaaagg aagggaagga aggaaacagc 
gataagctgg agtgtagatt caagctgaat 
gaggactata tgtatcggag gaccgccctg 
agcaagcgtc tacatcagag attccaggcc 
ccccgtgaaa tggcagcaga gaccagcaag 
gtgccctgta ccaccacctg tgatacagag 
cgtgtcaaat acggcacagt attcaaagcc 
ggggtgtgtg tggggatgtg tgtgtgggcc 
gatgcctttc aagcctcact gggcctctct 
ggtgcagcct ggcaccaagt gggctacctg 
gctggaactt ttcccaaagg gttttgggta 
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tagcctgccc tggaggggaa 
1380 

caccagcaga gctaagactg 
1440 

ctgttcacac tttgactgga 
1500 

actcagatgg attggaacta 
1560 

aaaagctgga tttgattttt 
1620 

gttttatctg ggacctgcag 
1680 

acgattccct tgctgcctac 
1740 

tcagttgtcc tttttagctc 
1800 

ttagtgccat ccaccagctt 
1860 

taacttgttt ttttgtacat 
1920 

ttgatgtgct agcataactg 
1980 

tagtacctat gaacagatgt 
2040 

ttgtagtact tttgtgtaaa 
2100 

ttgtaaataa ataaagcttg 
2160 

tcctcaccag aaaatactgt 
2220 

aacaggattt tgcttaaaat 
2280 

gaatacttaa gtcttttagt 
2340 

tatatttggg taagttgtca 
2376 



ggaagtccat gcaagcaaag 
gagtctcctg tggcctaact 
tggagatgca tttacaaaac 
tcatggtcac tgctcctctc 
tttttctggt cactcgagca 
tttggctttg ggattgatca 
ccttttctct cctctggttc 
ccgtggaact gttttgtatc 
tactctctga cacacacacg 
aatgtacata ctgtcaattt 
ctctagcttc ttgtgtacca 
acaagacatt tattacactt 
acttgtcttc ccctttgccc 
gttcttactt aaggaaaaaa 
gaagcaggga ttttgacttc 
acttgttact tgtcccaaat 
acgtgttttt ttcccttgtt 
agctatgtag tttgta 



acatgcagtt tgcttgcaca 
ttcaatgagg gaaccggatg 
agactggaga aggacttaat 
ccctccccac aaaaggaaaa 
catctaagat cacccattag 
tcttgtggat tttattcctg 
tcaacctcaa cgagttcaaa 
tgcctcttta ctagtctacc 
cacacacaca cacacaattt 
tttattaaaa gaaatatgct 
tagtactgtg gcttcagatt 
tttaccaaag ggagttacca 
ccaacttttt tttttttttt 
ctctcaaccc acgtcccttg 
agttccttat ccagggtaga 
caaaatattc caaaatctta 
caaataatct gaaaatattt 



<210> 2784 
<211> 361 
<212> PRT 

<213> Homo sapiens 
<400> 2784 

Ala Glu Arg Gin lie Glu Glu Glu 

1 5 
Glu Val Leu Gly He Lys Arg Asp 
20 

Leu Arg Leu Lys Glu Pro Met Asp 

35 40 
Ala Phe Leu Asp Met Val Arg Ser 

50 55 
Ser Gin Tyr Glu Asp Ser Leu Arg 
65 70 
He Ala Phe Thr Met Asp Lys Leu 



Asn Arg Glu Arg Glu Trp Glu Arg 

10 15 
Lys Ser Asp Ser Pro Ala He Gin 
25 30 
Val Asp Val Glu Asp Tyr Tyr Pro 
45 

Leu Leu Asp Gly Asn He Asp Ser 
60 ' 

Glu Met Phe Thr He His Ala Tyr 

75 80 
He Gin Ser He Val Arg Gin Leu 
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85 










90 




95 




Gin 


His 


lie 


val 


Ser 


Asp 


Glu 


He 


Cys 


Val 


Gin Val Thr Asp 


Leu 


Tyr 








100 










105 




110 






Leu 


Ala 


Glu 


Asn 


Asn 


Asn Gly Ala Thr Gly 


Gly Gin Leu Asn Thr 


Gin 






115 










120 






125 






Asn 


Ser 


Arg 


Ser 


Leu 


Leu Glu Ser Thr Tyr 


Gin Arg Lys Ala Glu 


Gin 




130 










135 








140 






Leu 


Met 


Ser 


Asp 


Glu 


Asn Cys 


Phe 


Lys 


Leu 


Met Phe He Gin 


Ser 


Gin 


145 










150 










155 




160 


Gly Gin 


Val 


Gin 


Leu 


Thr 


lie 


Glu 


Leu 


Leu 


Asp Thr Glu Glu 


Glu 


Asn 










165 










170 




175 




Ser Asp 


Asp 


Pro 


Val 


Glu 


Ala 


Glu 


Arg 


Trp 


Ser Asp Tyr Val 


Glu 


Arg 








180 










185 




190 






Tyr 


Met 


Asn 


Ser 


Asp 


Thr 


Thr 


Ser 


Pro 


Glu 


Leu Arg Glu His 


Leu 


Ala 






195 










200 






205 






Gin 


Lys 


Pro 


Val 


Phe 


Leu 


Pro 


Arg 


Asn 


Leu 


Arg Arg He Arg 


Lys 


Cys 




210 










215 








220 






Gin Arg 


Gly 


Arg 


Glu 


Gin 


Gin 


Glu 


Lys 


Glu 


Gly Lys Glu Gly Asn 


Ser 


225 










230 










235 




240 


Lys 


Lys 


Thr 


Met 


Glu 


Asn 


Val 


Asp 


Ser 


Leu 


Asp Lys Leu Glu 


Cys 


Arg 










245 










250 




255 




Phe 


Lys 


Leu 


Asn 


Ser 


Tyr 


Lys 


Met 


Val 


Tyr 


Val He Lys Ser 


Glu 


Asp 








260 










265 




270 






Tyr 


Met 


Tyr 


Arg 


Arg 


Thr 


Ala 


Leu 


Leu 


Arg 


Ala His Gin Ser 


His 


Glu 






275 










280 






285 






Arg 


val 


Ser 


Lys 


Arg 


Leu 


His 


Gin 


Arg 


Phe 


Gin Ala Trp Val 


Asp 


Lys 




290 










295 








300 






Trp 


Thr 


Lys 


Glu 


His 


Val 


Pro 


Arg 


Glu 


Met 


Ala Ala Glu Thr 


Ser 


Lys 


305 










310 










315 




320 


Trp 


Leu 


Met 


Gly 


Glu 


Gly Leu Glu Gly Leu 


Val Pro Cys Thr 


Thr 


Thr 










325 










330 




335 




Cys 


Asp 


Thr 


Glu 


Thr 


Leu 


His 


Phe 


Val 


Ser 


He Asn Lys Tyr Arg 


Val 








340 










345 




350 






Lys 


Tyr 


Gly 


Thr 


Val 


Phe 


Lys 


Ala 


Pro 











355 360 

<210> 2785 

<211> 492 

<212> DNA 

<213> Homo sapiens 

<400> 2785 

gccgcggttc ggacccgccg gcgacatggc cagctccgga gaggacatat ccaatgatga 
60 

tgatgacatg caccctgcag cagccgggat ggcagacggg gtccacctcc tagggttctc 
120 

tgatgagatc ctccttcaca tcctgagtca cgtccccagc acagatctga ttctgaacgt 
180 

ccggcgtacc tgtcggaagc ttgcagccct gtgccttgac aagagcctca tccacaccgt 
240 

gttgctgcaa aaggactatc aggcgagcga ggacaaagtg aggcagctgg tgaaggagat 
300 

cggccgggag atccagcagc tgagcatggc tggctgctac tggctgcctg gctccaccgt 
360 
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ggaacacgtg gcccgctgcc cgcagcctgg tgaaggtgaa cctctcgggc tgccacctca 
420 

cttccctgcg cctctacaag atgctctcgg ccctgcagca cctgcgctcg ctggccatcg 
480 

acgtgagccc eg 
4 92 

<210> 2786 
<211> 155 
<212> PRT 

<213> Homo sapiens 
<400> 2786 



Met 


Ala 


Ser 


Ser 


Gly Glu 


Asp 


He 


Ser 


Asn 


Asp 


Asp 


Asp 


Asp 


Met 


His 


1 








5 










10 










15 




Pro 


Ala 


Ala 


Ala 






Ala 


Asp 


Gly 


Val 


His 


Leu 


Leu 


Gly 


Phe 


Ser 








20 










25 










30 






Asp 


Glu 


He 


Leu 


Leu 


His 


He 


Leu 


Ser 


His 


Val 


Pro 


Ser 


Thr 


Asp 


Leu 






35 










40 










45 








lie 


Leu 


Asn 


Val 


Arg Arg 


Thr 


Cys 


Arg 


Lys 


Leu 


Ala 


Ala 


Leu 


Cys 


Leu 




50 










55 










60 










Asp 


Lys 


Ser 


Leu 


He 


His 


Thr 


Val 


Leu 


Leu 


Gin 


Lys 


Asp 


Tyr 


Gin 


Ala 


65 










70 










75 










80 


Ser 


Glu 


Asp 


Lys 


Val 


Arg 


Gin 


Leu 


Val 


Lys 


Glu 


He 


Gly 


Arg 


Glu 


He 










85 










90 










95 




Gin 


Gin 


Leu 


Ser 


Met 


Ala 


Gly 


Cys 


Tyr 


Trp 


Leu 


Pro 


Gly 


Ser 


Thr 


Val 








100 










105 










110 






Glu 


His 


Val 


Ala 


Arg 


Cys 


Pro 


Gin 


Pro 


Gly 


Glu 


Gly 


Glu 


Pro 


Leu 


Gly 






115 










120 










125 








Leu 


Pro 


Pro 


His 


Phe 


Pro 


Ala 


Pro 


Leu 


Gin 


Asp 


Ala 


Leu 


Gly 


Pro 


Ala 




130 










135 










140 










Ala 


Pro 


Ala 


Leu 


Ala Gly 


His 


Arg 


Arg 


Glu 


Pro 













145 150 155 

<210> 2787 
<211> 299 
<212> DNA 

<213> Homo sapiens 
<400> 2787 

ngtctttaga caatgactcg ggacagtgga atgaaacaga ageatgetge atcaacctca 
60 

atgtggggag aagagccgta ctctgacata teagttgeta aaacacgtgc agggcatgee 
120 

acaatgeaca gacatggcag tatccttctg gtgggaggga gtcaccattt gctctgccct 
180 

gccctctgct gggtgctctt acaggtgeta ctgcatccag cgcttgaaac aattctgtgg 
240 

ggtattgatt ctgaagagat cactgatggc cgtgatttct tgcctcagct tacccagat 
299 

<210> 2788 
<211> 95 
<212> PRT 
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<213> Homo sapiens 



<400> 2788 
Met Thr Arg Asp 
1 

Met Trp Gly Glu 
20 

Ala Gly His Ala 
35 

Gly Ser His His 
50 

Val Leu Leu His 
65 

Glu Glu lie Thr 



Ser Gly Met Lys 
5 

Glu Pro Tyr Ser 

Thr Met His Arg 
40 

Leu Leu Cys Pro 
55 

Pro Ala Leu Glu 
70 

Asp Gly Arg Asp 
85 



Gin Lys His Ala 
10 

Asp lie Ser Val 
25 

His Gly Ser He 

Ala Leu Cys Trp 
60 

Thr He Leu Trp 
75 

Phe Leu Pro Gin 
90 



Ala Ser Thr Ser 
15 

Ala Lys Thr Arg 
30 

Leu Leu Val Gly 
45 

Val Leu Leu Gin 

Gly He Asp Ser 
80 

Leu Thr Gin 
95 



<210> 2789 

<211> 492 

<212> DNA 

<213> Homo sapiens 



<400> 2789 

nggaccccag ctgctccttt ttgaaggaaa 
60 

gctgctggaa ggagtgcacc aggaggctgc 
120 

gcgaggccag .gctgtgcagt ggggccagca 
180 

ccctggactg cagcctctgc acttcttcct 
240 

ccaggcgctg ggtcacggcc ggccggctcc 
300 

cccagggaga ggcagagcca gaagactcag 
360 

ctggcgctgg ccagaggtct caggctatgc 
420 

cgcagaggct cagggtcccg gccacgctga 
480 

tcgttccgaa tt 
492 



tctgctcgct cagggagtcg atgcggccga 
cggggtccgg gagcccatgc tccagtgcct 
ccagctgcag cttctcctcc agcaggtcca 
tcattgcact gtccactcct gcgggcagag 
ccacccacac ccccagggct ccctcctgtc 
gcccaggcct ctgccacccc cgctgcctgc 
cgcctaagta cgtcggggcg ggtggctctg 
gggaggtcaa ggctgaggtc tcagcggccc 



<210> 2790 

<211> 141 

<212> PRT 

<213> Homo sapiens 



<400> 2790 

Arg Lys Ser Ala Arg Ser Gly Ser Arg Cys Gly Arg Ala Ala Gly Arg 

15 10 15 

Ser Ala Pro Gly Gly Cys Arg Gly Pro Gly Ala His Ala Pro Val Pro 

20 25 30 

Ala Arg Pro Gly Cys Ala Val Gly Pro Ala Pro Ala Ala Ala Ser Pro 

35 40 45 

Pro Ala Gly Pro Pro Trp Thr Ala Ala Ser Ala Leu Leu Pro Ser Leu 
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50 55 60 

His Cys Pro Leu Leu Arg Ala Glu Pro Gly Ala Gly Ser Arg Pro Ala 
65 70 75 80 

Gly Ser Pro Pro Thr Pro Pro Gly Leu Pro Pro Val Pro Arg Glu Arg 

85 90 95 

Gin Ser Gin Lys Thr Gin Ala Gin Ala Ser Ala Thr Pro Ala Ala Cys 

100 105 110 

Leu Ala Leu Ala Arg Gly Leu Arg Leu Cys Arg Leu Ser Thr Ser Gly 

115 120 125 

Arg Val Ala Leu Arg Arg Gly Ser Gly Ser Arg Pro Arg 
130 135 140 

<210> 2791 

<211> 1271 

<212> DNA 

<213> Homo sapiens 

<400* 2791 

nntgtacagg ggatgcagaa tcaatgaaag agataaacaa acatcagagt actgtcagac 
60 

atagaggact ggataataca tttgtgtctt tctacatagt ggtatagaaa tatcaggtcc 
120 

ccaaattccc atttttcttc caatcacatt taaaatttca atatgttgca ggcagtatgt 
180 

gtaagattat atccaaatat ttactcctgg ttgctcctct tgggcaagct gtgaatatga 
240 

tcaaaatatt taaagaagga agaaggtaaa gatctaaaat atgacatgaa aatacccaga 
300 

gaagtgtgcc taaattagca ttagggtttg agggatccta aggatgacaa aaagggactc 
360 

ttctattgaa ttcgtggttg atgctcagcg atagtaacaa tcctgcctcc cctaacatct 
420 

tcctcccctt ccagcagctt cacagaacat ggttgatgag gtaacttagg ggatgcacag 
480 

ggtgtggcca gaagacccct ttccctatag accactatga gccctgaaag atttatgagg 
540 

taatgttcac ttcatcctgt gcttcttttc ctagatgtga actatgaaga ctttactttc 
600 

accataccag atgtagagga ctcaagtcag agaccagatc agggacccca gagacctcct 
660 

cctgaaggac tcctacctag accccctggt gatagtggta accaagatga tggtcctcag 
720 

cagagaccac caaaaccagg aggccatcac cgccatcctc ccccacctcc ttttcaaaat 
780 

cagcaacgac caccccaacg aggacaccgt caactctctc taccccgatt tccttctgtc 
840 

agcctgcagg aagcatcatc attcttccgg agggacagac cagcaagaca tccccaggag 
900 

caaccactct ggtaatctag aattcagtgg cagaaaataa ataagaagat aacttccttc 
960 

agaaagccat gacattgaaa taatgtggtc ataactcttt cttcagtata ccaataaaat 
1020 

attaatagca tgcggaagaa agaatggttt gcatccacat ggagagtgta ccatttagag 
1080 
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gtaacaggga gaggagaggg tgtgccatca agaggcaaca tggaggtgtt tcaaacctat 
1140 

gcatcttgtt ataaatatat ctttgctcac atgaatttta cttgttaatt agcctggctg 
1200 

gggtgaatgg taacaggaga gaaatggaag agaataggga gcactgcgcc agcattaaca 
1260 

gctcactgtc t 
1271 



<210> 2792 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 2792 

Cys Ser Leu His Pro Val Leu Leu Phe Leu Asp Val Asn Tyr Glu Asp 

15 10 15 

Phe Thr Phe Thr lie Pro Asp Val Glu Asp Ser Ser Gin Arg Pro Asp 

20 25 30 

Gin Gly Pro Gin Arg Pro Pro Pro Glu Gly Leu Leu Pro Arg Pro Pro 

35 40 45 

Gly Asp Ser Gly Asn Gin Asp Asp Gly Pro Gin Gin Arg Pro Pro Lys 

50 55 60 

Pro Gly Gly His His Arg His Pro Pro Pro Pro Pro Phe Gin Asn Gin 
65 70 75 80 

Gin Arg Pro Pro Gin Arg Gly His Arg Gin Leu Ser Leu Pro Arg Phe 

85 90 95 

Pro Ser Val Ser Leu Gin Glu Ala Ser Ser Phe Phe Arg Arg Asp Arg 

100 105 110 

Pro Ala Arg His Pro Gin Glu Gin Pro Leu Trp 
115 120 

<210> 2793 
<211> 847 
<212> DNA 

<213> Homo sapiens 
<400> 2793 

gcgcgccgac ttcgggctcc tcctcccggc tccgtagtaa gcatggcggc ggcggcgttc 
60 

gtggtccctc gggtgaaaca gaaagcggga gctacgcgga gagggagcga agagcggggc 
120 

tgaggcggcg gcgtcactgc caggaaacaa ccccaacagt cagcgcgccg gcggccgcgg 
180 

cggccctgag agctgactct gcagctgagg tagagagaca acgatcagga accctaagaa 
240 

gaggcgccag aggagccgcc ttctgcctca gaacggcgtg actcggagaa ttggagcgtt 
300 

attcagtata ttaatgtctt attgataatg gcagaacatc caccactact ggatacaact 
360 

cagatcttaa gtagtgatat ttctcttttg tctgccccta ttgtaagtgc agatggaaca 
420 

caacaggtta ttctggtaca agttaaccca ggagaagcat ttacaataag aagagaagat 
480 
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ggacagtttc agtgcattac aggtcctgct caggttccaa tgatgtcccc aaatggttct 
540 

gtgcctccta tctatgtgcc tcctggatat gccccacagg ttattgaaga caatggtgtt 
600 

cgaagagttg tcgtggtccc tcaggcacca gagtttcacc ctggtagtca cacagttctc 
660 

caccgttctc cacatcctcc tctacctggt ttcattcctg tcccaactat gatgccgcct 
720 

caccacgtca tatgtactca cccgtgactg gagctggaga catgacaaca cagtatatgc 
780 

cncagtatca gtcttcacaa gtctatggag atgtagatgc tcactctaca catggccctt 
840 

cacgcgt 
847 

<210> 2794 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 2794 

Met Ala Glu His Pro Pro Leu Leu Asp Thr Thr Gin lie Leu Ser Ser 

15 10 15 

Asp lie Ser Leu Leu Ser Ala Pro lie Val Ser Ala Asp Gly Thr Gin 

20 25 30 

Gin Val lie Leu Val Gin Val Asn Pro Gly Glu Ala Phe Thr lie Arg 

35 40 45 

Arg Glu Asp Gly Gin Phe Gin Cys He Thr Gly Pro Ala Gin Val Pro 

50 55 60 

Met Met Ser Pro Asn Gly Ser Val Pro Pro He Tyr Val Pro Pro Gly 
65 70 75 80 

Tyr Ala Pro Gin Val He Glu Asp Asn Gly Val Arg Arg val Val Val 

85 90 95 

Val Pro Gin Ala Pro Glu Phe His Pro Gly Ser His Thr Val Leu His 

100 105 110 

Arg Ser Pro His Pro Pro Leu Pro Gly Phe He Pro Val Pro Thr Met 

115 120 125 

Met Pro Pro His His Val He Cys Thr His Pro 
130 135 

<210> 2795 
<211> 1022 
<212> DNA 

<213> Homo sapiens 
<400> 2795 

ngccggcgct gccagcagtt gtagagcagg ccaagcgcaa tgatgatgat gcagatggcc 
60 

ccaatgacca ccagcaccac gaagagcgtg ccgtagtcgc tgcgcacctg gctggcccgc 
120 

gcctggcagc tgctggttgt ggaatagttc tggatgccaa tctcctccag gctcctgcgg 
180 

atgtcaccca gcatggaaag gacatcttga gtgggcacca ccccctgctc gcccaccagt 
240 
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gtcatgagaa ggtgctgctc cttctcgctg ggcttgctca gagagatgtg ccaggcccca 
300 

tggtggccac tgccatggcg gggcagcacc tcttccacca gggccaggag ctgtggcccc 
360 

cggtgctgcc ggaacacctc acagtctatg ttctctgtca tgttcagaat gatgtagttt 
420 

ttcccagcca gattgctcca gtccttgcag atcacctgcg tagaatccca gggtatcctg 
480 

gattgagctt cagctgcctg cccttctagg agctgctggt tgagatcttc ttgtcccaag 
540 

gtagcagagg aaggtgtcag ttccatgtct ccaggggcca gtggggaaga ggctgaggtt 
600 

ctagagccaa ggggatcttc atctgggtgc tcggccccac tgggagctgt ggtttgaggg 
660 

aatgaaggca aggccggcac ctcctcgtgc tggccagaca aaccagctgc tcctgcagtg 
720 

gcttcctcgc ttgcttcctg aggagcctcg aactctaccc caagccctgc agctggcagc 
780 

actgtggcct ctgcctcttg gctggtggag tcctggtccc ccggagtcac tgtagttggg 

gtgactgaag gcagcagcaa gctgggcccc atgctgctct ccacctcatc aggtgagnna 
900 

gaaaagtcac ggacctgagg cttggcttct tcttgggatc cattcacagg gagcagctcc 
960 

tcctcttcct cctcctcttg tttctctacc tcttccttct ccctctcctc cccttcacgc 
1020 

gt 

1022 

<210> 2796 
<211> 56 
<212> PRT 

<213> Homo sapiens 
<400> 2796 

Ala Ser Ala Ala Cys Pro Ser Arg Ser Cys Trp Leu Arg Ser Ser Cys 

15 10 15 

Pro Lys Val Ala Glu Glu Gly Val Ser Ser Met Ser Pro Gly Ala Ser 

20 25 30 

Gly Glu Glu Ala Glu Val Leu Glu Pro Arg Gly Ser Ser Ser Gly Cys 

35 40 45 

Ser Ala Pro Leu Gly Ala Val Val 
50 55 



<210> 2797 
<211> 475 
<212> DNA 

<213> Homo sapiens 
<400> 2797 

cggccgctgc tgattgcctt cagcgcctgc accacggtgc tggtggccgt gcacctgttc 
60 

gccctcctca tcagcacctg catcctgccc aatgtggagg ccgtgagcaa catccacaac 
120 
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ctgaactcca tcagcgagtc cccgcatgag cgcatgcacc cctacatcga gctggcctgg 
180 

ggcttctcca ccgtgcttgg catcctactc ttcctggccg aggtggtgct gctctgctgg 
240 

atcaagttcc tccccgtgga tgcccggcgc cagcctggcc ccccacctgg ccctgggagt 
300 

cacacgggct ggcaggccgc cctggtgtcc accatcatca tggtgcccgt gggcctcatc 
360 

ttcgtggtct tcaccatcca cttctaccgc tccctggtgc gccacaaaac ggagcgccac 
420 

aaccgcgaga tcgaggagct ccacaagctc aaggtccagc tggacgggca tgagc 
475 

<210> 2798 
<211> 158 

<212> PRT -.a..-' 
<213> Homo sapiens 

<400> 2798 

Arg Pro Leu Leu He Ala Phe Ser Ala Cys Thr Thr Val Leu Val Ala 

15 10 15 

Val His Leu Phe Ala Leu Leu lie Ser Thr Cys He Leu Pro Asn Val 

20 25 30 

Glu Ala Val Ser Asn He His Asn Leu Asn Ser He Ser Glu Ser Pro 

35 40 45 

His Glu Arg Met His Pro Tyr He Glu Leu Ala Trp Gly Phe Ser Thr 

50 55 60 

Val Leu Gly He Leu Leu Phe Leu Ala Glu Val Val Leu Leu Cys Trp 
65 70 75 80 

He Lys Phe Leu Pro Val Asp Ala Arg Arg Gin Pro Gly Pro Pro Pro 

85 90 95 

Gly Pro Gly Ser His Thr Gly Trp Gin Ala Ala Leu Val Ser Thr He 

100 105 110 

He Met Val Pro Val Gly Leu He Phe Val Val Phe Thr He His Phe 

115 120 125 

Tyr Arg Ser Leu Val Arg His Lys Thr Glu Arg His Asn Arg Glu He 

130 135 140 

Glu Glu Leu His Lys Leu Lys Val Gin Leu Asp Gly His Glu 
145 150 155 



<210> 2799 
<211> 2872 
<212> DNA 

<213> Homo sapiens 



<400> 2799 

ntatctttcg attcatctgt ggggtttcgg tttggaatga ccagcttgca aggcagggcc 
60 

aatgggatga tggagtgctg gtagaccagg gcagacagcg atccgaagtt tggctcattg 
120 

gggcagccct tgagcttgac tcctctgggg ccagtctcta tcagaaaatg cctgaccagc 
180 

tcatgggtca tgtctccttt tttattctgc tgcatgatgg ttggaggtgg cgaagacacc 
240 
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ttcatggcca 
300 

gaccaggagc 
360 

ctggccatga 
420 

atgacccatg 
480 

aagggctgcc 
540 

atcatcccat 
600 

tcgaaagata 
660 

tgcaatgtgc 
720 

tctaaagcca 
780 

ttcaaagtct 
840 

cgccactacc 
900 

atgaaaacag 
960 

agcaccacgg 
1020 

gccatcgtca 
1080 

ccccttgccc 

1140 

tgaccactct 
1200 

caacgtgggg 
1260 

gagagagaga 
1320 

atggaaactg 
1380 

ctcccctaag 
1440 

ttttttgggg 

1500 

aagctgggag 
1560 

ccgtgggaca 
1620 

caggtctctt 
1680 

ctcacacatt 
1740 

ttgtcccatg 
1800 

agtgcagcag 
1860 



gcccgtacaa 
cgggggcctt 
aggtgtcttc 
agctggtcag 
ccaatgagcc 
tggccctgcc 
gctccggccc 
tcttcatcaa 
catctgagac 
ctgcccaggg 
ctctcaacac 
agggtggtgc 
acaacgcctg 
acttcgtctc 
agggccagtg 
tgaacccaga 
agagggaagt 
gagagagaga 
caaaaaccca 
aagatggatg 
gaatggaaaa 
aatctttttc 
tcaagtggaa 
tgctgtgcct 
gatctagatc 
tgtttgtaga 
gggagggaca 



gcctgagatc 
catcatccgc 
gccacctcca 
gcattttctg 
aaacttcgga 
ttgcaagctg 
tgccaactca 
ctctgtggac 
gttggctgca 
aatcactctg 
tgtcaccttc 
ccctgctaag 
ccacctcttt 
caaggtcatg 
ccatggggaa 
aggaggactt 
gaattgcaga 
gagaaagatg 
aagcctccaa 
tcctcaaaag 
gctctgtctc 
tggccacctg 
gaacttgttt 
ccactatatt 
tgcctttatc 
cacacatgca 
aacaaccaag 



tccagggagc 
gacagtcact 
accatcatgc 
atagagactg 
tcgctgtctg 
gtcattccaa 
actgcagacc 
atggagtcac 
gaccccacgc 
actgacaacc 
tgtgacctgg 
ctcttcggct 
gctgagcttg 
ctgaatgccg 
ggggcttgtg 
tgggccaatt 
ggggaggggg 
gaggagaaga 
aactaaccag 
agaaggaaca 
cctaactcaa 
tggggtaggt 
gcttgaaagt 
gtcgtgtggg 
cactcgaatt 
tactgtccaa 
ctatgggtga 



aggccatcgc 
ccttccgagg 
agcagaataa 
gccccagagg 
ccctggtcta 
accgagaccc 
tgctgaaaca 
tcactgggcc 
cagctgccac 
agagaaagct 
atccacagga 
tcgtggcccg 
accccaacca 
gccaaaagag 
gggaggggac 
tcggaggaga 
aaaagagaga 
acttggattc 
gtccacctaa 
aacctccttg 
ctgctttgca 
tgtcaaacca 
atctcagacc 
tgtgtgtctg 
ataaacagct 
agattagggt 
cagaggctct 



gctcctcaag 
cgcgtacggg 
aaaaggagac 
agtcaagctc 
ccagcactcc 
cacagatgaa 
aggggcagcc 
acaggccatc 
catcgttcac 
ctttttcaga 
aagaaagtgg 
gaagcagggc 
gccggcctct 
atgaaccctg 
ccatgaatcc 
gaagaaagtg 
gagagagaga 
ccctgggtag 
caccccctcc 
ggaatccaca 
aggggaaatc 
aacagagcca 
caaggcacct 
cacccacatc 
cggcttgtcc 
tggtggtggc 
ctcctggtgc 
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ctgcacctgc 
1920 

agcaggagtg 
1980 

gctttggttt 
2040 

agctgttgag 
2100 

tgctcctgct 
2160 

ttcatgcccc 
2220 

gctggggatt 
2280 

tggaattctc 
2340 

tccttatcct 
2400 

cagcagagct 
2460 

tcactgtcac 
2520 

ggcagaaggc 
2580 

ctgaccacca 
2640 

gcctatgcga 
2700 

acatgagaca 
2760 

aataggtaaa 
2820 

gggataaacc 
2872 



actctagtga 
ggagggtctg 
gaggaggtag 
ctcggggtgt 
ggggccctgg 
tggaccagcc 
gagtcttgct 
cctggggaac 
cccctctgta 
cctgggcctg 
cctttctgcc 
ttgcacttgg 
tttaaggact 
gtcccctaga 
tactgacaga 
ttgacaagaa 
aattcctatc 



ccctgggtgc 
caatggcatc 
agatatgtgt 
cttccccaag 
actctgcctt 
ttatctcaga 
gctctgccca 
ctactttctg 
agtgttttag 
ctgcctgcac 
ttggtttccc 
gccaaagggc 
ctaagccaga 
gagaggcatt 
atctgtaagc 
gtatttattg 
cttttttata 



cgccagaccc 
gccctgtcct 
atccatagga 
gcatgtggct 
agctcccacc 
cctgcttacc 
gccctgttct 
ctcagtgagg 
ggtctggctt 
accacatcgc 
tagctgagcc 
ctaaggtcca 
atggaaaatt 
gtactgatat 
taataaaatg 
tttttccata 
tgtgtaagta 



ttctcttcta 
gccttggcca 
agagatctgt 
cagcagcaag 
tctcagcctt 
tgcatgatgc 
attctgcagg 
ctccggccag 
ttgcaggcac 
ctacctacaa 
acgctgccca 
ctggacagtt 
caccaggact 
ataaatatta 
taagaaaagg 
ttgctttatt 
aagcctgaag 



caaagacccc 
gaagcctgga 
cagaacaggc 
aaaggcaagt 
gttattgggt 
ctttttgggg 
gtccctgtgt 
aaacctggag 
cctctgacct 
tgccaaagcc 
tgcagcagag 
gggaaaacac 
ccattcttaa 
tataatatat 
ttaaaaaaag 
gccttccttg 
tg 



<210> 2800 
<211> 294 
<212> PRT 

<213> Homo sapiens 



<400> 2800 
Met Ser Pro Phe 
1 

Thr Phe Met Ala 
20 

lie Ala Leu Leu 
35 

Ser His Ser Phe 
50 

Pro Pro Pro Thr 
65 

Glu Leu Val Arg 
Leu Lys Gly Cys 



Leu Phe Cys Cys 
5 

Ser Pro Tyr Lys 

Lys Asp Gin Glu 
40 

Arg Gly Ala Tyr 
55 

He Met Gin Gin 
70 

His Phe Leu He 
85 

Pro Asn Glu Pro 



Met Met Val Gly 
10 

Pro Glu He Ser 
25 

Pro Gly Ala Phe 

Gly Leu Ala Met 
60 

Asn Lys Lys Gly 
75 

Glu Thr Gly Pro 
90 

Asn Phe Gly Ser 



Gly Gly Glu Asp 
15 

Arg Glu Gin Ala 
30 

He He Arg Asp 
45 

Lys Val Ser Ser 

Asp Met Thr His 
80 

Arg Gly Val Lys 
95 

Leu Ser Ala Leu 
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100 105 110 

Val Tyr Gin His Ser lie lie Pro Leu Ala Leu Pro Cys Lys Leu Val 

115 120 125 

lie Pro Asn Arg Asp Pro Thr Asp Glu Ser Lys Asp Ser Ser Gly Pro 

130 135 140 

Ala Asn Ser Thr Ala Asp Leu Leu Lys Gin Gly Ala Ala Cys Asn Val 
145 150 155 160 

Leu Phe He Asn Ser Val Asp Met Glu Ser Leu Thr Gly Pro Gin Ala 

165 170 175 

He Ser Lys Ala Thr Ser Glu Thr Leu Ala Ala Asp Pro Thr Pro Ala 

180 185 190 

Ala Thr He Val His Phe Lys Val Ser Ala Gin Gly He Thr Leu Thr 

195 200 205 

Asp Asn Gin Arg Lys Leu Phe Phe Arg Arg His Tyr Pro Leu Asn Thr 

210 215 220 

Val Thr Phe Cys Asp Leu A>jp Pro Gin Glu Arg Lys Trp Met Lys Thr 
225 230 235 240 

Glu Gly Gly Ala Pro Ala Lys Leu Phe Gly Phe Val Ala Arg Lys Gin 

245 250 255 

Gly Ser Thr Thr Asp Asn Ala Cys His Leu Phe Ala Glu Leu Asp Pro 

260 265 270 

Asn Gin Pro Ala Ser Ala He Val Asn Phe Val Ser Lys Val Met Leu 

275 280 285 

Asn Ala Gly Gin Lys Arg 
290 

<210> 2801 
<211> 549 
<212> DNA 

<213> Homo sapiens 
<400> 2801 

ggggcaagtg tcagtcagga cgggagtccg gcgggttaca gcggaggcct aggtggcaga 
60 

cagggggccc gggccgctgc gtgttgtcca cccaagatgg agttcctcct ggggaacccg 
120 

ttcagcacac cagtggggca gtgcctcgaa aaggcaacag atggctccct gcaaagtgag 
180 

gattggacgt tgaatatgga gatctgtgac atcatcaatg agacggagga agggccaaag 
240 

gatgccattc gagccctgaa gaagcggctc aacgggaacc ggaactacag agaggtgatg 
300 

ctggcattaa cagtgctgga gacatgtgtg aagaactgtg gccaccgctt ccacatcctt 
360 

gtggccaacc gagatttcat cgacagtgtt ctggtcaaaa ttatatctcc caagaacaac 
420 

cctcccacca ttgtacagga caaagtgctt gctctgatcc aggcatgggc tgatgccttt 
480 

cgaagcagtc ctgatctcac cggcgttgtg cacatatatg aggagctgaa gaggaaaggg 
540 

gttgaattc 
549 

<210> 2802 
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<211> 151 
<212> PRT 

<213> Homo sapiens 



<400> 2802 

Met Glu Phe Leu Leu Gly Asn Pro Phe Ser Thr Pro Val Gly Gin Cys 

15 10 15 

Leu Glu Lys Ala Thr Asp Gly Ser Leu Gin Ser Glu Asp Trp Thr Leu 

20 25 30 

Asn Met Glu lie Cys Asp lie lie Asn Glu Thr Glu Glu Gly Pro Lys 

35 40 45 

Asp Ala lie Arg Ala Leu Lys Lys Arg Leu Asn Gly Asn Arg Asn Tyr 

50 55 60 

Arg Glu Val Met Leu Ala Leu Thr Val Leu Glu Thr Cys Val Lys Asn 
65 70 75 80 

Cys Gly His Arg Phe His lie Leu Val Ala Asn Arg Asp Phe lie Asp 

85 90 95 

Ser Val Leu Val Lys lie lie Ser Pro Lys Asn Asn Pro Pro Thr lie 

100 105 110 

Val Gin Asp Lys Val Leu Ala Leu lie Gin Ala Trp Ala Asp Ala Phe 

115 120 125 

Arg Ser Ser Pro Asp Leu Thr Gly Val Val His lie Tyr Glu Glu Leu 

130 135 140 

Lys Arg Lys Gly Val Glu Phe 
145 150 

<210> 2803 
<211> 459 
<212> DNA 

<213> Homo sapiens 
<400> 2803 

nccatggcca cgcctgggct ccagcagcat cagcagcccc caggaccggg gaggcacagg 
60 

tggcccccac cacccggagg agcagctcct gcccctgtcc gggggatgac tgattctcct 
120 

ccgccagccg tagggtgtgt gctgtccggg ctcacgggga ccctgtctcc gagtcgttcg 
180 

tgcagcgtgt gtaccagccc ttcctcacca cctgcgacgg gcaccgggcc tgcagcacct 
240 

accgcaatat gccagccgcc atgccggaac ggagggagct gtgtccagcc tggccgctgc 
300 

cgctgccctg caggatggcg gggtgacact tgccagtcag atgtggacna gtgcaatgaa 
360 

ggaagaagtg cagaggctgc agtccagggt ggacctgctg gaggagaagc tgcagctggt 
420 

actggcccca ctgcacagcc tggcctcgca ggcactgga 
459 



<210> 2804 

<211> 153 

<212> PRT 

<213> Homo sapiens 
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<400> 2804 

Xaa Met Ala Thr Pro Gly Leu Gin Gin His Gin Gin Pro Pro Gly Pro 

15 10 15 

Gly Arg His Arg Trp Pro Pro Pro Pro Gly Gly Ala Ala Pro Ala Pro 

20 25 30 

Val Arg Gly Met Thr Asp Ser Pro Pro Pro Ala Val Gly Cys Val Leu 

35 40 45 

Ser Gly Leu Thr Gly Thr Leu Ser Pro Ser Arg Ser Cys Ser Val Cys 

50 55 60 

Thr Ser Pro Ser Ser Pro Pro Ala Thr Gly Thr Gly Pro Ala Ala Pro 
65 70 75 80 

Thr Ala lie Cys Gin Pro Pro Cys Arg Asn Gly Gly Ser Cys Val Gin 

85 90 95 

Pro Gly Arg Cys Arg Cys Pro Ala Gly Trp Arg Gly Asp Thr Cys Gin 

100 105 110 

Ser Asp Val Asp Xaa Cys Asn Glu Gly Arg Ser Ala Glu Ala Ala Val 

115 120 125 

Gin Gly Gly Pro Ala Gly Gly Glu Ala Ala Ala Gly Thr Gly Pro Thr 

130 135 140 

Ala Gin Pro Gly Leu Ala Gly Thr Gly 
145 150 

<210> 2805 
<211> 771 
<212> DNA 

<213> Homo sapiens 
<400> 2805 

nnaaatttct gtgtggtgga gctgctgcct agtgatcctg agtacaacac ggtggcaagc 
60 

aagtttaatc agacctgctc acacttcaga atagagaaga ttgagaggat ccagaatcca 
120 

gatctctgga atagctacca ggcaaagaaa aaaactatgg atgccaagaa tggccagaca 
180 

atgaatgaga agcaactctt ccatgggaca gatgccggct ccgtgccaca cgtcaatcga 
240 

aatggcttta accgcagcta tgccggaaag aatgctgtgg catatggaaa gggaacctat 
300 

tttgctgtca atgccaatta ttctgccaat gatacgtact ccagaccaga tgcaaatggg 
360 

agaaagcatg tgtattatgt gcgagtactt actggaatct atacacatgg aaatcattca 
420 

ttaattgtgc ctccttcaaa gaaccctcaa aatcctactg acctgtatga cactgtcaca 
480 

gataatgtgc accatccaag tttatttgtg gcattttatg actaccaagc atacccagag 
540 

taccttatta cgtttagaaa ataacacttt ggtatccttc ccacaaaatt attctccatt 
600 

tgtacatatc tagttgtaaa acaagtttta gctttttttt ttaattcctc ttaacagatt 
660 

tttctaatat ccaaggatca ttctttgtcg ctgcagtcag atctttcttc agcttctctt 
720 

tcataatgga aatgaactta ttatcttgag agccaaataa cttggaaatt t 
771 
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<210> 2806 

<211> 187 

<212> PRT 

<213> Homo sapiens 



<400> 2806 

Xaa Asn Phe Cys Val Val Glu Leu Leu Pro Ser Asp Pro Glu Tyr Asn 

15 10 15 

Thr Val Ala Ser Lys Phe Asn Gin Thr Cys Ser His Phe Arg lie Glu 

20 25 30 

Lys lie Glu Arg lie Gin Asn Pro Asp Leu Trp Asn Ser Tyr Gin Ala 

35 40 45 

Lys Lys Lys Thr Met Asp Ala Lys Asn Gly Gin Thr Met Asn Glu Lys 

50 55 60 

Gin Leu Phe His Gi^Thr Asp Ala Gly Ser Val Pro His Val Asn Arg 
65 70 75 80 

Asn Gly Phe Asn Arg Ser Tyr Ala Gly Lys Asn Ala Val Ala Tyr Gly 

85 90 95 

Lys Gly Thr Tyr Phe Ala Val Asn Ala Asn Tyr Ser Ala Asn Asp Thr 

100 105 110 

Tyr Ser Arg Pro Asp Ala Asn Gly Arg Lys His Val Tyr Tyr Val Arg 

115 120 125 

Val Leu Thr Gly lie Tyr Thr His Gly Asn His Ser Leu lie Val Pro 

130 135 140 

Pro Ser Lys Asn Pro Gin Asn Pro Thr Asp Leu Tyr Asp Thr Val Thr 
145 150 155 160 

Asp Asn Val His His Pro Ser Leu Phe Val Ala Phe Tyr Asp Tyr Gin 

165 170 175 

Ala Tyr Pro Glu Tyr Leu lie Thr Phe Arg Lys 
180 185 

<210> 2807 
<211> 1660 
<212> DNA 

<213> Homo sapiens 
<400> 2807 

tttttttttt ttttttttta aatgacacca gagggcttca ttgcaggtca ataggcctgt 
60 

caccatcacc ccacagcgag caagtctttt gttccctcag ctcctgcgac aaagtcagaa 
120 

cccaggtgct cagggccgcc tgtgaatgca ggtgccttgt cccaaacaga ggacatatta 
180 

atagggccat gatttcctgt tgccacaatt ttgccaaggc aggctggcac cagaacacca 
240 

aagaagggaa attatagtgg agtagcagtt tgtgaatctg gagtccttgg ttcaatcaca 
300 

gaacaagtag ggagaggagc caggacctag gccttcaggt tttcagcaag gaaggactct 
360 

caggccatcc ttgcagttca gttaacagga ggaagcaagg atccccagag agctggagta 
420 

ctctgactct cggatagaaa ggcaggacaa tcggagcctg gggttcacgt gagtcaggaa 
480 
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agggagctct ccacactgga atcgctgtag 
540 

cggtttcctt tccagctcaa aagaaagcac 
600 

aagtgtccag aggaacatgg tcatgggctc 
660 

tccaggccct gcaaactgca agaccactct 
720 

ggcccactct ctaggacaca gccctagtgc 
780 

cacggcttcg gcagtcccat cctccaccag 
840 

ctgcgtaggg caagtggagc ccaggcgagt 
900 

ataagcacac acccagaaga gctgaaggct 
960 

ggcctggaat ggggactgac caccctgcag 
1020 

aacgctgatg gtggtctcag ggggaaaact 
1080 

acaacaataa acattgtgag atctggaaac 
1140 

ggctcctgga agtagtccta gtgagggagg 
1200 

gtgagggggg aattcacatt cagcagtctc 
1260 

catggccccc gtgttcccca gtttcatcca 
1320 

ccgtgacaaa atctcagcgg agaaagacac 
1380 

gtcggtcagt gaggattcag gcaatgactt 
1440 

ggagctttca agctccagag tccagttgtc 
1500 

caactccaga ggacgccgag atatgcagga 
1560 

agcggggcca ggagctacga gtcggtacac 
1620 

gactgaagag ccaaagaaaa tgaggtgaac 
1660 



ccgaggaggt tctaatggga cgatcttcga 
aataggacgg aggacagagg ggctagtaca 
gtcaaccctg gctgaagact caagttgggc 
gcctggcact tggacgaaat ctaggaggga 
tgctgccaca tggtgattcc tacaggtcac 
gagcctgatg atggcctggc ttatagctgt 
gcactttccc tgccggcaga tgctggtaca 
gaagacagag acgatatggc aagaggcagt 
aagttcagcc aggtagatgt ggggcagggg 
caggacctgc acataagtgg atgaccggaa 
ccttttctcc aactggctga agtggacccg 
caagtgtggg tcttctatat atacatccag 
aagagcgact gttagcttca cacaccttct 
gagagacgcc acaaggggtt cacatagtgt 
caaggaatct gtgaaattgt cactgagcag 
gtttgcatcc agcacatctt ggatatcctg 
ctggacagtg aggcaggatg cacaaccagc 
tgaaccatcc ttttcaaaca acattggtgt 
ctgtcccggg tgcaagaact caaaccagcg 
cctctgatca 



<210> 2808 

<211> 390 

<212> PRT 

<213> Homo sapiens 



<400> 2808 

Met Leu Phe Glu Lys Asp Gly Ser Ser Cys lie Ser Arg Arg Pro Leu 

15 10 15 

Glu Leu Ala Gly Cys Ala Ser Cys Leu Thr Val Gin Asp Asn Trp Thr 

20 25 30 

Leu Glu Leu Glu Ser Ser Gin Asp He Gin Asp Val Leu Asp Ala Asn 

35 40 45 

Lys Ser Leu Pro Glu Ser Ser Leu Thr Asp Leu Leu Ser Asp Asn Phe 
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50 

Thr Asp Ser Leu 
65 

Cys Glu Pro Leu 

Ala Met Arg Arg 
100 

Cys Glu Phe Pro 
115 

Pro Pro Ser Leu 
130 

Leu Glu Lys Arg 
145 

Ser Ser Thr Tyr 

Ser Val Pro Leu 
180 

Gin Ser Pro Phe 
195 

Ser Leu Gin Leu 
210 

Gin Gly Lys Cys 
225 

lie Ser Gin Ala 

Ala Val Val Thr 
260 

Cys Pro Arg Glu 
275 

Arg Val Val Leu 
290 

Ala Arg Val Asp 
305 

Ser Pro Ser Val 

Lys Pro Ser Lys 
340 

Gin Cys Gly Glu 
355 

Leu Ser Cys Leu 
370 

He Leu Ala Ser 
385 



55 

Val Ser Phe Ser 
70 

Val Ala Ser Leu 
85 

Cys Val Lys Leu 

Pro His Leu Asp 
120 

Gly Leu Leu Pro 
135 

Val Ser Arg Ser 
150 

Val Gin Val Leu 
165 

Pro His He Tyr 

Gin Ala Thr Ala 
200 

Phe Trp Val Cys 
215 

Thr Arg Leu Gly 
230 

He He Arg Leu 
245 

Cys Arg Asn His 

Trp Ala Ser Leu 
280 

Gin Phe Ala Gly 
295 

Glu Pro Met Thr 
310 

Leu Arg Pro He 
325 

He Val Pro Leu 

Leu Pro Phe Leu 
360 

Ser He Arg Glu 
375 

Ser Cys 
390 



60 

Ala Glu lie Leu 
75 

Trp Met Lys Leu 
90 

Thr Val Ala Leu 
105 

Val Tyr He Glu 

Gly Ala Arg Val 
140 

His Asn Val Tyr 
155 

Ser Phe Pro Pro 
170 

Leu Ala Glu Leu 
185 

Ser Cys His He 

Ala Tyr Cys Thr 
220 

Ser Thr Cys Pro 
235 

Leu Val Glu Asp 
250 

His Val Ala Ala 
265 

Leu Asp Phe Val 

Pro Gly Ala Gin 
300 

Met Phe Leu Trp 
315 

Val Leu Ser Phe 
330 

Glu Pro Pro Arg 
345 

Thr His Val Asn 

Ser Glu Tyr Ser 
380 



Ser Arg Thr Leu 
80 

Gly Asn Thr Gly 
95 

Glu Thr Ala Glu 
110 

Asp Pro His Leu 
125 

His Phe Ser Gin 

Cys Cys Phe Arg 
160 

Glu Thr Thr He 
175 

Leu Gin Gly Gly 
190 

Val Ser Val Phe 
205 

Ser He Cys Arg 

Thr Gin Thr Ala 
240 

Gly Thr Ala Glu 
255 

Ala Leu Gly Leu 
270 

Gin Val Pro Gly 
285 

Leu Glu Ser Ser 

Thr Leu Cys Thr 
320 

Glu Leu Glu Arg 
335 

Leu Gin Arg Phe 
350 

Pro Arg Leu Arg 
365 

Ser Ser Leu Gly 



<210> 2809 

<211> 1502 

<212> DNA 

<213> Homo sapiens 



<400> 2809 

ncattttttg gcatttgtgt ttagaaccag gaggaaggcg gaaggtaggg agggagggct 
60 

ggtccccctc tgagggggct ctagtgcctg accctgatct gtcctcattc gacagctgaa 
120 
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actgttaagc gctggcccag tccccccacc 
180 

tcaaagggaa atttttacgg aaacatcttg 
240 

gaaccaactg aaaactccaa gaaccctctg 
300 

cagaatccag agctcgtagc tgtcctcagc 
360 

catacatttg tcatgtcagc cagccagctc 
420 

tgtgtgtgtg tgcgtctgtg tgtgcgtgtc 
480 

tgcgcgtctg tgtgcgcgtg tgtctgtgcg 
540 

tgtgtgtgcg cgtctgtgtg tatgtgtgca 
600 

nntctctgca cgcgtgtctg tgtatgtgtg 
660 

tgcacgtcac caccggagca tttagggttt 
720 

ttttcgtgtt tgtttgtttt gtttctttgg 
780 

atcgcaagca ttcagactgg acgaccggct 
840 

catcgtacac gattgtgatt tttatgtcaa 
900 

gcagacaaaa aaaagaacta agtataaaat 
960 

tggcactggg tgcaagtaga gcatccatcc 
1020 

tttaaaaagg agacggttgt tttaaagagt 
1080 

gactgttaaa aaataaattt tcctgtgctg 
1140 

agatttcagc cacagatgct tagctttttt 
1200 

tgttttgttt tcctgagccc tcactctgtt 
1260 

gttacttttt agccatggct gacattgtat 
1320 

aacagggaaa ccgagggctt caagcgtgct 
1380 

acaaacaaaa ggatgtgatc attaattgta 
1440 

taataaagtc agttcaaacc taaaaaaaaa 

1500 

aa 

1502 

<210> 2810 
<211> 102 
<212> PRT 

<213> Homo sapiens 



ccacccagcc gtgtactgcc tgggctcccc 
gcagcaagtg gaaaaagatc tatggcccat 
tctgcctctg ccagcagcga gtcctaagcg 
tgtaactact gtttcagaat gttgctgctg 
cgtgggtgag agtgtgcgtg tgcgcgtgtc 
tgtgtgtgtg cacgtctgtg cgtctgtgtg 
tgtgtgcgtc tgtgtgtgcg tctgtgcgcg 
cgcgccngcg tctgtgtgtg cacgtgcgtg 
cacgcgtgtg tctgtgtgtg tgcacgcgcg 
ggtacaagat ggttctaaaa tggcaaaggt 
aaaaagaaaa ggaaaggaaa atcatgcaga 
cgtattccga tcagtcgctt ccattgttag 
aagaagccaa aacttgcaat actattttta 
gtataaatat ttttgacttg aacatttgga 
ttcggatgga atgtttggaa aaaagagact 
ctgtttaggg gttaaagtac tgtaactcac 
taaaggaagg tttcacagta ccactgagtt 
tttttgtctt ttttttaagg aggaagcctt 
tttgtgctgt tactcggtag agtcaagact 
caataactaa aactgaaaca ttcaaaagcg 
cagagccgtt tcagacagtg gaaatccatg 
aagcgctttg taaaattcac atttacaaaa 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



2046 



WO 00/58473 



PCT/US00/08621 



<400> 2810 


























Glu Cys 


Ala 


Cys 


Ala 


Arg 


Val 


Cys 


Val 


Cys Val 


Arg 


Leu 


Cys 


Val 


Arg 


1 






5 










10 








15 




Val Cys 


Val 


Cys 
20 


Ala 


Arg 


Leu 


Cys 


Val 
25 


Cys Val 


Cys 


Ala 


Ser 
30 


Val 


Cys 


Ala Cys 


Val 
35 


Cys 


Ala 


Cys 


Val 


Arg 
40 


Leu 


Cys Val 


Arg 


Leu 
45 


Cys 


Ala 


Cys 


Val Cys 


Ala 


Ser 


Val 


Cys 


Met 


Cys 


Ala 


Arg Ala 


Xaa 


Val 


Cys 


Val 


Cys 


50 










55 








60 










Thr Cys 


Val 


Xaa 


Leu 


Cys 


Thr 


Arg 


Val 


Cys Val 


Cys 


Val 


His 


Ala 


Cys 


65 








70 








75 










80 


Val Cys 


Val 


Cys 


Ala 
85 


Arg 


Ala 


Cys 


Thr 


Ser Pro 
90 


Pro 


Glu 


His 


Leu 
95 


Gly 


Phe Gly 


Thr 


Arg 
100 


Trp 


Phe 





















<210> 2811 

<211> 591 

<212> DNA 

<213> Homo sapiens 



<400> 2811 

nnacgcgtgt aggttgggtg cacttacaag 
60 

attaatgctg ccccacccca gggttttaat 
120 

caaaggagac cataaagtgt aggatatttc 
180 

catccatctt cctcggcgtc gcagccctca 
240 

ggcaaaagcc ccgagcccag cctgcccngt 
300 

cccnnttccc aggctcctcc tggccccagg 
360 

gcgccactga ggcccagacc gggggaagga 
420 

ccgggagcga cggaaatgcc tcctccacgc 
480 

ggaaggagtc ctcgggccgc agtggggcac 
540 

gggccttctc tcagtgggca actggggagc 
591 



taagtataaa ctgctcttca attcaagttt 
ccggtctggg cagaagcggg cgataaaagc 
ctggttagtg gctgccgggt aatcacgatg 
gtagccagaa ggcagtctcc ttccctgggg 
tgccccgctc ccgcggtgga tgaacctcaa 
gtcccaggac ccccgagacc ctggggtgcg 
gaccctgtca ctcgggagcg gagccctgtc 
cccaaggttc ctgctccgcc aggcccaacc 
caccgggccg ccggccctcc aggctgcgtg 
tagcccgggg cggccgcaag c 



<210> 2812 

<211> 131 

<212> PRT 

<213> Homo sapiens 



<400> 2812 

Met His Pro Ser Ser Ser Ala Ser 

1 5 
Ser Pro Ser Leu Gly Gly Lys Ser 
20 

Pro Ala Pro Ala Val Asp Glu Pro 



Gin Pro Ser Val Ala Arg Arg Gin 

10 15 
Pro Glu Pro Ser Leu Pro Xaa Cys 
25 30 
Gin Pro Xaa Ser Gin Ala Pro Pro 
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35 40 
Gly Pro Arg Val Pro Gly Pro Pro 

50 55 
Arg Pro Arg Pro Gly Glu Gly Asp 
65 70 
Val Pro Gly Ala Thr Glu Met Pro 
85 

Pro Pro Gly Pro Thr Gly Arg Ser 
100 

Arg Ala Ala Gly Pro Pro Gly Cys 
115 120 
Leu Gly Ser 
130 

<210> 2813 
<211> 2417 
<212> DNA 

<213> Homo sapiens 



45 

Arg Pro Trp Gly Ala Ala Pro Leu 
60 

Pro Val Thr Arg Glu Arg Ser Pro 

75 80 
Pro Pro Arg Pro Lys Val Pro Ala 

90 95 
Pro Arg Ala Ala Val Gly His His 
105 110 
Val Gly Pro Ser Leu Ser Gly Gin 
125 



<400> 2813 
ntcatgatct 
60 

tgcctgagtt 
120 

tgctgcagtt 
180 

tttgttaagt 
240 

ccagattttt 
300 

aagcaaagct 
360 

ttagaagcag 
420 

gctgataacc 

480 

tatgcacaga 
540 

attaaggagc 
600 

cgagccaaaa 
660 

gaacgaaatg 
720 

cagaggttaa 
780 

caggaagtaa 
840 

tccgccgtcc 
900 

acttttcctt 
960 

gctaggatat 
1020 



cattcacaat 
tgaagagagt 
cagtgttgtc 
ttgtctttaa 
caagtttaaa 
tccaggaagc 
agttggaggc 
aaagactgaa 
gctataagca 
agttgcataa 
gggcaacaat 
catttttaga 
aggatgaagc 
ctagaaagtc 
aagcatcact 
caccgaaagc 
cagcactaaa 



attggtggtc 
taaccactgg 
ccagatttta 
tatttcacag 
ggaggaaact 
tcgggatgag 
acaattagta 
atatgaagtg 
ggtctcagtg 
gtatgtgaga 
agtttcactg 
aagtgaactt 
aagagattta 
ggctcctagc 
ttctttgcca 
tataccaaat 
catcgtgggg 



cctgagagtg 
aatctctcat 
tgcttgtgct 
gctttcttga 
gcttattgga 
ctagttgaat 
caggctgaac 
gaggcattaa 
ttagaagatg 
gagctggagc 
gaaactttga 
gatgaaaagg 
aggcaagaac 
tctccaactc 
gctacccctg 
ggttttggta 
gatctcttac 



gagcagtgga 
gttgtttatt 
tagatttctc 
tcatggatgg 
aggaactttc 
tccaggaagg 
aaagaaatag 
aggagaagct 
atttaagtca 
aggccaacga 
acaaactaaa 
aatctttgtt 
tagcagttcg 
tagactgtga 
ttggcaaagg 
ccagtccact 
ggaaagtagg 



gtgattgacg 
ccctccaaaa 
tgttctctaa 
tgaagatata 
cttgaagtat 
aagcagagaa 
agacttgcag 
agagcatcaa 
gactcgggcc 
cgacctggag 
ccaggccatt 
ggtctctgta 
ggaaagacaa 
aaagatggac 
aacggagaac 
aactccctct 
ggctttagaa 
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tccaaattag 
1080 

tcagggaatg 
1140 

catacatctt 
1200 

ggtctgggct 
1260 

ctagcctcca 
1320 

tcggtgcctg 
1380 

ggctgcatgc 
1440 

tactggctat 
1500 

ggtcgcaagg 
1560 

cacacctgcc 
1620 

attgcaaatc 
1680 

cacccaggca 
1740 

ggcctgtttc 
1800 

ctgattttac 
1860 

gtctgagccc 
1920 

ctgtctcctc 
1980 

ccttcccgtc 
2040 

cgtcccgttg 
2100 

gggtggactg 
2160 

tactgtttac 
2220 

tatataactt 
2280 

ctgatggtgt 
2340 

ccctcaaaaa 
2400 

aaaaaaaaaa 
2417 

<210> 2814 
<211> 471 
<212> PRT 
<213> Homo 



cagcttgcag 
ttaactgtgg 
tcttcgacaa 
cctcgcgtcc 
ggggggctcc 
ggcccagccc 
agtggcggct 
tttctcttct 
tgatacatac 
ccatagcccc 
ttctagaagt 
tctccagtgc 
tggcaaagag 
ttaagcagct 
cacgtggcag 
ctctgtgcgc 
cttcagttca 
tgttaggaag 
aacagcggcg 
atttgtttta 
gggctttgta 
cctcctctgg 
aattctttta 
aaaaaaa 

sapiens 



gaattttgca 
ggtgctgaat 
aggggcagta 
atcgtcagcg 
tgccctcctc 
cgtgcccctc 
actgggccct 
cgccgtagtg 
gtgtattact 
cactctgctg 
tctcccccaa 
tcatgatcat 
tcaggaaggt 
accattccat 
gagcctctgg 
ctcagactcg 
acgacatctt 
ggtgagtggc 
gctgtccctg 
ttgtacatag 
gcttttattt 
gcagctgtat 
atgtggaaac 



aaggaccaag 
ggcaatggca 
aacggctttg 
ccgggtatgt 
caacaaccca 
cgtctgcctc 
gcccagcccc 
ccgttggttt 
tggtcactgg 
tactgatagg 
atcaggtcaa 
gtgtccccca 
tactgaatta 
ggacttgcct 
gacggggcac 
gggtgaggga 
tggagtgttt 
tggttccagg 
tgcatccttt 
gtttgtaaac 
attcagaacg 
aggatcatca 
aataaatttc 



catcacgaaa 
caaagttctc 
accccgctcc 
gcctctcagt 
ggacacccac 
cgcacggctg 
ggaactctgc 
cacatgattg 
atgcagaagt 
acttagttgt 
tgtgtgccct 
actccacccc 
gggaacattt 
cccagagcag 
acacaggccc 
ggcgggcagc 
ttgttttctc 
gtgggccggt 
gattactctc 
attattgcct 
catacggcat 
tgtggttaca 
acagaaaaaa 



atcctatatt 
tcgatcaggg 
tcctcctcct 
gtgtgagtgc 
gcctcacccc 
gcagagggca 
gcgatatcaa 
cacttttgtg 
acccattcat 
gttttaggac 
cctgagctcc 
tcacagtttg 
tctgcacctt 
cacaatgccc 
agcctctgtg 
ctctcgccag 
ttccaagggc 
gccagctccg 
atgctgcatt 
gagatatttg 
gttaatgact 
aaaaatactt 
aaaaaaaaaa 
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<400> 2814 
Phe Val Lys Phe 
1 

Gly Glu Asp lie 
20 

Trp Lys Glu Leu 
35 

Asp Glu Leu Val 
50 

Leu Glu Ala Gin 
65 

Ala Asp Asn Gin 

Leu Glu His Gin 
100 

Asp Asp Leu Ser 
115 

Val Arg Glu Leu 
130 

Ala Thr He Val 
145 

Glu Arg Asn Ala 

Leu Val Ser Val 
180 

Glu Leu Ala Val 
195 

Pro Ser Ser Pro 
210 

Ala Ser Leu Ser 
225 

Thr Phe Pro Ser 

Leu Thr Pro Ser 
260 

Leu Arg Lys Val 
275 

Phe Ala Lys Asp 
290 

Asn Cys Gly Val 
305 

His Thr Ser Phe 

Pro Pro Pro Pro 
340 

Met Cys Leu Ser 
355 

Leu Leu Gin Gin 
370 

Pro Ser Pro Val 
385 

Gly Cys Met Gin 
Ala Arg Tyr Gin 



Val Phe Asn He 
5 

Pro Asp Phe Ser 

Ser Leu Lys Tyr 
40 

Glu Phe Gin Glu 
55 

Leu Val Gin Ala 
70 

Arg Leu Lys Tyr 
85 

Tyr Ala Gin Ser 

Gin Thr Arg Ala 
120 

Glu Gin Ala Asn 
135 

Ser Leu Glu Thr 
150 

Phe Leu Glu Ser 
165 

Gin Arg Leu Lys 

Arg Glu Arg Gin 
200 

Thr Leu Asp Cys 
215 

Leu Pro Ala Thr 
230 

Pro Lys Ala He 
245 

Ala Arg He Ser 

Gly Ala Leu Glu 
280 

Gin Ala Ser Arg 
295 

Leu Asn Gly Asn 
310 

Phe Asp Lys Gly 
325 

Gly Leu Gly Ser 

Val Cys Glu Cys 
360 

Pro Arg Thr Pro 
375 

Pro Leu Arg Leu 
390 

Trp Arg Leu Leu 
405 

Tyr Trp Leu Phe 



Ser Gin Ala Phe 
10 

Ser Leu Lys Glu 
25 

Lys Gin Ser Phe 

Gly Ser Arg Glu 
60 

Glu Gin Arg Asn 
75 

Glu Val Glu Ala 
90 

Tyr Lys Gin Val 
105 

He Lys Glu Gin 

Asp Asp Leu Glu 
140 

Leu Asn Lys Leu 
155 

Glu Leu Asp Glu 
170 

Asp Glu Ala Arg 
185 

Gin Glu Val Thr 

Glu Lys Met Asp 
220 

Pro Val Gly Lys 
235 

Pro Asn Gly Phe 
250 

Ala Leu Asn He 
265 

Ser Lys Leu Ala 

Lys Ser Tyr He 
300 

Gly Thr Lys Phe 
315 

Ala Val Asn Gly 
330 

Ser Arg Pro Ser 
345 

Leu Ala Ser Arg 

Thr Pro His Pro 
380 

Pro Pro His Gly 
395 

Gly Pro Ala Gin 
410 

Ser Leu Leu Ala 



Leu He Met Asp 
15 

Glu Thr Ala Tyr 
30 

Gin Glu Ala Arg 
45 

Leu Glu Ala Glu 

Arg Asp Leu Gin 
80 

Leu Lys Glu Lys 
95 

Ser Val Leu Glu 
110 

Leu His Lys Tyr 
125 

Arg Ala Lys Arg 

Asn Gin Ala He 
160 

Lys Glu Ser Leu 
175 

Asp Leu Arg Gin 
190 

Arg Lys Ser Ala 
205 

Ser Ala Val Gin 

Gly Thr Glu Asn 
240 

Gly Thr Ser Pro 
255 

Val Gly Asp Leu 
270 

Ala Cys Arg Asn 
285 

Ser Gly Asn Val 

Ser Arg Ser Gly 
320 

Phe Asp .Pro Ala 
335 

Ser Ala Pro Gly 
350 

Gly Ala Pro Ala 
365 

Ser Val Pro Gly 

Trp Gin Arg Ala 
400 

Pro Arg Asn Ser 
415 

Val Val Pro Leu 
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420 425 430 

Val Ser His Asp Cys Thr Phe Val Gly Arg Lys Val lie His Thr Cys 

435 440 445 

lie Thr Trp Ser Leu Asp Ala Glu Val Pro lie His His Thr Cys Pro 

450 455 460 

lie Ala Pro Thr Leu Leu Tyr 
465 470 

<210> 2815 
<211> 1421 
<212> DNA 

<213> Homo sapiens 
<400> 2815 

ncagcggagg agagagtggg cgccaccgtg gggctgtccc accggtggag gctccagcgg 
60 

agatgagctg ggcaggcctc gcggagcaag tgcaaactgc acccgcgtcc tgggggcatc 
120 

tgcggggaga cttaggggtc atgctttgtg ccccaggcca cccagaggag aaggccaccc 
180 

cgcctggagg cacaggccat gaggggctct caggaggtgc tgctgatgtg gcttctggtg 
240 

ttggcagtgg gcggcacaga gcacgcctac cggcccggcc gtagggtgtg tgctgtccgg 
300 

gctcacgggg accctgtctc cgagtcgttc gtgcagcgtg tgtaccagcc cttcctcacc 
360 

acctgcgacg ggcaccgggc ctgcagcacc taccgaacca tctataggac cgcctaccgc 
420 

cgcagccctg ggctggcccc tgccaggcct cgctacgcgt gctgccccgg ctggaagagg 
480 

accagcgggc ttcctggggc ctgtggagca gcaatatgcc agccgccatg ccggaacgga 
540 

gggagctgtg tccagcctgg ccgctgccgc tgccctgcag gatggcgggg tgacacttgc 
600 

cagtcagatg tggatgaatg cagtgctagg aggggcggct gtccccagcg ctgcgtcaac 
660 

accgccggca gttactggtg ccagtgttgg gaggggcaca gcctgtctgc agacggtaca 
720 

ctctgtgtgc ccaagggagg gccccccagg gtggccccca acccgacagg agtggacagt 
780 

gcaatgaagg aagaagtgca gaggctgcag tccagggtgg acctgctgga ggagaagctg 
840 

cagctggtgc tggccccact gcacagcctg gcctcgcagg caggagcatg ggctcccgga 
900 

ccccggcagc ctcctggtgc actccttcca gcagctcggc cgcatcgact ccctgagcga 
960 

gcagatttcc ttcctggagg agcagctggg gtcctgctcc tgcaagaaag actcngtgac 
1020 

tgcccagcgc cccaggctgg actgagcccc tcacgccgcc ctgcagcccc catgcccctg 
1080 

cccaacatgc tgggggtcca gaagccacct cggggtgact gagcggaagg ccaggcaggg 
1140 

ccttcctcct cttcctcctc cccttcctca ggaggctccc cagaccctgg catgggatgg 
1200 
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gctgggatct tctctgtgaa tccacccctg gctaccccca ccctggctac cccaacggca 
1260 

tcccaaggcc aggtgggccc tcagctgagg gaaggtacga gctccctgct ggagcctggg 
1320 

acccatggca caggccaggc agcccggagg ctgggtgggg cctcagtggg ggctgctgcc 
1380 

tgacccccag cacaataaaa atgaaacgtg aaaaaaaaaa a 
1421 

<210> 2816 

<211> 307 

<212> PRT 

<213> Homo sapiens 

<400> 2816 

Met Arg Gly Ser Gin Glu Val Leu Leu Met Trp Leu Leu Val Leu Ala 

1 ~ 5 10 15 

Val Gly Gly Thr Glu His Ala Tyr Arg Pro Gly Arg Arg Val Cys Ala 

20 25 30 

Val Arg Ala His Gly Asp Pro Val Ser Glu Ser Phe Val Gin Arg Val 

35 40 45 

Tyr Gin Pro Phe Leu Thr Thr Cys Asp Gly His Arg Ala Cys Ser Thr 

50 55 60 

Tyr Arg Thr He Tyr Arg Thr Ala Tyr Arg Arg Ser Pro Gly Leu Ala 
65 70 75 80 

Pro Ala Arg Pro Arg Tyr Ala Cys Cys Pro Gly Trp Lys Arg Thr Ser 

85 90 95 

Gly Leu Pro Gly Ala Cys Gly Ala Ala He Cys Gin Pro Pro Cys Arg 

100 105 110 

Asn Gly Gly Ser Cys Val Gin Pro Gly Arg Cys Arg Cys Pro Ala Gly 

115 120 125 

Trp Arg Gly Asp Thr Cys Gin Ser Asp Val Asp Glu Cys Ser Ala Arg 

130 135 140 

Arg Gly Gly Cys Pro Gin Arg Cys Val Asn Thr Ala Gly Ser Tyr Trp 
145 150 155 160 

Cys Gin Cys Trp Glu Gly His Ser Leu Ser Ala Asp Gly Thr Leu Cys 

165 170 175 

Val Pro Lys Gly Gly Pro Pro Arg val Ala Pro Asn Pro Thr Gly Val 

180 185 190 

Asp Ser Ala Met Lys Glu Glu Val Gin Arg Leu Gin Ser Arg Val Asp 

195 200 205 

Leu Leu Glu Glu Lys Leu Gin Leu Val Leu Ala Pro Leu His Ser Leu 

210 215 220 

Ala Ser Gin Ala Gly Ala Trp Ala Pro Gly Pro Arg Gin Pro Pro Gly 
225 230* 235 240 

Ala Leu Leu Pro Ala Ala Arg Pro His Arg Leu Pro Glu Arg Ala Asp 

245 250 255 

Phe Leu Pro Gly Gly Ala Ala Gly Val Leu Leu Leu Gin Glu Arg Leu 

260 265 270 

Xaa Asp Cys Pro Ala Pro Gin Ala Gly Leu Ser Pro Ser Arg Arg Pro 

275 280 285 

Ala Ala Pro Met Pro Leu Pro Asn Met Leu Gly Val Gin Lys Pro Pro 

290 295 300 

Arg Gly Asp 
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305 

<210> 2817 
<211> 219 
<212> DNA 

<213> Homo sapiens 
<400> 2817 

nntggctttt ctgtctctct ctcttttttt cttgtagatc acgagctgct caggcaagag 
60 

ctgaacacgc ggtttctggt gcagagcgcc gagcggcctg gcgcctccct gggcccgggg 
120 

gttctgctgc gggcggagtt ccatcagcac cagcacacac accagcacac gcaccaacac 
180 

acacaccagc accaacacac attcgccccc ttcacgcgt 
219 

<210> 2818 
<211> 73 
<212> PRT 

<213> Homo sapiens 
<400> 2818 

Xaa Gly Phe Ser Val Ser Leu Ser Phe Phe Leu Val Asp His Glu Leu 

15 10 15 

Leu Arg Gin Glu Leu Asn Thr Arg Phe Leu Val Gin Ser Ala Glu Arg 

20 25 30 

Pro Gly Ala Ser Leu Gly Pro Gly Val Leu Leu Arg Ala Glu Phe His 

35 40 45 

Gin His Gin His Thr His Gin His Thr His Gin His Thr His Gin His 

50 55 60 

Gin His Thr Phe Ala Pro Phe Thr Arg 
65 70 

<210> 2819 
<211> 730 
<212> DNA 

<213> Homo sapiens 



<400> 2819 

ncgaccgccg tgccccagat caacatcact 
60 

gatcgaggcc tccaagggaa atatggcaaa 
120 

ggacccaaag ggcagaaggg ctccatgggg 
180 

gccgcctttt cggtgggccg ggaagcccat 
240 

ttcgacacgg agttcgtgaa cctctacgac 
300 

tgctacgtgc ccggcctcta cttcttcagc 
360 

acctacctgc acatcatgaa gaacgaggag 
420 



atcttgaaag gggagaaggg tgaccgcgga 
acaggctcag caggggccag gggccacact 
gcccctgggg agcggtgcaa gagccactac 
gcacagcaac cactactacc agacgtgatc 
cacttcaaca tgttcaccgg caagttctac 
ctcaacgtgc acacctggaa ccagaaggag 
gaggtggtga tcttgttcgc gcaggtgggc 
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gaccgcagca tcatgcaaag ccagagcctg atgctggagc tgcgagagca ggaccaggtg 
480 

tgggtacgcc tctacaaggg cgaacgtgag aacgccatct tcagcgagga gctggacacc 
540 

tacatcacct tcagtggcta cctggtcaag cacgccaccg agccctagct ggccggccac 
600 

ctcctttcct ctcgccacct tccacccctg cgctgtgctg accccaccgc ctcttccccg 
660 

atccctggac tccgactccc tggctttggc attcagtgag acgccctgca cacacagaaa 
720 

gccaaagcga 
730 

<210> 2820 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<400> 2820 

Xaa Thr Ala Val Pro Gin He Asn He Thr He Leu Lys Gly Glu Lys 

15 10 15 

Gly Asp Arg Gly Asp Arg Gly Leu Gin Gly Lys Tyr Gly Lys Thr Gly 

20 25 30 

Ser Ala Gly Ala Arg Gly His Thr Gly Pro Lys Gly Gin Lys Gly Ser 

35 40 45 

Met Gly Ala Pro Gly Glu Arg Cys Lys Ser His Tyr Ala Ala Phe Ser 

50 55 60 

Val Gly Arg Glu Ala His Ala Gin Gin Pro Leu Leu Pro Asp Val lie 
65 70 75 80 

Phe Asp Thr Glu Phe Val Asn Leu Tyr Asp His Phe Asn Met Phe Thr 

85 90 95 

Gly Lys Phe Tyr Cys Tyr Val Pro Gly Leu Tyr Phe Phe Ser Leu Asn 

100 105 110 

Val His Thr Trp Asn Gin Lys Glu Thr Tyr Leu His He Met Lys Asn 

115 120 125 

Glu Glu Glu Val Val He Leu Phe Ala Gin Val Gly Asp Arg Ser He 

130 135 140 

Met Gin Ser Gin Ser Leu Met Leu Glu Leu Arg Glu Gin Asp Gin Val 
145 150 155 160 

Trp Val Arg Leu Tyr Lys Gly Glu Arg Glu Asn Ala He Phe Ser Glu 

165 170 175 

Glu Leu Asp Thr Tyr He Thr Phe Ser Gly Tyr Leu Val Lys His Ala 
180 185 190 

Thr Glu Pro 
195 



<210> 2821 

<211> 1746 

<212> DNA 

<213> Homo sapiens 



<400> 2821 

nnagactgca gttcctcgct tacctgtgca gtctaatttt gagctgcctc tttgtagtct 
60 
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taaaaggcag 


gagcttcgtg 


ttgtgggtct 


120 






tgtgtactcc 


tcgccatggc 


acaactccaa 


180 






gcagtagatg 


atgttccttt 


ctcaatccct 


240 






attatcaata 


aattgctgga 


gaccaaaaat 


300 






ctcatcaagg 


gccagtttct 


tcgaatgccc 


360 






tcatcagaag 


aagttgtgga 


aatagaatac 


420 






caatgcatgt 


tccatgatga 


ctggatcagt 


480 






actggttctt 


atggtaagac 


ttctcggatc 


540 






attgtgggac 


atacggatgt 


tgtaaaagat 


600 






tgcttattan 


ttgagtgctt 


ctatggatca 


660 






gagaaacaaa 


gtgaaagccc 


tacactgctg 


720 






atagctgttg 


atggctcagg 


aactaaattt 


780 






atctggtcta 


cagtccctac 


agatgaagaa 


840 






agaaagaaac 


agaagacaga 


acaqttqqqa 


900 






qgccacatqq 


aggcagtttc 


ctcagttctg 


960 






tCttqqqacc 


atacaattag 


aqtqtqqqat 


1020 






acaggaaata 


aagtgtttaa 


ttgtatttcc 


1080 






ggaagcacag 


ataggcatat 


caqactqtgg 


1140 






tcgctgtccc 


taacgtcaca 


tactggttgg 


1200 






gaacagcagc 


tgatttcagg 


atctttagat 


1260 






tgtaaggctc 


ctctctatga 


tctggctgct 


1320 






acagacacag 


ggctacttct 


gagtggagga 


1380 






tcacctacca 


cttcccatot 


fccrcrcrcTcafccra 


1440 






tttctgtaaa 


tgaaattggt 


agagaaccat 


1500 






gccttttgaa 


gtttatataa 


tgttttcacc 


1560 






tattttgtat 


ttataataag 


ataggttgtg 


1620 






tctatacaaa 


cttgaaatta 


aactgagttt 


1680 







gctaacccgt acgtttccgt gggcaagtcg 
acacgtttct acactgataa caagaaatat 
gccacctcag aagttgctga ccttagtaat 
gagctccaca aacatgtgga gtttgatttc 
ttggacaaac acatggaaat ggaagacatc 
gtggagaagt atactgcacc ccagccagag 
tcaattaaag gggcagagga atggatcttg 
tggtccttgg aaggaaagtc aataatgaca 
gtggcctggg tgaaaaaaga tagtttgtcc 
gactattctc ttatgggagt ggaatgtaga 
nntagaggtc atgctggaag tgtagattct 
tgcagtggct cctgggataa gatgctaaag 
gatgaaatgg aggagtccac aaatcgacca 
ctaacaagga ctcccatagt gaccctctct 
tggtcagatg ctgaagaaat ctgcagtgca 
gttgagtctg gcagtcttaa gtcaactttg 
tattctccac tttgtaaacg tttagcatct 
gatccccgaa ctaaagatgg ttctttggtg 
gtgacatcag taaaatggtc tcctacccat 
aacattgtta agctgtggga tacaagaagt 
catgaagaca aagttctgag tgtagactgg 
gcagacaata aattgtattc ctacagatat 
aagtgaacaa taatttgact atagagatta 
gaaattacat agatgcagat gcagaaagca 
cttcataaca gctaacgtat cactttttct 
tttataaaat acaaactgtg gcatacattc 
tacatttctc tttaaaggta ttggtttgaa 
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ttcagatttg cttttttatt tttatttgtt ttttttttga gatggagtat tgctctgttg 

1740 

cctagg 

1746 



<210> 2822 

<211> 424 

<212> PRT 

<213> Homo sapiens 



<400> 2822 

Met Ala Gin Leu Gin Thr Arg Phe Tyr Thr Asp Asn Lys Lys Tyr Ala 

1 5 10 15 

Val Asp Asp Val Pro Phe Ser lie Pro Ala Thr Ser Glu Val Ala Asp 

20 25 30 

Leu Ser Asn lie lie Asn Lys Leu Leu Glu Thr Lys Asn Glu Leu His 

35 40 45 

Lys His Val Glu Phe Asp Phe Leu He Lys Gly Gin Phe Leu Arg Met 

50 55 60 

Pro Leu Asp Lys His Met Glu Met Glu Asp He Ser Ser Glu Glu Val 
65 70 75 80 

Val Glu He Glu Tyr Val Glu Lys Tyr Thr Ala Pro Gin Pro Glu Gin 

85 90 95 

Cys Met Phe His Asp Asp Trp He Ser Ser He Lys Gly Ala Glu Glu 

100 105 110 

Trp He Leu Thr Gly Ser Tyr Gly Lys Thr Ser Arg He Trp Ser Leu 

115 120 125 

Glu Gly Lys Ser He Met Thr He Val Gly His Thr Asp Val Val Lys 

130 135 140 

Asp Val Ala Trp Val Lys Lys Asp Ser Leu Ser Cys Leu Leu Xaa Glu 
145 150 155 160 

Cys Phe Tyr Gly Ser Asp Tyr Ser Leu Met Gly Val Glu Cys Arg Glu 

165 170 175 

Lys Gin Ser Glu Ser Pro Thr Leu Leu Xaa Arg Gly His Ala Gly Ser 

180 185 190 

Val Asp Ser He Ala Val Asp Gly Ser Gly Thr Lys Phe Cys Ser Gly 

195 200 205 

Ser Trp Asp Lys Met Leu Lys He Trp Ser Thr Val Pro Thr Asp Glu 

210 215 220 

Glu Asp Glu Met Glu Glu Ser Thr Asn Arg Pro Arg Lys Lys Gin Lys 
225 230 235 240 

Thr Glu Gin Leu Gly Leu Thr Arg Thr Pro He Val Thr Leu Ser Gly 

245 250 255 

His Met Glu Ala Val Ser Ser Val Leu Trp Ser Asp Ala Glu Glu He 

260 265 270 

Cys Ser Ala Ser Trp Asp His Thr He Arg Val Trp Asp Val Glu Ser 

275 280 285 

Gly Ser Leu Lys Ser Thr Leu Thr Gly Asn Lys Val Phe Asn Cys He 

290 295 300 

Ser Tyr Ser Pro Leu Cys Lys Arg Leu Ala Ser Gly Ser Thr Asp Arg 
305 310 315 320 

His He Arg Leu Trp Asp Pro Arg Thr Lys Asp Gly Ser Leu Val Ser 

325 330 335 

Leu Ser Leu Thr Ser His Thr Gly Trp Val Thr Ser Val Lys Trp Ser 
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340 

Pro Thr His Glu 
355 

Lys Leu Trp Asp 
370 

Ala His Glu Asp 
385 

Leu Leu Ser Gly 

Pro Thr Thr Ser 
420 



Gin Gin Leu lie 
360 

Thr Arg Ser Cys 
375 

Lys Val Leu Ser 
390 

Gly Ala Asp Asn 
405 

His Val Gly Ala 



345 

Ser Gly Ser Leu 

Lys Ala Pro Leu 
380 

Val Asp Trp Thr 
395 

Lys Leu Tyr Ser 
410 



350 

Asp Asn lie Val 
365 

Tyr Asp Leu Ala 

Asp Thr Gly Leu 
400 

Tyr Arg Tyr Ser 
415 



<210> 2823 

<211> 461 

<212> DNA 

<213> Homo sapiens 



<400> 2823 

cggccgcagc cttccccttt actcctggct 
60 

gttgtgtctg tcagtggggg aagggggcgg 
120 

ggtgggtggt gacccctgtt gggaggcaga 
180 

cagccggaga agctggccct gtgtgggcct 
240 

gagccagaga gctggatggc acctggtcca 
300 

atggggacac gcacatgtcc cttggccacg 
360 

tgcagcatct gtgaggatca aatgcgtgca 
420 

ctcacctagc acaggagccc cgtgctcctc 
461 



gacaccatga actgctccca cgttcacccc 
aaccctcatg ctggggttcg ggtggacgtg 
cacagtcaca ggcgtcgccc ttgggaaggg 
gggcctgtag ggtttcccag tggctttgcg 
gccaagcaaa gccccgaggg caggggctgg 
acaaaatggc agtgatgctg cttgccttcc 
cctacgcaaa gcatccgcac atagcaagtg 
ccaagtctca g 



<210> 2824 

<211> 81 

<212> PRT 

<213> Homo sapiens 



<400> 2824 

Met Cys Val Ser Pro Ser Ser Pro 

1 5 
Asp Gin Val Pro Ser Ser Ser Leu 
20 

Leu Gin Ala Gin Ala His Thr Gly 

35 40 
Lys Gly Asp Ala Cys Asp Cys Val 

50 55 
His Pro Arg Pro Pro Glu Pro Gin 
65 70 
His 



Cys Pro Arg Gly Phe Ala Trp Leu 

10 15 
Ala Pro Gin Ser His Trp Glu Thr 
25 30 
Pro Ala Ser Pro Ala Ala Leu Pro 
45 

Cys Leu Pro Thr Gly Val Thr Thr 
60 

His Glu Gly Ser Ala Pro Phe Pro 
75 80 
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<210> 2825 . 
<211> 1520 
<212> DNA 

<213> Homo sapiens 
<400> 2825 

tgtctaacac ttgcttgcta caaaggccat 
60 

ggtgcagatc aagagcacaa aacagatgag 
120 

gatggacatg tagaggtggc acgtttgctt 
180 

gcagattcat ttgaatctcc attgacgcta 
240 

gctctactta ttgaaagggg agcaaatctt 
300 

ttgatggaag cagctcgaga aggacatgaa 
360 

agcnaaatat caatgcacag acagaagaaa 
420 

tgtggaggct ttctggaagt ggcagacttt 
480 

gggtgttcta cccctttaat ggaagctgct 
540 

ttattagctg caggagctaa cgttcatgca 
600 

tatgcctgtg aaaatggtca tactgatgta 
660 

ttagacaagc aggaggacat gaagactatt 
720 

gaacatgaat ctgaaggtgg aagaactcct 
780 

tgtactgttc agttcttaat tagtaaagga 
840 

gaccatactg tactgtccct ggcttgtgca 
900 

ttggctcatg gggcagatcc tactcaccgt 
960 

gcagcaaaag gtggccatac aagtgttgtt 
1020 

ctttcagccc ctccaccaga tgtcactcag 
1080 

gctcctcgtg taccagttca agcactgccc 
1140 

ccacctgcca atgttgccac cactcttccc 
1200 

tccagcagcc atttgccagc aaacagccag 
1260 

ccagagagca ttgtagaaga ggctcaggga 
1320 

gaagccatag aaaagaatgc acagctgcag 
1380 

accaaggaga agatcgagga gctcaacaaa 
1440 



ttggatatgg ttcgctttct acttgaagct 
atgcacactg ccttaatgga ggcctgcatg 
ttggatagtg gtgctcaagt gaacatgcct 
gctgcctgtg gaggacatgt tgaattggca 
gaagaagtta atgatgaagg atacactccc 
gaaatggtgg cattacttct tagcacaagg 
ctcaagaaac tgctcttgac tctggcttgc 
ctaattaagg caggagccga tatagaacta 
caagagggtc atttggagtt agttaaatac 
acaacagcaa caggggatac agcactaaca 
gcagatgtct tacttcaggc aggcgcagat 
ttggagggca tagatccggc caagcatctg 
ttaatgaaag ctgcaagagc tggtcatgtt 
gcgaatgtga atagaaccac agctaataat 
gggggtcatc tggcagtggt ggaactactt 
ttgaaagatg gctcaactat gttgatagaa 
tgctatctct tggattatcc taataacttg 
ttaactcccc catcccacga tttaaatagg 
atggttgttc cacctcagga gcctgacaaa 
atcaggaata aagctgcttc taaacaaaag 
gatgtacagg gttacatcac caatcagtct 
aagttaacag aactggaaca gaggataaaa 
tccttggaac tggctcatgc tgaccaactt 
acaagggagg aacaaattca gaagaaacaa 



2058 



WO 00/58473 



PCT/US00/08621 



aagattttgg aggaactaca gaaagtagaa cgagagttac aactgaaaac tcagcagcag 
1500 

ctaaaaaagc agtatctaga 
1520 



<210> 2826 

<211> 506 

<212> PRT 

<213> Homo sapiens 



<400> 2826 

Cys Leu Thr Leu Ala Cys Tyr Lys Gly His Leu Asp Met Val Arg Phe 

1 5 10 15 

Leu Leu Glu Ala Gly Ala Asp Gin Glu His Lys Thr Asp Glu Met His 

20 25 30 

Thr Ala Leu Met Glu Ala Cys Met Asp Gly His Val Glu Val Ala Arg 

35 40 45 

Leu Leu Leu Asp Ser Gly Ala Gin Val Asn Met Pro Ala Asp Ser Phe 

50 55 60 

Glu Ser Pro Leu Thr Leu Ala Ala Cys Gly Gly His Val Glu Leu Ala 
65 70 75 80 

Ala Leu Leu lie Glu Arg Gly Ala Asn Leu Glu Glu Val Asn Asp Glu 

85 90 95 

Gly Tyr Thr Pro Leu Met Glu Ala Ala Arg Glu Gly His Glu Glu Met 

100 105 110 

Val Ala Leu Leu Leu Ser Thr Arg Ser Xaa He Ser Met His Arg Gin 

115 120 125 

Lys Lys Leu Lys Lys Leu Leu Leu Thr Leu Ala Cys Cys Gly Gly Phe 

130 135 140 

Leu Glu Val Ala Asp Phe Leu He Lys Ala Gly Ala Asp He Glu Leu 
145 150 155 160 

Gly Cys Ser Thr Pro Leu Met Glu Ala Ala Gin Glu Gly His Leu Glu 

165 170 175 

Leu Val Lys Tyr Leu Leu Ala Ala Gly Ala Asn Val His Ala Thr Thr 

180 185 190 

Ala Thr Gly Asp Thr Ala Leu Thr Tyr Ala Cys Glu Asn Gly His Thr 

195 200 205 

Asp Val Ala Asp Val Leu Leu Gin Ala Gly Ala Asp Leu Asp Lys Gin 

210 215 220 

Glu Asp Met Lys Thr He Leu Glu Gly He Asp Pro Ala Lys His Leu 
225 230 235 240 

Glu His Glu Ser Glu Gly Gly Arg Thr Pro Leu Met Lys Ala Ala Arg 

245 250 255 

Ala Gly His Val Cys Thr Val Gin Phe Leu He Ser Lys Gly Ala Asn 

260 265 270 

Val Asn Arg Thr Thr Ala Asn Asn Asp His Thr Val Leu Ser Leu Ala 

275 280 285 

Cys Ala Gly Gly His Leu Ala Val Val Glu Leu Leu Leu Ala His Gly 

290 295 300 

Ala Asp Pro Thr His Arg Leu Lys Asp Gly Ser Thr Met Leu He Glu 
305 310 315 320 

Ala Ala Lys Gly Gly His Thr Ser Val Val Cys Tyr Leu Leu Asp Tyr 

325 330 335 

Pro Asn Asn Leu Leu Ser Ala Pro Pro Pro Asp Val Thr Gin Leu Thr 
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340 










345 










350 






Pro 


Pro 


Ser 


His 


Asp 


Leu Asn Arg 


Ala 


Pro 


Arg 


Val 


Pro 


Val 


Gin 


Ala 






355 










360 










365 








Leu 


Pro 


Met 


Val 


Val 


Pro 


Pro 


Gin 


Glu 


Pro 


Asp 


Lys 


Pro 


Pro 


Ala 


Asn 




370 










375 










380 










val 


Ala 


Thr 


Thr 


Leu 


Pro 


He Arg Asn 


Lys 


Ala 


Ala 


Ser 


Lys 


Gin 


Lys 


385 










390 










395 










400 


Ser 


Ser 


Ser 


His 


Leu 


Pro 


Ala 


Asn 


Ser 


Gin 


Asp 


Val 


Gin 


Gly 


Tyr 


He 










405 










410 










415 




Thr 


Asn 


Gin 


Ser 


Pro 


Glu 


Ser 


He 


Val 


Glu 


Glu 


Ala 


Gin 


Gly 


Lys 


Leu 








420 










425 










430 






Thr 


Glu 


Leu 


Glu 


Gin Arg 


He 


Lys 


Glu 


Ala 


He 


Glu 


Lys 


Asn 


Ala 


Gin 






435 










440 










445 








Leu 


Gin 


Ser 


Leu 


Glu 


Leu 


Ala 


His 


Ala 


Asp 


Gin 


Leu 


Thr 


Lys 


Glu 


Lys 




450 










455 










460 










lie 


Glu 


Glu 


Leu 


Asn 


Lys 


Thr 


Arg 


Glu 


Glu 


Gin 


He 


Gin 


Lys 


Lys 


Gin 


465 










470 










475 










480 


Lys 


He 


Leu 


Glu 


Glu 


Leu 


Gin 


Lys 


Val 


Glu 


Arg 


Glu 


Leu 


Gin 


Leu 


Lys 










485 










490 










495 




Thr 


Gin 


Gin 


Gin 


Leu 


Lys 


Lys 


Gin Tyr 


Leu 















500 505 

<210> 2827 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<400> 2827 

cgggaggcag ctgctgccgc aggagatgct tcagaggatt cggacgcagg gtccagggcg 
60 

ctgcctttcc tgggcggcaa ccggctgagc ttggacctgt accccggggg ctgccagcag 
120 

ctgctgcacc tgtgtgtcca gcagcctctt cagctgctgc aggtggaatt cttgcgtctg 
180 

aacactcacg aagaccctca actgctggag gccaccctgg cccagctgcc tcaaaacctg 
240 

tcctgcctcc gctccctggt cctcaaaaga gggcaacgcc gggacacact gggtgcctgt 
300 

ctccggggtg ccctgaccaa cctgcccgct ggtctgagtg gcctggccca tctggcccac 
360 

ctggacctga gcttcaacag cctggagaca ctgccggcct gtgtcctgca gatgcgaggt 
420 

ctgggtgcgc tcttgctgtc tcacaactgc ctctctgagc tgcctgaggc tctgggggcc 

480 

c 

481 

<210> 2828 
<211> 160 
<212> PRT 

<213> Homo sapiens 
<400> 2828 

Arg Glu Ala Ala Ala Ala Ala Gly Asp Ala Ser Glu Asp Ser Asp Ala 
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1 

Gly Ser Arg Ala 
20 

Leu Tyr Pro Gly 
35 

Pro Leu Gin Leu 
50 

Asp Pro Gin Leu 
65 

Ser Cys Leu Arg 

Leu Gly Ala Cys 
100 

Ser Gly Leu Ala 
115 

Glu Thr Leu Pro 
130 

Leu Leu Ser His 
145 



5 

Leu Pro Phe Leu 

Gly Cys Gin Gin 
40 

Leu Gin Val Glu 
55 

Leu Glu Ala Thr 
70 

Ser Leu Val Leu 
85 

Leu Arg Gly Ala 

His Leu Ala His 
120 

A^.Cys Val Leu 
135 

Asn Cys Leu Ser 
150 



10 

Gly Gly Asn Arg 
25 

Leu Leu His Leu 

Phe Leu Arg Leu 
60 

Leu Ala Gin Leu 
75 

Lys Arg Gly Gin 
90 

Leu Thr Asn Leu 
105 

Leu Asp Leu Ser 

Gin Met Arg Gly 
140 

Glu Leu Pro Glu 
155 



15 

Leu Ser Leu Asp 
30 

Cys Val Gin Gin 
45 

Asn Thr His Glu 

Pro Gin Asn Leu 
80 

Arg Arg Asp Thr 
95 

Pro Ala Gly Leu 

. 110 

Phe Asn Ser Leu 
125 

Leu Gly Ala Leu 

Ala Leu Gly Ala 
160 



<210> 2829 
<211> 3648 
<212> DNA 

<213> Homo sapiens 
<400> 2829 

nntttttttt tttttttttt aatgtagcaa ttatatattt cgtcaattag aggtttgctc 
60 

tctaaaagca gatacttttc attttaaagt acataggata attctcaaga agtatttgct 
120 

gcagtactgg tggttatggc taaaaataga gcaatagtga aaataaaaat aagtgcctac 
180 

tctaaaacca ggaagatgca cagtgaaaac tttgaaaaat tattttgcca tgaaataatt 
240 

ttctaagcgt tttccttggg atattgattt tattgtatcg attgtattat attgtatggt 
300 

attagattag attagattgg attggattta tagcacccag gctacctcct tgagaaacag 
360 

caacttacct agcaaatcca cctttttcgc ctttaagaat acgttttcat tgaattccta 
420 

tttgtccaaa gatactaagt atgcccggtg gacctaagag acaaacccaa attagggaaa 
480 

gtaagctcag atggaaagag acctttggga tttcatttta ttatgtttta tatatgtttt 
540 

aatacctttt cacagattta aatccccagg gtgaatactc ccttctttgt tagtacctgg 
600 

cgtgtgttca gtagtcaaag taattaaaat tagcacctat ataatgagct tgtcattttt 
660 

aatgttcttt accaaccaga atcctaatga agtctaaaag gtttaggctg ggcacgttgg 
720 

ctcacgcctg caatcccagc ccaagaagtt cctttggcca agacgcacac acacacacca 
780ttctatttcc ttccagtgta acgacaacca caagctgtca gcacttcact 840 
atttgctgtc ccctcagcgg gatcgggatg cagctacgca gcgggcccct ggcgagccgc 
900 
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ggtgtcaggg 
960 

ccaagagcca 
1020 

ccttccgccc 
1080 

ccctgagtca 
1140 

aggcagattc 
1200 

gtgttaaatc 
1260 

catggtatgc 
1320 

ctgagtgcac 
1380 

ttttcccagc 
1440 

ggagtcctgt 
1500 

tatgtacatg 
1560 

aagagatgtc 
1620 

atggatgtat 
1680 

agttgtcttt 
1740 

aaaaataaag 
1800 

aagggctact 
1860 

catgtttgct 
1920 

gcaggagggt 
1980 

gttctgacct 
2040 

cgggcagaag 
2100 

agttttgaga 
2160 

gaattttcag 
2220 

aagaatagac 
2280 

gaaaaggaag 
2340 

tgtggcagca 
2400 

tcatgtacct 
2460 

tctccacact 
2520 



cccttttctc 
gacctgagtt 
cctctgatct 
gccccgaatc 
ccctctacat 
tcgatggaca 
ttaagcaaca 
tttctcagct 
ttgtagagtc 
ctgtaactag 
ggtccaaact 
agttgcactc 
gggaactaat 
tagaaacact 
tcctccgagc 
gtgctgcact 
gtgaaacaga 
atgagcgaag 
gcttgggaat 
agcagacatg 
tgaccgtgga 
aagaggaacg 
gaaaaaataa 
taagccaaga 
ctgaagatgg 
gtcctagcag 
gtaatggtag 



ctcttcccac 
tgtctctcac 
cgacttctcg 
agacgggctt 
agacgacacc 
tcagaataat 
ggatctaagt 
tgtcccatgt 
tggaaatcct 
aagctgcatg 
aaatgacatg 
cttagatacg 
gtcgcaggaa 
agaaacatat 
atacaatatc 
ttatgaagcfc 
cttcattgca 
agaaaggcat 
tcatctttat 
gcagatgctt 
aaaagtacag 
agtaagagaa 
gtgtgtgtgt 
gaaggaaaca 
taatacttgt 
tggcaatctt 
tgattgtgga 



cgtgggaagc 
cccccgatgc 
caacctatcc 
gactcgctga 
ctgacgatgg 
ggtgcacagc 
attgccatgg 
gttggttgtc 
gctcttgaac 
actgatgcaa 
atagatgcta 
cacaagccaa 
tgcagggatg 
ctgcgaaaac 
cttattggtg 
ttgcggtgct 
catcttttgg 
gcaaagacaa 
gaaagactgc 
ttctatcttg 
ggtattagca 
ctcaagcaag 
gatattccta 
gacttcatag 
gtagaagtaa 
ttggggtccc 
tattcatcta 



gaattcagtg 
tcgtctccct 
aggtcctctc 
aagaattccc 
tgatggaatt 
taaagcagtt 
tggtgacatc 
gtcgcagtgt 
ccctaacagt 
agaagcttta 
ttccaaaaag 
aacctttggg 
aagtagtttt 
acaggttttg 
aacttgactg 
gtccacatga 
gtcgtgctga 
tagatatagc 
atcgaatctg 
gtgttgatgc 
gattggaaca 
aaaagaaacg 
ctcccttaca 
aaaatagcag 
ttgttaccaa 
ctaaaataaa 
gcatggaagg 



gcgtcaaggg 
tttctcactg 
tgggcctctg 
cttcgagagg 
tcctgataat 
cattcagcga 
acgcgaagtc 

ggagcgtctc 

agggcccaag 
tacattattt 
taagaagaat 
aggttgttgg 
aattgactcg 
cactgattgc 
cagcaaagaa 
acgacacata 
gccagagttc 
tcaagaagaa 
gcagaagcta 
tttacgcaag 
actttgtgag 
ccaaaaacgg 
aacagcagat 
ctgcaaagcc 
tgaaaataca 
gaaaggctta 
gagtgaaaca 
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ggttctcggg agggttcgga tgttgcctgc actgaaggca tttgtaatca tgatgaacac 
2580 

ggtgatgact cttgtgttca tcactgtgaa gacaaagagg atgatggtga tagttgtgtt 
2640 

gaatgttggg caaattctga agagaacgac acaaaaggaa aaaataaaaa gaagaagaag 
2700 

aaaagcaaga tactgaaatg tgatgaacat atccagaagc ttggaagctg tattacagat 
2760 

ccaggtaatc gagagacctc aggaaatacc atgcacacag tgtttcaccg tgacaagacc 
2820 

aaagatacac atcctgaaag ctgttgcagc tctgaaaagg gtgggcagcc attgccttgg 
2880 

tttgagcata ggaaaaatgt accacagttt gcagaaccta cagaaacgtt gtttggtccc 
2940 

gattccggaa aaggtgccaa gagcttagtt gaactccttg atgagtctga atgtacttca 
3000 

gatgaggaaa tctttatctc acaagatgaa atacagtcat ttatggctaa taaccagtct 
3060 

ttctacagca atagagaaca ataccgacag catctgaagg agaaatttaa taaatactgc 
3120 

cggttaaatg atcacaagag gcccatttgt agtggctggt tgacaacggc tggagcaaat 
3180 

taaataaata aaatagctct gtctttcaat gaaacactca cgatgactac tgcgccttct 
3240 

ctttcgaaaa actcttaatt tagtgactta tggcaaaatt ttatcttaaa tcaatgtgat 
3300 

tctttcttgt tttgggagac ggtggaggta tcctcattag ttctttcttc aggcttgtgt 
3360 

ctttagttgc gtggctgcgc aggcctgcca tatgatttaa gccatctctt ttcattaaat 
3420 

gtttctcttc ctgtgagact tactaaagca acttagtggc aaaaagtaat gttgtactta 
3480 

taattctgta cagaaatgac aatgagctga atatatggtt ttacaaagta gacatccact 
3540 

tgcaaaatgt ttggatgtaa tgttaaagcg caatgtgcaa aatttaaaat aaagaatatt 
3600 

tattaatacg cacaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
3648 



<210> 2830 
<211> 668 
<212> PRT 

<213> Homo sapiens 

<400> 2830 

Met Val Met Glu Phe 

1 5 
Asn Asn Gly Ala Gin 
20 

Lys Gin Gin Asp Leu 
35 

Leu Ser Ala Leu Ser 
50 

Val Glu Arg Leu Phe 



Pro Asp Asn Val Leu Asn 
10 

Leu Lys Gin Phe lie Gin 
25 

Ser He Ala Met Val Val 
40 

Gin Leu Val Pro Cys Val 
55 

Ser Gin Leu Val Glu Ser 



Leu Asp Gly His Gin 
15 

Arg His Gly Met Leu 
30 

Thr Ser Arg Glu Val 
45 

Gly Cys Arg Arg Ser 
60 

Gly Asn Pro Ala Leu 
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65 

Glu Pro Leu Thr Val 
85 

Cys Met Thr Asp Ala 
100 

Ser Lys Leu Asn Asp 
115 

Lys Arg Cys Gin Leu 
130 

Gly Gly Cys Trp Met 
145 

Asp Glu Val Val Leu 
165 

Thr Tyr Leu Arg Lys 
180 

Leu Arg Ala Tyr Asn 
195 

Lys Gly Tyr Cys Ala 
210 

Glu Arg His lie His 
225 

Leu Gly Arg Ala Glu 
245 

Arg His Ala Lys Thr 
260 

Leu Gly lie His Leu 
275 

Arg Ala Glu Glu Gin 
290 

Ala Leu Arg Lys Ser 
305 

Ser Arg Leu Glu Gin 
325 

Arg Glu Leu Lys Gin 
340 

Lys Asn Lys Cys Val 
355 

Glu Lys Glu Val Ser 
370 

Ser Cys Lys Ala Cys 
385 

Val He Val Thr Asn 
405 

Asn Leu Leu Gly Ser 
420 

Asn Gly Ser Asp Cys 
435 

Gly Ser Arg Glu Gly 
450 

His Asp Glu His Gly 
465 

Glu Asp Asp Gly Asp 
485 

Asn Asp Thr Lys Gly 



70 










75 


Gly 


Pro 


Lys 


Gly Val 


Leu 










90 




Lys 


Lys 


Leu 


Tyr 


Thr 


Leu 








105 






Met 


He 


Asp 


Ala 


He 


Pro 






120 








His 


Ser 


Leu Asp 


Thr 


His 




135 










Asp 


Val 


Trp Glu Leu Met 


150 










155 


He 


Asp 


Ser 


Ser 


Cys 


Leu 










170 




His 


Arq 


Phe Cys Thr Asp 








185 






He 


Leu 


He 


Gly Glu Leu 






200 








Ala 


Leu 


Tyr Glu Gly Leu 




215 










Val 


Cvs 


Cys 


Glu 


Thr 


Asp 


230 










235 


Pro 


Glu 


Phe Ala Gly Gly 










250 




He 


ASD 


He 


Ala 


Gin 


Glu 








265 






Tvr 


Glu 


Arg 


Leu 


His 


Arg 






280 








Thr 


Trp 


Gin 


Met 


Leu 


Phe 




295 










Phe 


Glu 


Met 


Thr 


Val 


Glu 


310 










315 


Leu 


Cys 


Glu 


Glu 


Phe 


Ser 










330 




Glu 


Lys 


Lys 


Arg 


Gin 


Lys 








345 






Cys 


Asp 


He 


Pro 


Thr 


Pro 






360 








Gin 


Glu 


Lys 


Glu 


Thr 


Asp 




375 










Gly Ser 


Thr Glu Asp Gly 


390 










395 


Glu 


Asn 


Thr 


Ser 


Cys 


Thr 










410 




Pro 


Lys 


He 


Lys 


Lys 


Gly 








425 






Gly Tyr 


Ser 


Ser 


Ser 


Met 






440 








Ser 


Asp 


Val 


Ala 


Cys 


Thr 




455 










Asp 


Asp 


Ser 


Cys 


Val 


His 


470 










475 


Ser 


Cys 


Val 


Glu 


Cys 


Trp 










490 




Lys 


Asn 


Lys 


Lys 


Lys 


Lys 



80 

Ser Val Thr Arg Ser 
95 

Phe Tyr Val His Gly 
110 

Lys Ser Lys Lys Asn 
125 

Lys Pro Lys Pro Leu 
140 

Ser Gin Glu Cys Arg 
160 

Leu Glu Thr Leu Glu 
175 

Cys Lys Asn Lys Val 
190 

Asp Cys Ser Lys Glu 
205 

Arg Cys Cys Pro His 
220 

Phe He Ala His Leu 
240 

Tyr Glu Arg Arg Glu 
255 

Glu Val Leu Thr Cys 
270 

He Trp Gin Lys Leu 
285 

Tyr Leu Gly Val Asp 
300 

Lys Val Gin Gly He 
320 

Glu Glu Glu Arg Val 
335 

Arg Lys Asn Arg Arg 
350 

Leu Gin Thr Ala Asp 
365 

Phe He Glu Asn Ser 
380 

Asn Thr Cys Val Glu 
400 

Cys Pro Ser Ser Gly 
415 

Leu Ser Pro His Cys 
430 

Glu Gly Ser Glu Thr 
445 

Glu Gly He Cys Asn 
460 

His Cys Glu Asp Lys 
480 

Ala Asn Ser Glu Glu 
495 

Lys Lys Ser Lys He 
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500 










505 










510 






Leu Lys 


Cys 


Asp 


Glu 


His 


He 


Gin 


Lys 


Leu 


Gly 


Ser 


Cys 


He 


Thr 


Asp 




515 










520 










525 








Pro Gly 


Asn 


Arg 


Glu 


Thr 


Ser Gly Asn 


Thr 


Met 


His 


Thr 


Val 


Phe 


His 


530 










535 










540 










Arg Asp 


Lys 


Thr 


Lys 


Asp 


Thr 


His 


Pro 


Glu 


Ser 


Cys 


Cys 


Ser 


Ser 


Glu 


545 








550 










555 










560 


Lys Gly 


Gly 


Gin 


Pro 


Leu 


Pro 


Trp 


Phe 


Glu 


His 


Arg 


Lys 


Asn 


Val 


Pro 








565 










570 










575 




Gin Phe 


Ala 


Glu 


Pro 


Thr 


Glu 


Thr 


Leu 


Phe 


Gly 


Pro 


Asp 


Ser 


Gly 


Lys 






580 










585 










590 






Gly Ala 


Lys 


Ser 


Leu 


Val 


Glu 


Leu 


Leu 


Asp 


Glu 


Ser 


Glu 


Cys 


Thr 


Ser 




595 










600 










605 








Asp Glu 


Glu 


He 


Phe 


He 


Ser 


Gin 


Asp 


Glu 


He 


Gin 


Ser 


Phe 


Met 


Ala 


610 










615 










620 










Asn Asn 


Gin 


Ser 


Phe 


Tyr 


Ser 


Asn 


Arg 


Glu 


Gin 


Tyr 


Arg 


Gin 


His 


Leu 


625 








630 










635 










640 


Lys Glu 


Lys 


Phe 


Asn 


Lys 


Tyr 


Cys 


Arg 


Leu 


Asn 


Asp 


His 


Lys 


Arg 


Pro 








645 










650 










655 




lie Cys 


Ser 


Gly 


Trp 


Leu 


Thr 


Thr 


Ala 


Gly 


Ala 


Asn 











660 665 

<210> 2831 

<211> 3986 

<212> DNA 

<213> Homo sapiens 

<400> 2831 

nnctcctgcc tcaacctccc aaattgctag ttggcccggg gccttcagtg gcctttgtgt 
60 

ctgggtgaga ggaaccctgg atggccactc tgccctgagt gtgtgggtcc ccagaagtgc 
120 

tgggttaggg ggcacggagg gccagaaagt cccctttgga gcgctggact ctctcgctga 
180 

ctcctacccc accccggcct ggggtttcag agaaggggtc caggcaggag tgtcatcttt 
240 

tctcaatggg gatgtggctt cagtctctgt ccaggaggca cgcggacctc cagtggccgg 
300 

ctccggaggc ttggtgactc cagtggccca gccttgaaaa gatcttttga ggtcgaggag 
360 

gtcgagacac ccaactccac cccaccccgg agggtccaga ctcccctact ccgagccact 
420 

gtggccagct ccacccagaa attccaggac ctgggcgtga agaactcaga accctcggcc 
480 

cgccatgtgg actccctaag ccaacgctcc cccaaggcgt ccctgcggag ggtggagctc 
540 

tcgggcccca aggcggccga gccggtgtcc cggcgcactg agctgtccat tgacatctcg 
600 

tccaagcagg tggagaacgc cggggccatc ggcccgtccc ggttcgggct caagagggcc 
660 

gaggtgttgg gccacaagac gccagaaccg gcccctcgga ggacggagat caccatcgtc 
720 

aaaccccagg agtcagccca ccggaggatg gagccccctg cctccaaggt ccccgaggtg 
780 
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cccactgccc ctgccaccga cgcagccccc 
840 

gctgaggcgc ccaccgcccc cagcccagcc 
900 

gtgtctcagc tgcagagcag gctggagccc 
960 

ccccggagcc aggaggccac tgaggcggct 
1020 

cccagagatg ccgggctcaa gcaggcgcct 
1080 

ttcggctacg tggggattga ctccatcctg 
1140 

ggcttcgagt tcaacatcat ggtggtcggg 
1200 

aacaccctct tcaaatccaa aatcagccgg 
1260 

atccccaaga ccatcgagat caagtccatc 
1320 

atgaagctga cagtgattga cacaccaggg 
1380 

tggcagccca tcatgaagtt catcaatgac 
1440 

aacatcaacc gcaagaagcg catcccggac 
1500 

cccgccaccg gccactccct caggcccctg 
1560 

gtggtcaaca tcgtccctgt catcgccaag 
1620 

cacttcaaac agcggatcac cgcagacctg 
1680 

aaggaatttg atgaggactc ggaggaccgg 
1740 

ccatttgctg tggtgggcag tgaccacgag 
1800 

aggaagacca agtggggtac catcgaagtt 
1860 

ctgcgggacc ttctcatcag gacgcacatg 
1920 

cacttcgagg cgtaccgtgt gaagcgcctc 
1980 

gtggaggaga aggagccaga agccccggag 
2040 

tcctgccccc aagtcatttc cgtccccccc 
2100 

atatgatttt ctccatttgt catcgttccc 
2160 

ggaaggggcc tccctccgag tgagtcagtg 
2220 

gaggctgcac tggagccaca ggcaggggtg 
2280 

gtccccaggc ctggctcccc gagggctcag 
2340 

ccgtgtgggg ttctcagtgc cggaggcctt 
2400 



aagagggtgg agatccagat gcccaagcct 
cagaccttgg agaattcaga gcctgcccct 
aagccccagc cccctgtggc tgaggctaca 
cccagctgcg ttggcgacat ggccgacacc 
gcatcacgga acgagaaggc cccggtggac 
gagcagatgc gccggaaggc catgaagcag 
cagagcggct tgggtaaatc caccttaatc 
aagtcggtgc agcccacctc agaggagcgc 
acgcacgata ttgaggagaa aggcgtccgg 
ttcggggacc acatcaacaa cgagaactgc 
cagtacgaga aatacctgca ggaggaggtc 
acccgcgtcc actgctgcct ctacttcatc 
gacatcgagt ttatgaaacg cctgagcaag 
gcggacacac tcaccctgga ggagagggtc 
ctgtccaacg gcatcgacgt gtacccccag 
ctggtgaacg agaagttccg ggagatgatc 
taccaggtca acggcaagag gatccttggg 
gaaaacacca cacactgtga gtttgcctac 
cagaacatca aggacatcac cagcagcatc 
aacgagggca gcagcgccat ggccaacggc 
atgtagacgc caccctgccc acccccggga 
ccaggccctc ccaccacccc attttatttt 
caccccttcg acatgctgcc aggaaacaag 
atgaggccgc ggcctccccg aggttgtggg 
agagcaccca ctgaattgac atgaccctct 
aagagcagct tcggtgtgca gatcatccgt 
ggggtggggg ccaggcctcg cacttgcaga 
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ggagcccagt gggctgcacg 
2460 

cagagcccag gggagaatgc 
2520 

tgtggccatc actcagcccc 
2580 

ccctgccacc gactgcccag 
2640 

aagtgccttt atctcagcca 
2700 

gagggaggcg tcttcatctc 
2760 

ctgcaggtgc tgctgatgcg 
2820 

cctaccccct catcccccag 
2880 "S^- 
gagggaggga gccatggaag 
2940 

gcttgggctg gtcagagtgg 
3000 

aagtgtgtgt gtgtccatgt 
3060 

ccaagactgg gctgtagtta 
3120 

tggcccaggc cttgctgact 
3180 

tgttgatcta cccgtgcctg 
3240 

aggagagaac gggcgtcagg 
3300 

cacggcccgg cccctcaccc 
3360 

ggcacagatg accaaagtcc 
3420 

gaggggcctg atgagactcc 
3480 

ggctggctgc ttgcagccag 
3540 

gtgcatggaa gttggggcac 
3600 

cctcaccacc cccactggcg 
3660 

ccaagatttt gaaggaaatg 
3720 

cctcaatgtc acttggtggc 
3780 

atgcttcact ttccttctct 
3840 

gttcctcaat ggccttttgc 
3900 

aaagtgttga aaatgtattt 
3960 

aaaaaaaaaa aaaaaaaaaa 
3986 



ctcccctcca tccccatcgg 
agcccaccag gagcacctgg 
tacccctgcc ctgctcctaa 
ccactccaag ccccctggca 
tccgcagact gctcggccag 
cctgccatcc ccctctcacg 
ctgggatctg attgaggata 
ttttgaaaag gtctaagcaa 
gtgccagaag gaaggttggc 
cgtgagctgc ccggcgcctg 
gtatgcgtgt ccgtctgtct 
cattaatgcc cagccagcca 
ctctgagctg gggaggtggg 
ggcccctccc ctcagagccc 
ggtgcacagt ccacagctga 
tctgtcccca cgaggggacc 
cttcctgctt cctgttacct 
actcaggtgc acacatcacc 
gagaaggtca gcgagaagga 
tgggcgtctg actccctccc 
agacagttta ctttgccgac 
agtggccagc gccagggccc 
ggggtggggt gggggtgggc 
gtaaccagac tttgaaaaat 
tacgtgcctc ccgagaaatt 
cctgaaataa atgtttcaaa 
aaaaaa 



ccctgtcccc tggagtgtgt 
accccctgcc cgccacatgg 
gggtagaaaa ctccagggtc 
gctgcccctc ctggagcaga 
atgcggggac aggctggaat 
ccacccccgc ccccaccggg 
aaaaggaagg agagatgacc 
gtgagtctgg tggaggagct 
gggggcacgt gtgggccgtg 
ccctgcccaa gtgaccaggg 
gtctagtgtc tgggtttggc 
cccctgccac tcacccctcc 
aggccaggcg agcctgactc 
atggtaacga acccctagaa 
agagcaaggt ttcgtggcag 
catgggggct gtctttgcag 
gtcttgctcc tggggagaaa 
aggtgcatct gcaggcaccg 
gtgtatgagt gtgagtgtgt 
cacccaagag aggaaggacc 
t tgcca tg 1 1 1 1 tgccaaaa 
aggccatgtg gcctgcccag, 
agcagcatcc cagccttgag 
tgttcgtttc atcaggctct 
tgtctttttg tataaatgac 
tgcagaaacc caaaaaaaaa 



2067 



WO 00/58473 



PCT/US00/08621 



<210> 2832 

<211> 611 

<212> PRT 

<213> Homo sapiens 



<400> 2832 





Leu 


Pro 


His 


Pro 


Gly 


Leu Gly 


Phe 


Gin Arg Arg Gly Pro 


Gly Arg 


1 








5 








10 








15 


Coy 


Vdl 


lie 




Ser 


Gin 


Trp Gly Cys 


Gly Phe 


Ser 


Leu Cys 


Pro Gly 
















25 








30 






1 nr 


Arg 


1 XIX 


Ser 


Ser 


Gly Arg Leu Arg Arg Leu Gly Asp Ser Ser 






ib 








40 










45 






Pro 


Aid 


Leu 


Lys 


Arg 


Ser Phe 


Glu 


Vai 


Glu 


Glu 


Vai Glu 


Thr Pro 














55 








60 






Asn 


Ser 


inr 


Pro 


Pro Arg 


Arg Vai 


Gin 


Thr 


Pro 


Leu 


Leu Arg 


Ala Thr 


65 










70 








75 






80 


v/ai 


a j. a 


Ser 


Ser 


Thr 


Gin 


Lys Phe Gin Asp Leu Gly Vai Lys 


Asn Ser 










85 








90 








95 


GlU 


Pro 


Ser 


Ala 


Arg 


His 


Vai Asp Ser Leu Ser Gin Arg Ser 


Pro Lys 








100 








105 








110 




Ala 


Ser 


Leu 


Arg 


Arg 


Vai 


Glu Leu 


Ser Gly 


Pro 


Lys 


Ala Ala 


Glu Pro 






115 








120 










125 




vai 


Ser 


Arg 


Arg 


Thr 


Glu 


Leu Ser 


He 


Asp 


He 


Ser 


Ser Lys 


Gin Vai 




130 










135 








140 








Asn 


Ala 
Hid. 




Ala 


He 


Gly Pro 


Ser 


Arg 


Phe Gly Leu Lys Arg Ala 


14b 










150 








155 






160 


ii 


vdl 


T 

Leu 




His 


Lys 


Thr Pro 


Glu 


Pro 


Ala 


Pro 


Arg Arg 


Thr Glu 










165 








170 








175 


Tip 

lie 


111 XT 


Tip 

lit; 


Vdl 


Lys 


Pro 


Gin Glu 


Ser 


Ala 


His 


Arg Arg Met 


Glu Pro 








ion 
10 u 








185 








190 




Pro 


Hid 


C £a >- 




Vai 


Pro 


Glu Vai 


Pro 


Thr 


Ala 


Pro Ala Thr Asp Ala 






1 








200 










205 








T A/e 


Arg 


Vai 


Glu 


He Gin 


Met 


Pro 


Lys 


Pro 


Ala Glu 


Ala Pro 




Z1U 










215 








220 






i ill. 


AT a 
Ala 


riu 




Pro 


Ala 


Gin Thr 


Leu 


Glu 


Asn 


Ser 


Glu Pro 


Ala Pro 


Z Z D 










230 








235 






240 


Vai 


Ser 


Gin 


Leu 


Gin 


Ser 


Arg Leu Glu 


Pro 


Lys 


Pro 


Gin Pro 


Pro Vai 










245 








250 








255 


Ala 


Glu 


Ala 


Thr 


Pro Arg 


Ser Gin 


Glu 


Ala 


Thr 


Glu 


Ala Ala 


Pro Ser 








260 








265 








270 




Cys 


Vai 


Gly 


Asp 


Met 


Ala 


Asp Thr 


Pro 


Arg 


Asp 


Ala 


Gly Leu 


Lys Gin 






275 








280 










285 




Ala 


Pro 


Ala 


Ser 


Arg 


Asn 


Glu Lys 


Ala 


Pro 


Vai 


Asp 


Phe Gly Tyr Vai 




290 










295 








300 






Gly 


He 


Asp 


Ser 


He 


Leu 


Glu Gin 


Met 


Arg 


Arg 


Lys 


Ala Met 


Lys Gin 


305 










310 








315 






320 


Gly 


Phe 


Glu 


Phe 


Asn 


He 


Met Vai Vai Gly Gin Ser Gly Leu Gly Lys 










325 








330 








335 


Ser 


Thr 


Leu 


He 


Asn 


Thr 


Leu Phe 


Lys 


Ser 


Lys 


He 


Ser Arg. Lys Ser 








340 








345 








350 




Vai 


Gin 


Pro 


Thr 


Ser 


Glu 


Glu Arg 


He 


Pro 


Lys 


Thr 


He Glu 


He Lys 






355 








360 










365 




Ser 


He 


Thr 


His 


Asp 


lie 


Glu Glu 


Lys 


Gly Vai Arg Met Lys 


Leu Thr 
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370 375 380 

Val lie Asp Thr Pro Gly Phe Gly Asp His He Asn Asn Glu Asn Cys 
385 390 395 400 



Trp Gin 


Pro 


He 


Met 


Lys 


Phe He Asn Asp 


Gin Tyr Glu Lys 


Tyr 


Leu 








405 




410 




415 




Gin Glu 


Glu 


Val 


Asn 


He 


Asn Arg Lys Lys 


Arg He Pro Asp 


Thr 


Arg 






420 






425 


430 






Val His 


Cys 


Cys 


Leu 


Tyr 


Phe He Pro Ala 


Thr Gly His Ser 


Leu 


Arg 




435 








440 


445 






Pro Leu 


Asp 


He 


Glu 


Phe 


Met Lys Arg Leu 


Ser Lys Val Val 


Asn 


He 


450 










455 


460 






Val Pro 


Val 


He 


Ala 


Lys 


Ala Asp Thr Leu 


Thr Leu Glu Glu Arg 


Val 


465 








470 




475 




480 


His Phe 


Lvs 


Gin 


Arg 


He 


Thr Ala Asp Leu 


Leu Ser Asn Gly 


He 


Asp 








485 




490 




495 




Val Tyr 


Pro 


Gin 


Lys 


Glu 


Phe Asp Glu Asp 


Ser Glu Asp Arg 


Leu 


Val 






ID \J \J 






505 


510 






Asn Glu 


Lys 


Phe 


Arg Glu 


Met He Pro Phe 


Ala Val Val Gly Ser 


Asp 




515 








520 


525 






His Glu 


Tyr 


Gin 


Val 


Asn 


Gly Lys Arg He 


Leu Gly Arg Lys 


Thr 


Lys 


530 










535 


540 






Trp Gly 


Thr 


He 


Glu 


val 


Glu Asn Thr Thr 


His Cys Glu Phe 


Ala 


Tyr 


545 








550 




555 




560 


Leu Arg 


Asp 


Leu 


Leu 


He 


Arg Thr His Met 


Gin Asn He Lys 


Asp 


He 








565 




570 




575 




Thr Ser 


Ser 


He 


His 


Phe 


Glu Ala Tyr Arg 


Val Lys Arg Leu 


Asn 


Glu 






580 






585 


590 






Gly Ser 


Ser 


Ala 


Met 


Ala 


Asn Gly Val Glu 


Glu Lys Glu Pro 


Glu 


Ala 




595 








600 


605 







Pro Glu Met 



610 

<210> 2833 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<400> 2833 

nncggcagcc atgttggacg tggtcagcac aggggccggc accacggggt tatcgaagca 
60 

gctgtcaaga tgctggggtc cctggtgttg aggagaaaag cactggcgcc acggctactc 
120 

ctccggctgc tcaggtcccc aacgctccgg ggccatggag gtgcttccgg ccggaatgtg 
180 

actactggga gtctcgggga gccgcagtgg ctgagggtag ccaccggggg gcgccctgga 
240 

acatcgccgg ccttgttctc cggacgtggg gcagccaccg gggggcgcca gggaggacgc 
300 

ttcgatacca aatgcctcgc ggctgccact tggggacgcc ttcctggtcc cgaagaaaca 
360 

ctcccaggac aggacagctg gaacggggtc cccagcaggg ccggactggg catgtgcgcc 
420 

<210> 2834 
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<211> 117 
<212> PRT 

<213> Homo sapiens 



<400> 2834 

Met Leu Gly Ser Leu 

1 5 
Leu Leu Arg Leu Leu 
20 

Ser Gly Arg Asn Val 
35 

Arg Val Ala Thr Gly 
50 

Gly Arg Gly Ala Ala 
65 

Lys Cys Leu Ala Ala 
85 

Thr Leu Pro Gly Gin 
100 

Leu Gly Met Cys Ala 
115 



Val Leu Arg Arg Lys Ala 
10 

Arg Ser Pro Thr Leu Arg 
25 

Thr Thr Gly Ser Leu Gly 
40 

Gly Arg Pro Gly Thr Ser 
55 

Thr Gly Gly Arg Gin Gly 
70 75 
Ala Thr Trp Gly Arg Leu 
90 

Asp Ser Trp Asn Gly Val 
105 



Leu Ala Pro Arg Leu 
15 

Gly His Gly Gly Ala 
30 

Glu Pro Gin Trp Leu 
45 

Pro Ala Leu Phe Ser 
60 

Gly Arg Phe Asp Thr 
80 

Pro Gly Pro Glu Glu 
95 

Pro Ser Arg Ala Gly 
110 



<210> 2835 

<211> 938 

<212> DNA 

<213> Homo sapiens 



<400> 2835 
tttttttttt 
60 

gcccaaggcg 
120 

tgagtgggtt 
180 

tatgtagaat 
240 

ttattgactc 
300 

agtgcactga 
360 

gaaaccatcg 
420 

acgggcaggc 
480 

tgggccaagg 
540 

tcagagaccc 
600 

ggccgggcag 
660 

agcattctgg 
720 

gggctgagga 
780 



tttttttttt 
ggggagtggg 
actgctgcgg 
acacttcaga 
agggttgctg 
ctgagcacac 
gtgtgcatgg 
actgctggca 
cctctctaag 
tgagtgtgcg 
tggggcagtg 
attcctctgc 
atctgtcaga 



ttctgggtgc 
gaagagaggg 
gcaactggga 
attgtcctgc 
ctcctgggga 
agctgtggcc 
taactctcta 
tctgctaacc 
gcccagcggc 
aggggaagat 
ggcgggggcc 
gggctctgct 
ggaaaatcga 



aagaggttta 
aagggagagc 
ctccatcctg 
tcaaggacaa 
cattaacccc 
accagagaac 
gcagtgtcct 
ccggaggccc 
tctcatgggc 
attggtgaag 
aagctgctgg 
ccccactacg 
gacaagctgg 



tttgggagcc 
ccccgcagga 
ctgggcatcc 
tgaagctgag 
ccaacacttc 
ctctttgggc 
tcatgccggg 
atacttcaga 
aaatgtcagg 
acctgttctc 
accatggctg 
aggtgtttgt 
accactgcct 



atcccaggaa 
agtacatgaa 
tctgagagtt 
gtcctgctcc 
tagcttgccc 
tgtgatacag 
acatggggac 
accggtcagc 
tgacacagag 
tgaggccctg 
tgtggagagc 
ggcgctgagg 
tcaggaagcc 
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tctccccgct acaagtccct gcggttctgg ggcagcgtgg gccctgcaga gtccacctgg 
840 

tggtgtcctg agtcaagtcc tgccccaccg cccagctccc cccagaggcc acctcgcccc 
900 

tccctctggg acctctccgg atggggagtc cttggcca 
938 

<210> 2836 
<211> 178 
<212> PRT 

<213> Homo sapiens 
<400> 2836 

Met Pro Gly His Gly Asp Thr Gly Arg His Cys Trp His Leu Leu Thr 

15 10 15 

Pro Glu Ala His Thr Ser Glu Pro Val Ser Trp Ala Lys Ala Ser Leu 

20 25 30 

Arg Pro Ser Gly Ser His Gly Gin Met Ser Gly Asp Thr Glu Ser Glu 

35 40 45 

Thr Leu Ser Val Arg Gly Glu Asp lie Gly Glu Asp Leu Phe Ser Glu 

50 55 60 

Ala Leu Gly Arg Ala Val Gly Gin Trp Ala Gly Ala Lys Leu Leu Asp 
65 70 75 80 

His Gly Cys Val Glu Ser Ser lie Leu Asp Ser Ser Ala Gly Ser Ala 

85 90 95 

Pro His Tyr Glu Val Phe Val Ala Leu Arg Gly Leu Arg Asn Leu Ser 

100 105 110 

Glu Glu Asn Arg Asp Lys Leu Asp His Cys Leu Gin Glu Ala Ser Pro 

115 120 125 

Arg Tyr Lys Ser Leu Arg Phe Trp Gly Ser Val Gly Pro Ala Glu Ser 

130 135 140 

Thr Trp Trp Cys Pro Glu Ser Ser Pro Ala Pro Pro Pro Ser Ser Pro 
145 150 155 160 

Gin Arg Pro Pro Arg Pro Ser Leu Trp Asp Leu Ser Gly Trp Gly Val 
165 170 175 

Leu Gly 



<210> 2837 

<211> 1250 

<212> DNA 

<213> Homo sapiens 

<400> 2837 

nntttaccct cttctcccct tctcgaacac catgccacaa gaagagtgat ctcttcccct 
60 

gttttcacaa tggaggactc cggaaagact ttcagctccg aggaggaaga agctaactat 
120 

tggaaagatc tggcgatgac ctacaaacag agggcagaaa atacgcaaga ggaactccga 
180 

gaattccagg agggaagccg agaatatgaa gctgaattgg agacgcagct gcaacaaatt 
240 

gaaaccagga acagagacct cctgtccgaa aataaccgcc ttcgcatgga gctggaaacc 
300 
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atcaaggaga agtttgaagt 
360 

gatgacctcg cgcagaccaa 
420 

gagcaagcaa atgacgccct 
480 

tttgagcagc gcttgaatca 
540 

gaaaaagaga atctcctgga 
600 

caggaactgg ccgtgcagca 
660 

gaagctgaga ggacagacac 
720 

gctcaccgag gacccagctc 
780 

gacntccacc gggggacccc 
840 

ggagacctac tgcggaaagt 
900 

gtgtacgatc agtccccaaa 
960 

agagatggcg gggagagacg 
1020 

gtaccttcta ataaacctct 
1080 

tcacccccag cccacagcca 
1140 

tcctctcctc tgctccctgc 
1200 

tagagagagg gtcttgtttt 
1250 



gcagcactct gaaggctacc 
agccattaaa gaccaattgc 
ggaaagagcc aagcgcgcca 
ggccatcgaa agaaatgcct 
atctgttcag agactgaagg 
gaagcaggag aaacccagga 
agctgtgcag gccacgggct 
aagtttaaac acacctggga 
cctcacacct gcggcccgga 
cggggcactg gagtccaaac 
ccgaacaggt ggcccagcct 
gccaagcagc accagcgtgc 
cgctggcggg gagaacccgc 
tgtgtctttt taaattatag 
aggcagcatt aggtggtgtc 
gtgagacagg gtctcgctct 



ggcagatctc agccttggag 
agaaatacat cagagagctg 
cgatcatgtc tctcgaagac 
tcctggaaag tgaacttgat 
atgaagccag agatttgcgg 
cccccatgcc cagctcagtg 
ccgtgccgtc cacgcccatt 
gcttcagacg tggcctggac 
tatcagccct caacattgtg 
tcgcttcctg ccggaacctc 
ctgggcggag cagcaagaac 
ctttgggtga taaggggtca 
ctgccccagg caagagacac 
gattatttca gcaaacctta 
ttgtggcttg aacaaagggc 
gtcacctagg 



<210> 2838 

<211> 370 

<212> PRT 

<213> Homo sapiens 



<400> 2838 
Xaa Leu Pro Ser 
1 

lie Ser Ser Pro 
20 

Ser Glu Glu Glu 
35 

Lys Gin Arg Ala 
50 

Gly Ser Arg Glu 
65 

Glu Thr Arg Asn 

Glu Leu Glu Thr 
100 

Tyr Arg Gin lie 



Ser Pro Leu Leu 
5 

Val Phe Thr Met 

Glu Ala Asn Tyr 
40 

Glu Asn Thr Gin 
55 

Tyr Glu Ala Glu 
70 

Arg Asp Leu Leu 
85 

lie Lys Glu Lys 
Ser Ala Leu Glu 



Glu His His Ala 
10 

Glu Asp Ser Gly 
25 

Trp Lys Asp Leu 

Glu Glu Leu Arg 
60 

Leu Glu Thr Gin 
75 

Ser Glu Asn Asn 
90 

Phe Glu Val Gin 
105 

Asp Asp Leu Ala 



Thr Arg Arg Val 
15 

Lys Thr Phe Ser 
30 

Ala Met Thr Tyr 
45 

Glu Phe Gin Glu 

Leu Gin Gin lie 
80 

Arg Leu Arg Met 
95 

His Ser Glu Gly 
110 

Gin Thr Lys Ala 
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115 120 125 

lie Lys Asp Gin Leu Gin Lys Tyr lie Arg Glu Leu Glu Gin Ala Asn 

130 135 140 

Asp Ala Leu Glu Arg Ala Lys Arg Ala Thr lie Met Ser Leu Glu Asp 
145 150 155 160 

Phe Glu Gin Arg Leu Asn Gin Ala He Glu Arg Asn Ala Phe Leu Glu 

165 170 175 

Ser Glu Leu Asp Glu Lys Glu Asn Leu Leu Glu Ser Val Gin Arg Leu 

180 185 190 

Lys Asp Glu Ala Arg Asp Leu Arg Gin Glu Leu Ala Val Gin Gin Lys 

195 200 205 

Gin Glu Lys Pro Arg Thr Pro Met Pro Ser Ser Val Glu Ala Glu Arg 

210 215 220 

Thr Asp Thr Ala Val Gin Ala Thr Gly Ser Val Pro Ser Thr Pro He 
225 230 235 240 

Ala His Arg Gly Pri%er Ser Ser Leu Asn Thr Pro Gly Ser Phe Arg 

245 250 255 

Arg Gly Leu Asp Asp Xaa His Arg Gly Thr Pro Leu Thr Pro Ala Ala 

260 265 270 

Arg He Ser Ala Leu Asn He Val Gly Asp Leu Leu Arg Lys Val Gly 

275 280 285 

Ala Leu Glu Ser Lys Leu Ala Ser Cys Arg Asn Leu Val Tyr Asp Gin 

290 295 300 

Ser Pro Asn Arg Thr Gly Gly Pro Ala Ser Gly Arg Ser Ser Lys Asn 
305 310 315 320 

Arg Asp Gly Gly Glu Arg Arg Pro Ser Ser Thr Ser Val Pro Leu Gly 

325 330 335 

Asp Lys Gly Ser Val Pro Ser Asn Lys Pro Leu Ala Gly Gly Glu Asn 

340 345 350 

Pro Pro Ala Pro Gly Lys Arg His Ser Pro Pro Ala His Ser His Val 
355 360 365 

Ser Phe 
370 

<210> 2839 
<211> 606 
<212> DNA 

<213> Homo sapiens 
<400> 2839 

attctgaatc tgtgcaagat tcacaagatg cattctttct tggactacat catgggtggc 
60 

tgccaaatcc agtttacagt agctatagat ttcgccgcca caaacgggga ccccaggaac 
120 

agctgttcct tgcactacat ccacccttac caacccaatg agtatctgaa agctttggta 
180 

gctgtggggg agatttgcca agactatgac agtgacaaaa tgttccctgc ctttgggttt 
240 

ggcgccagga tacctccaga gtacacggtc tctcatgact ttgcaatcaa ctttaatgaa 
300 

gacaacccag aatgtgcagg aattcaagga gttgtggaag cctatcagag ctgtcttcct 
360 

aagctccaac tctacggtcc caccaacatt gcccccatca tccagaaggt tgccaagtca 
420 
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gcgtcagagg aaactaacac 
480 

gatggtgtta tcacagacat 
540 

cccatgtcag tcatcatcgt 
600 

gacggt 
606 



caaagaggca tcgcaatact 
gggcgacacc cgggaggcca 
gggagtaggg aacgctgact 



tcatcctgct gatcctgaca 
ttgtccatgc ctcccacctc 
tcagtgacat gcagatgctg 



<210> 2840 

<211> 202 

<212> PRT 

<213> Homo sapiens 

<400> 2840 

lie Leu Asn Leu Cys Lys lie His Lys Met His Ser Phe Leu Asp Tyr 

15 10 15 

He Met Gly Gly Cys Gin He Gin Phe Thr Val Ala lie Asp Phe Ala 

20 25 30 

Ala Thr Asn Gly Asp Pro Arg Asn Ser Cys Ser Leu His Tyr He His 

35 40 45 

Pro Tyr Gin Pro Asn Glu Tyr Leu Lys Ala Leu Val Ala Val Gly Glu 

50 55 . 60 

He Cys Gin Asp Tyr Asp Ser Asp Lys Met Phe Pro Ala Phe Gly Phe 
65 70 75 80 

Gly Ala Arg He Pro Pro Glu Tyr Thr Val Ser His Asp Phe Ala He 

85 90 95 

Asn Phe Asn Glu Asp Asn Pro Glu Cys Ala Gly He Gin Gly Val Val 

100 105 110 

Glu Ala Tyr Gin Ser Cys Leu Pro Lys Leu Gin Leu Tyr Gly Pro Thr 

115 120 125 

Asn He Ala Pro He He Gin Lys Val Ala Lys Ser Ala Ser Glu Glu 

130 135 140 

Thr Asn Thr Lys Glu Ala Ser Gin Tyr Phe He Leu Leu He Leu Thr 
145 150 155 160 

Asp Gly Val He Thr Asp Met Gly Asp Thr Arg Glu Ala He Val His 

165 170 175 

Ala Ser His Leu Pro Met Ser Val He He Val Gly Val Gly Asn Ala 

180 185 190 

Asp Phe Ser Asp Met Gin Met Leu Asp Gly 
195 200 



<210> 2841 

<211> 2065 

<212> DNA 

<213> Homo sapiens 



<400> 2841 

nnctcctagc tgctgtcctc tgctgacatt tggcaggcag cttctgccag ccaaatggtc 
60 

tcaccccagc cccccggctc tgcacccact gtgctgccca caggagtggt cctgcccatg 
120 

gaagggccag ttcaggtggc cggagctcct gagctgccct aggggactgc tgtgggtctg 
180 
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aggtggtgat gtcccccacg 
240 

cactctgctg ttcaggagca 
300 

cctggcatca ggatctcagg 
360 

ctggacaggc tcctgccacc 
420 

cagtgcaagt cagagcctcc 
480 

cggccgccct ggtacaatga 
540 

ggaggcggca gtgcctctgg 
600 

gtgccctggg tggtcttgct 
660 

caccaggtgc tgactgagca 

720 

cacccagatg cctttgactt 
780 

aagagtgtca aggtgcccat 
840 

acactgtatg gtgcaaacgt 
900 

ctgttggagc tcctggacat 
960 

cggcggctgc gccgggacat 
1020 

tacaacaagt ttgtcaagcc 
1080 

gacatcgtgg tccccagagg 
1140 

gtgcacagcc agctggagga 
1200 

cagtgccacc cgctgccccg 
1260 

atgcacacca tcatcaggga 
1320 

agactgatgc ggctgctcat 
1380 

gtacagaccc cgcaggggca 
1440 

ggtgtgtcca ttctgcgcgc 
1500 

gacgtgcgca tcggcaccat 
1560 

cactacctga ggctgcccaa 
1620 

gtgtccacgg gcgcggcggc 
1680 

gaggacaaga tctttttgct 
1740 

tatgcatttc cgcgagtgag 
1800 



gctgcctgcg cctgagcccc 
cccacccgtg tcctcgacca 
gtgccgggcc cttggagcag 
tgtgggcact gggcgctctc 
cctgctgcgt acaagcaagc 
acacggcacg caatccaaag 
gaagaccact gtggccagaa 
gtccatggac tccttctaca 
gcagcaggaa caggccgcac 
cgacctcatc atttccaccc 
ttatgacttc accacgcaca 
catcatcttt gagggcatca 
gaagatcttt gtggacacag 
cagtgagcgc ggccgggaca 
ctccttcgac cagtacatcc 
gagcggcaac acggtggcca 
gcgtgaactc agcgtcaggg 
gacgctgagc gtcctgaaga 
caaggagacc agtcgcgacg 
cgagcacgcg ctctccttcc 
ggactatgcg ggcaagtgct 
cggtgaaacc atggagcccg 
cctcatccag accaaccagc 
ggacatcagc gatgaccacg 
catgatggca gtgcgcgtgc 
gtcgctgctc atggcagaga 
aatcatcacc acggcggtgg 



cacgcatcca cccctggggc 
tgagcagccc cccagcttac 
aaggcagcaa tgcagagtcc 
cccggaagcg gaccaccagc 
gtaccatcta caccgccggg 
aggccttcgc catcggcttg 
tgatcatcga ggccctggat 
aggtgctcca cagcctcccc 
acaacaactt caacttcgac 
tcaagaagct gaagcagggg 
gccggaagaa ggactggaaa 
tggcctttgc tgacaagaca 
actccgacat ccgcctggta 
tcgagggtgt catcaagcag 
agcccaccat gcgcctggca 
tcgacctgat tgtgcagcac 
ctgcgctggc ctcggcacac 
gcacgccgca ggtacggggc 
agttcatctt ctactccaag 
tgccctttca ggactgcgtc 
atgcggggaa gcagatcacc 
cgctgcgcgc tgtgtgcaaa 
ttaccgggga gcccgagctc 
tgatcctcat ggactgcacc 
tcctggacca cgacgtgcct 
tgggcgtgca ctcagtggcc 
acaagcgggt caatgacctt 
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ttccgcatca tcccaggcat 
1860 

cccgatggca gtgacgagga 
1920 

cgtccccacc accctcctcc 
1980 

ttttaaaatg ttactagtat 
2040 

aaaaatgaaa aaaaaaaaaa 
2065 



tgggaacttt ggcgaccgct 
ggaagtggcc tacacgggtt 
tgcctcctga cccaggactg 
aatttattct atgcatttta 
aaaaa 



actttgggac agacgcggtc 
agctgcccag tgagccatcc 
ctgaatacaa agatgttaat 
taaaataaat aaagctttag 



<210> 2842 

<211> 540 

<212> PRT 

<213> Homo sapiens 



<400> 2842 

Met Ser Ser Pro Pro Ala Tyr Pro Gly lie Arg lie Ser Gly Cys Arg 

15 10 15 

Ala Leu Gly Ala Glu Gly Ser Asn Ala Glu Ser Leu Asp Arg Leu Leu 

20 25 30 

Pro Pro Val Gly Thr Gly Arg Ser Pro Arg Lys Arg Thr Thr Ser Gin 

35 40 45 

Cys Lys Ser Glu Pro Pro Leu Leu Arg Thr Ser Lys Arg Thr He Tyr 

50 55 60 

Thr Ala Gly Arg Pro Pro Trp Tyr Asn Glu His Gly Thr Gin Ser Lys 
65 70 75 80 

Glu Ala Phe Ala He Gly Leu Gly Gly Gly Ser Ala Ser Gly Lys Thr 

85 90 95 

Thr Val Ala Arg Met He He Glu Ala Leu Asp Val Pro Trp Val Val 

100 105 HO 

Leu Leu Ser Met Asp Ser Phe Tyr Lys Val Leu His Ser Leu Pro His 

115 120 125 

Gin Val Leu Thr Glu Gin Gin Gin Glu Gin Ala Ala His Asn Asn Phe 

130 135 140 

Asn Phe Asp His Pro Asp Ala Phe Asp Phe Asp Leu He He Ser Thr 
145 150 155 160 

Leu Lys Lys Leu Lys Gin Gly Lys Ser Val Lys Val Pro He Tyr Asp 

165 170 175 

Phe Thr Thr His Ser Arg Lys Lys Asp Trp Lys Thr Leu Tyr Gly Ala 

180 185 190 

Asn Val He He Phe Glu Gly He Met Ala Phe Ala Asp Lys Thr Leu 

195 200 205 

Leu Glu Leu Leu Asp Met Lys He Phe Val Asp Thr Asp Ser Asp He 

210 215 220 

Arg Leu Val Arg Arg Leu Arg Arg Asp He Ser Glu Arg Gly Arg Asp 
225 230 235 240 

He Glu Gly Val He Lys Gin Tyr Asn Lys Phe Val Lys Pro Ser Phe 

245 250 255 

Asp Gin Tyr He Gin Pro Thr Met Arg Leu Ala Asp He Val Val Pro 

260 265 270 

Arg Gly Ser Gly Asn Thr Val Ala He Asp Leu He Val Gin His Val 

275 280 285 

His Ser Gin Leu Glu Glu Arg Glu Leu Ser Val Arg Ala Ala Leu Ala 
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290 295 300 

Ser Ala His Gin Cys His Pro Leu Pro Arg Thr Leu Ser Val Leu Lys 
305 310 315 320 

Ser Thr Pro Gin Val Arg Gly Met His Thr lie lie Arg Asp Lys Glu 

325 330 335 

Thr Ser Arg Asp Glu Phe lie Phe Tyr Ser Lys Arg Leu Met Arg Leu 

340 345 350 

Leu lie Glu His Ala Leu Ser Phe Leu Pro Phe Gin Asp Cys Val Val 

355 360 365 

Gin Thr Pro Gin Gly Gin Asp Tyr Ala Gly Lys Cys Tyr Ala Gly Lys 

370 375 380 

Gin lie Thr Gly Val Ser He Leu Arg Ala Gly Glu Thr Met Glu Pro 
385 390 395 400 

Ala Leu Arg Ala Val Cys Lys Asp Val Arg He Gly Thr He Leu He 

405 410 415 

Gin Thr Asn Gin Leu Thr Gly Glu Pro Glu Leu His Tyr Leu Arg Leu 

420 425 430 

Pro Lys Asp He Ser Asp Asp His Val He Leu Met Asp Cys Thr Val 

435 440 445 

Ser Thr Gly Ala Ala Ala Met Met Ala Val Arg Val Leu Leu Asp His 

450 455 460 

Asp Val Pro Glu Asp Lys He Phe Leu Leu Ser Leu Leu Met Ala Glu 
465 470 475 480 

Met Gly Val His Ser Val Ala Tyr Ala Phe Pro Arg Val Arg He He 

485 490 495 

Thr Thr Ala Val Asp Lys Arg Val Asn Asp Leu Phe Arg He He Pro 

500 505 510 

Gly He Gly Asn Phe Gly Asp Arg Tyr Phe Gly Thr Asp Ala Val Pro 

515 520 525 

Asp Gly Ser Asp Glu Glu Glu Val Ala Tyr Thr Gly 
530 535 540 

<210> 2843 
<211> 497 
<212> DNA 

<213> Homo sapiens 
<400> 2843 



cctaggtatg aaccccaaag ccctggctat 
60 

agccctggct atgaatctga gagctctaga 
120 

caaagcccag aatttgaagc tcaaagttcc 
180 

aaccccgagg aaaagagtcc tttgaatatc 
240 

actcaggggt ttggggagca gcccacaggg 
300 

cccacagggg ccctgctgtc tacaccgcag 
360 

acaggagccc ttcgaggtcc aggtcggcgg 
420 

cggcctaaca tctgtggcat ctgggggaag 
480 



gaacctcgga gccccgggta tgaaccccgg 
tatgaatccc agaacactga gctcaaaacc 
aaattccagg aaggtgcgga gatgcttctg 
tccgtaggag ttcaccccct ggactccttc 
gacctgccca tagggccacc ttttgagatg 
tttgagatgc ttcagaatcc cctgggtctc 
ggtggccggg cccggggtgg gcagggccct 
agcttcgggc gggactaccc tgatccagca 
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caggcatcca caccggt 
497 

<210> 2844 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 2844 

Pro Arg Tyr Glu Pro Gin Ser Pro Gly Tyr Glu Pro Arg Ser Pro Gly 

15 10 15 

Tyr Glu Pro Arg Ser Pro Gly Tyr Glu Ser Glu Ser Ser Arg Tyr Glu 

20 25 30 

Ser Gin Asn Thr Glu Leu Lys Thr Gin Ser Pro Glu Phe Glu Ala Gin 

35 40 45 

Ser Ser Lys Phe Gin Glu Gly Ala Glu Met Leu Leu Asn Pro Glu Glu 

50 55 60 

Lys Ser Pro Leu Asn lie Ser Val Gly Val His Pro Leu Asp Ser Phe 
65 70 75 80 

Thr Gin Gly Phe Gly Glu Gin Pro Thr Gly Asp Leu Pro lie Gly Pro 

85 90 95 

Pro Phe Glu Met Pro Thr Gly Ala Leu Leu Ser Thr Pro Gin Phe Glu 

100 105 110 

Met Leu Gin Asn Pro Leu Gly Leu Thr Gly Ala Leu Arg Gly Pro Gly 

115 120 125 

Arg Arg Gly Gly Arg Ala Arg Gly Gly Gin Gly Pro Arg Pro Asn lie 

130 135 140 

Cys Gly lie Trp Gly Lys Ser Phe Gly Arg Asp Tyr Pro Asp Pro Ala 
145 150 155 160 

Gin Ala Ser Thr Pro 
165 

<210> 2845 
<211> 934 
<212> DNA 

<213> Homo sapiens 



<400> 2845 

ctggatggga tggacggttg cccaagcggc 
60 

accgtgtgcg cacgggctgt gcttctcggc 
120 

ttcaccaagg ctcggggttc tatagcccct 
180 

tcaggcccca cggtgggtgc gggggctgtg 

240 

gacctccagt tgcaacgtct ccccccgcgt 
300 

tgtgcagtca gtgtcgagtg ccacctgcgt 
360 

acagcacaca aaaatagttc tcacgttgcc 
420 

tcctgtggca agtgatggta aatgctgtgg 

480 



agtggcagtg gaggtagccc tcttgctcct 
tggacacaga gtttggggag gccacttccc 
ttctgggaca gctgcatggg atccggcctc 
gaaaggtctc agctgcaggg ggatgaatgt 
gagtggggtt atcaggccta gctcaccttg 
actggatgct gctctcagtg ctgcggtgcc 
gtggagagac aagcagtcaa cgcagatata 
caagaaagca ggttctggag gtgaagggcg 



2078 



WO 00/58473 



PCT/US00/08621 



gtgggggaga cagggcaggg aaggtgagca gcggtctgag agtcccttgt ggcacctcgt 
540 

gggcattagc caaagccgtc ctgatcccaa gggacagggc agggaaggtg agtagtggtc 
600 

cgagagtccc ttgtggcacc tcatgggcat cggtcaaagc cgtcatgacc ccgaggatgt 
660 

gccaggagtc agggcctctc ctcctacgtg ggcctgaagg ggctgctgta attcaggagg 
720 

gtaggcttgg gatgaagggt ctggaatttc tgtctgccag cattagccta atgcaaatct 
780 

tttcctattc ttttctattg agttaaaggt cctggtggca ttgtcgggtg gggcacattg 
840 

ctgttgtcat agggctgttt gccttgtgtt tcgtggagcc ccattgctga gcttacaacg 
900 

tcactctgct ctcagctccc acggcctaac catg 
934 

<210> 2846 

<211> 149 

<212> PRT 

<213> Homo sapiens 

<400> 2846 

Met Pro Met Arg Cys His Lys Gly Leu Ser Asp His Tyr Ser Pro Ser 

15 10 15 

Leu Pro Cys Pro Leu Gly Ser Gly Arg Leu Trp Leu Met Pro Thr Arg 

20 25 30 

Cys His Lys Gly Leu Ser Asp Arg Cys Ser Pro Ser Leu Pro Cys Leu 

35 40 45 

Pro His Arg Pro Ser Pro Pro Glu Pro Ala Phe Leu Pro Gin His Leu 

50 55 60 

Pro Ser Leu Ala Thr Gly Tyr lie Cys Val Asp Cys Leu Ser Leu His 
65 70 75 80 

Gly Asn Val Arg Thr He Phe Val Cys Cys Gly Thr Ala Ala Leu Arg 

85 90 95 

Ala Ala Ser Ser Thr Gin Val Ala Leu Asp Thr Asp Cys Thr Gin Gly 

100 105 HO 

Glu Leu Gly Leu He Thr Pro Leu Thr Arg Gly Glu Thr Leu Gin Leu 

115 120 125 

Glu Val Thr Phe He Pro Leu Gin Leu Arg Pro Phe His Ser Pro Arg 

130 135 140 

Thr His Arg Gly Ala 
145 

<210> 2847 

<211> 2830 

<212> DNA 

<213> Homo sapiens 

<400> 2847 

nntgatcatg atattgcaca tatccctgcc tctgctgtta tatcagcctc tacctctcag 
60 

gtcccctcca tagcaacagt tcctccttgc ctcacaactt cagctccatt aattcgccgt 
120 
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cagctctcac atgaccacga atctgttggc 
180 

aagacagaaa gatcaaaatc atatgatgag 
240 

ttgtccttta agcacgtatc tagtctgaag 
300 

tcagaagact ctgggtccag aaaagattct 
360 

gaagggtggc ttcatttccg accccttgtc 
420 

attcggccat ggaaacagat gtatgttgtc 
480 

gataaaagag agcagacgac tccgtctgag 
540 

ttgatagaca tctcttacag tgagaccaag 
600 

gactgtgaat gcctgtttca ggctgaagac 
660 

atccaggaga gcagcaacct aaacgaagag 
720 

agtcgaagaa taaaagaata caacaatctg 
780 

cctcgccaga gtctcagcat caggcaaact 
840 

caaagcccac actctccgaa ggaagagtcg 
900 

agtcccccaa aagacaaagg cacatggaga 
960 

tttgagaaaa agccaactgc tacaggaact 
1020 

gctcatacta atcggtatat tccattaata 
1080 

agaggtcttg aatatacagg tatttataga 
1140 

atgcaagaag aactcaacaa gggaatggct 
1200 

gatttgaatg tgataagcag tttactaaaa 
1260 

ttcacaaatg ataaatatgc tgattttatt 
1320 

cgtctgaaaa cattaaaaag actaattcac 
1380 

aagttccttt cagctcatct gaagacagtg 
1440 

ccaagaaacc tagcaatagt gtttggtccc 
1500 

acccacatgg tcacccacat gcctgaccag 
1560 

catgactggt ttttcacaga agaaggtgct 
1620 

agcacagtag actcccagcc agtgccaaac 
1680 

acaggagtct ccccaggaga tgtatcagat 
1740 



cctcctagcc tggatgctca gcccaactca 
ggtctggatg attacagaga agatgcaaaa 
ggaatcaaga tcgcagacag ccaaaagtca 
tcctcagagg tcttcagtga tgctgccaag 
accgataagg gcaagcgagt tggtggaagt 
cttcggggtc attcacttta cctgtacaaa 
gaagagcagc ccatcagtgt taatgcttgc 
aggaaaaatg tgtttcgact caccacgtcc 
agagatgata tgctagcttg gatcaagacg 
gacactggag tcactaacag ggatctaatt 
atgagcaaag cagaacagtt gccaaaaaca 
ttgcttggtg ctaaatcaga gccaaagact 
gaaaggaaac ttctcagtaa agatgatacc 
aaaggcattc caagtatcat gagaaagaca 
ttcggcgtcc gactagatga ctgcccacca 
gttgacatat gttgcaaatt agttgaagaa 
gttcctggaa ataatgcagc catctcaagt 
gatattgata tacaagatga taaatggcga 
tccttcttca gaaaactccc tgagcctctc 
gaagccaatc gtaaagaaga tcctctagat 
gatttgcctg aacatcatta tgaaacactt 
gcagaaaatt cagaaaaaaa taagatggaa 
acccttgttc gaacatcaga agacaacatg 
tacaagattg tagaaacgct catccagcac 
gaagagcctc ttacaacagt gcaggaggaa 
atagatcatt tactcaccaa cattggaagg 
tcagctacta gtgactcaac aaaatctaag 
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ggttcttggg gatctggaaa ggatcagtat 
1800 

gcagctgcta gtcgcaagag gaagaagccg 
1860 

gatgaactgg acaatgtatt ttttaagaaa 
1920 

aaagaggagt ccaaaaaaga aagtgagaca 
1980 

aaagaaaaca gcactaggaa agaccccagc 
2040 

aaagagagca cgccttctga agaaccctca 
2100 

ccaactctca gctgtcgctt tgccatcctg 
2160 

aagtcctccc accttgaaga gacaggctct 
2220 

caggcctccc tggcaaggtt ttccatgaag 
2280 

gagtttttgg ccaacgtcag caccatcacc 
2340 

tacttgacta gcctggactc cagtcgactg 
2400 

aagggggacg aggcagatga cgagagaagc 
2460 

accgacagcg ggaacgagtt tcccattttc 
2520 

cgaggagaac tgcaaaaagt gactaagagc 
2580 

agttgcaccg agggaagttt aacatcaagt 
2640 

cataaactca tcacatgtga tactctctcc 
2700 

agtggaagtc taggagatgc caagaacgag 
2760 

gatgttatga aaaaaggaaa gtcaactggg 
2820 

gaaaaacagg 
2830 



agcagggaac tgcttgtgtc ctccatcttt 
aaagaaaaag cacagcctag cagctcagaa 
gaaaatgtgg aacagtgtca caatgatact 
ctgggcagaa aacagaagat catcattgcc 
acgacaaaag atgaaaagat atcactagga 
ccaccacaca actcaaaaca caacaagtca 
aaagagagcc ccaggtcact tctggcacag 
gactctggca ctttgctcag cacgtcttcc 
aaatcaacca gtccagaaac gaaacatagc 
tcagatcatt ceaccacatc gtctgctaca 
agccctgagg tgcaatccgt ggcagagagc 
gaactcatca gtgaagggcg gcctgtggaa 
cccacagcct tgacttcaga gaggcttttc 
agccggagaa attctgaatg aagtgaagta 
ttagatagcc ggagacagct cttcagttcc 
aggaaaaaat cagcgagatt caagtcagac 
aaagaaacac cttcattaac taaagtgttt 
agtttactga cacccaccag aggcgaatcc 



<210> 2848 

<211> 856 

<212> PRT 

<213> Homo sapiens 



<400> 2848 

Xaa Asp His Asp He Ala His He 

1 5 
Ser Thr Ser Gin Val Pro Ser He 
20 

Thr Ser Ala Pro Leu He Arg Arg 

35 40 
Val Gly Pro Pro Ser Leu Asp Ala 

50 55 
Ser Lys Ser Tyr Asp Glu Gly Leu 



Pro Ala Ser Ala Val He Ser Ala 

10 15 
Ala Thr Val Pro Pro Cys Leu Thr 
25 30 
Gin Leu Ser His Asp His Glu Ser 
45 

Gin Pro Asn Ser Lys Thr Glu Arg 
60 

Asp Asp Tyr Arg Glu Asp Ala Lys 
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65 

Leu Ser Phe Lys 

Ser Gin Lys Ser 
100 

Glu Val Phe Ser 
115 

Leu Val Thr Asp 
130 

Lys Gin Met Tyr 
145 

Asp Lys Arg Glu 

Val Asn Ala Cys 
180 

Asn Val Phe Arg 
195 

Glu Asp Arg Asp 
210 

Ser Asn Leu Asn 
225 

Ser Arg Arg lie 

Leu Pro Lys Thr 
260 

Gly Ala Lys Ser 
275 

Glu Ser Glu Arg 
2 90 

Asp Lys Gly Thr 
305 

Phe Glu Lys Lys 

Asp Cys Pro Pro 
340 

lie Cys Cys Lys 
355 

Tyr Arg Val Pro 
370 

Leu Asn Lys Gly 
385 

Asp Leu Asn Val 

Pro Glu Pro Leu 
420 

Asn Arg Lys Glu 
435 

lie His Asp Leu 
450 

Ala His Leu Lys 
465 

Pro Arg Asn Leu 
Glu Asp Asn Met 



70 

His Val Ser Ser 
85 

Ser Glu Asp Ser 

Asp Ala Ala Lys 
120 

Lys Gly Lys Arg 
135 

Val Val Leu Arg 
150 

Gin Thr Thr Pro 
165 

Leu lie Asp lie 

Leu Thr Tar Ser 
200 

Asp Met Leu Ala 
215 

Glu Glu Asp Thr 
230 

Lys Glu Tyr Asn 
245 

Pro Arg Gin Ser 

Glu Pro Lys Thr 
280 

Lys Leu Leu Ser 
295 

Trp Arg Lys Gly 
310 

Pro Thr Ala Thr 

325 

Ala His Thr Asn 

Leu Val Glu Glu 
360 

Gly Asn Asn Ala 
375 

Met Ala Asp lie 
390 

lie Ser Ser Leu 
405 

Phe Thr Asn Asp 

Asp Pro Leu Asp 
440 

Pro Glu His His 
455 

Thr Val Ala Glu 
470 

Ala He Val Phe 
485 

Thr His Met Val 



75 

Leu Lys Gly He 
90 

Gly Ser Arg Lys 
105 

Glu Gly Trp Leu 

Val Gly Gly Ser 
140 

Gly His Ser Leu 
155 

Ser Glu Glu Glu 
170 

Ser Tyr Ser Glu 
185 

Asp Cys Glu Cys 

Trp He Lys Thr 
220 

Gly Val Thr Asn 
235 

Asn Leu Met Ser 
250 

Leu Ser He Arg 
265 

Gin Ser Pro His 

Lys Asp Asp Thr 
300 

lie Pro Ser lie 
315 

Gly Thr Phe Gly 
330 

Arg Tyr lie Pro 
345 

Arg Gly Leu Glu 

Ala He Ser Ser 
380 

Asp lie Gin Asp 
395 

Leu Lys Ser Phe 
410 

Lys Tyr Ala Asp 
425 

Arg Leu Lys Thr 

Tyr Glu Thr Leu 
460 

Asn Ser Glu Lys 
475 

Gly Pro Thr Leu 
490 

Thr His Met Pro 



80 

Lys He Ala Asp 
95 

Asp Ser Ser Ser 
110 

His Phe Arg Pro 
125 

He Arg Pro Trp 

Tyr Leu Tyr Lys 
160 

Gin Pro lie Ser 
175 

Thr Lys Arg Lys 
190 

Leu Phe Gin Ala 
205 

He Gin Glu Ser 

Arg Asp Leu He 
240 

Lys Ala Glu Gin 
255 

Gin Thr Leu Leu 
270 

Ser Pro Lys Glu 
285 

Ser Pro Pro Lys 

Met Arg Lys Thr 
320 

Val Arg Leu Asp 
335 

Leu He Val Asp 
350 

Tyr Thr Gly He 
365 

Met Gin Glu Glu 

Asp Lys Trp Arg 
400 

Phe Arg Lys Leu 
415 

Phe lie Glu Ala 
430 

Leu Lys Arg Leu 

445 

Lys Phe Leu Ser 

Asn Lys Met Glu 
480 

Val Arg Thr Ser 
495 

Asp Gin Tyr Lys 
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500 505 510 

lie Val Glu Thr Leu He Gin His His Asp Trp Phe Phe Thr Glu Glu 

515 520 525 

Gly Ala Glu Glu Pro Leu Thr Thr Val Gin Glu Glu Ser Thr Val Asp 

530 535 540 

Ser Gin Pro Val Pro Asn He Asp His Leu Leu Thr Asn He Gly Arg 
545 550 555 560 

Thr Gly Val Ser Pro Gly Asp Val Ser Asp Ser Ala Thr Ser Asp Ser 

565 570 575 

Thr Lys Ser Lys Gly Ser Trp Gly Ser Gly Lys Asp Gin Tyr Ser Arg 

580 585 590 

Glu Leu Leu Val Ser Ser He Phe Ala Ala Ala Ser Arg Lys Arg Lys 

595 600 605 

Lys Pro Lys Glu Lys Ala Gin Pro Ser Ser Ser Glu Asp Glu Leu Asp 

610 615 620 

Asn Val Phe Phe Lys Lys Glu Asn Val Glu Gin Cys His Asn Asp Thr 
625 630 635 640 

Lys Glu Glu Ser Lys Lys Glu Ser Glu Thr Leu Gly Arg Lys Gin Lys 

645 650 655 

He He He Ala Lys Glu Asn Ser Thr Arg Lys Asp Pro Ser Thr Thr 

660 665 670 

Lys Asp Glu Lys He Ser Leu Gly Lys Glu Ser Thr Pro Ser Glu Glu 

675 680 685 

Pro Ser Pro Pro His Asn Ser Lys His Asn Lys Ser Pro Thr Leu Ser 

690 695 700 

Cys Arg Phe Ala He Leu Lys Glu Ser Pro Arg Ser Leu Leu Ala Gin 
705 710 715 720 

Lys Ser Ser His Leu Glu Glu Thr Gly Ser Asp Ser Gly Thr Leu Leu 

725 730 735 

Ser Thr Ser Ser Gin Ala Ser Leu Ala Arg Phe Ser Met Lys Lys Ser 

740 745 750 

Thr Ser Pro Glu Thr Lys His Ser Glu Phe Leu Ala Asn Val Ser Thr 

755 760 765 

He Thr Ser Asp Tyr Ser Thr Thr Ser Ser Ala Thr Tyr Leu Thr Ser 

770 775 780 

Leu Asp Ser Ser Arg Leu Ser Pro Glu Val Gin Ser Val Ala Glu Ser 
785 790 795 800 

Lys Gly Asp Glu Ala Asp Asp Glu Arg Ser Glu Leu He Ser Glu Gly 

805 810 815 

Arg Pro Val Glu Thr Asp Ser Gly Asn Glu Phe Pro He Phe Pro Thr 

820 825 830 

Ala Leu Thr Ser Glu Arg Leu Phe Arg Gly Glu Leu Gin Lys Val Thr 

835 840 845 

Lys Ser Ser Arg Arg Asn Ser Glu 
850 855 



<210> 2849 
<211> 380 
<212> DNA 

<213> Homo sapiens 
<400> 2849 

gcgcgcgtgg agagggcgcg ggagttggca ttcggtggtc ctggcagtta gctgagcacg 
60 
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ccctctgagc cgctcggtgg acaccaggca ctctagtagg cctggcctac ccagaaacag 
120 

caggagagag aagaaacagg ccagctgtga gaagccaagg acaccgagtc ggtcatggca 
180 

cctaaggcgg caaagggggc caagccagag ccagcaccag ctccacctcc acccggggcc 
240 

aaacccgagg aagacaagaa ggacggtaag gagccatcgg acaaacctca aaaggcggtg 
300 

caggaccata aggagccatc ggacaaacct caaaaggcgg tgcagcccaa gcacgaagtg 
360 

ggcacgaagg aggggtgtcg 
380 

<210> 2850 
<211> 76 
<212> PRT 

<213> Homo sapiens 
<400> 2850 

Glu Ala Lys Asp Thr Glu Ser Val Met Ala Pro Lys Ala Ala Lys Gly 

15 10 15 

Ala Lys Pro Glu Pro Ala Pro Ala Pro Pro Pro Pro Gly Ala Lys Pro 

20 25 30 

Glu Glu Asp Lys Lys Asp Gly Lys Glu Pro Ser Asp Lys Pro Gin Lys 

35 40 45 

Ala Val Gin Asp His Lys Glu Pro Ser Asp Lys Pro Gin Lys Ala Val 

50 55 60 

Gin Pro Lys His Glu Val Gly Thr Lys Glu Gly Cys 
65 70 75 



<210> 2851 

<211> 2459 

<212> DNA 

<213> Homo sapiens 



<400> 2851 

nntgatcaga gttcgactct tgcccaacac 
60 

ccatttcata gagatttgct ccgatatgcc 
120 

tatggaaaat atgaaggact aacaaagaat 
180 

agagaaatca aagatttctt tgaagttgca 
240 

agcaagaagt ttggtcttca tggaagttcg 
300 

aataagctca gtgttcagag ttcagggaat 
360 

atgggaaaca tgtctgcctc tgatctcgat 
420 

tttgaacagg tactaagtga actggagccc 
480 

aaatttttca aactacagca acatcaaagt 
540 



tctgttgaac tgactttacc caatcatcat 
aagctgatgg agtggctaaa gagtacagat 
tacatggatt atttatcccg actatatgaa 
aagatcaaga tgactggcac aactaaagaa 
gggaaattaa ctggatctac ttctagtcta 
cgcagatctc agtcatcttc cctgttggat 
gttgctgaca ggaccaaatt tgataagatc 
ctatgtctgg cagaacagga cttcataagt 
gtgcctggaa ctatgaaatt ttaagactga 
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gcaggctttt gctatatcaa 
600 

gaataatttt tgcaggctga 
660 

aattgtggca caccactgcc 
720 

aaaatatttc gctgcattga 
780 

gatagcttta actctcttta 
840 

aatgtggacc ctgcttcttt 
900 

aggaactttg acaaatgcat 
960 

aaaaagagta aagttggaat 
1020 ^ 
gcagaatcaa tcttcaaaaa 
1080 

cttatcagag gagtatttgt 
1140 

agggatgtgg ttatgatgga 
1200 

atctcatgtc tagaagcaga 
1260 

tcttatgtca tttactcttt 
1320 

gttgaagctc gcgtggcaca 
1380 

aacaaacaag aacttcgtaa 
1440 

ctagataacc tctacaagaa 
1500 

gtggtgtggc actccatgca 
1560 

atagctcgct gttatcctgg 
1620 

gattattgtt ccagcattgc 
1680 

aatgaagcat ttgagtataa 
1740 

ccagacttaa aattttatgt 
1800 

atatttaaat gcaaaattac 
1860 

ctaacttaag cattcatgtc 
1920 

aaattttcct ttattgccta 
1980 

tggagttctt cagctttcac 
2040 

ctgtacaaaa ttgttttttt 
2100 

atgatcattt gtgaacttag 
2160 



tactagtcaa attgttggtc 
agcagaggac ctggatggag 
tgtttcatct gagaaagata 
gccagagctg aacaacctaa 
tatgttagtc aaaatgagtc 
cctaagtact acattgggaa 
tagtaaccaa ataaggcaaa 
tcttccattt gttgctgaat 
tgctgagcgt cgtggagacc 
taatgtggag aaagtagcaa 
aaactttcac catatttttg 
aaaaaaagaa gccaaacaaa 
aggacaacct cttgaaaaac 
gggcataagg gaggaggaag 
agtcattaag gagtaccctg 
agttgataaa catttatgtg 
agatgaattt atacgccagt 
atctggtgtt acaatggaat 
acagtcccac taaaccttgt 
cagacactat accaaaatac 
attattaaat gttagataaa 
caacctatat agcagtttta 
accataaaat gcctttagca 
gctgcttgtg tttgagtggt 
tacttctctg ttgcttgcta 
cacactaaca aatgtgtata 
atttttgagg attatgtgac 



ttttattatg taaagtgcct 
gaacattatc acggcaacat 
tgatccgcca gatgatgatt 
ttgcattagg agacaaaatt 
atcatgtgtg gactgcacaa 
atgttttggt gactgtcaaa 
tggaagaagt aaagatctca 
ttgaagaatt tgctggactt 
tggataaagc atacaccaaa 
atgaaagcca gaagaccccc 
caactctttc tcgattgaaa 
aatacacaga tcaccttcag 
taaatcattt ctttgaaggt 
taagttacca acttgcattt 
gaaaggaagt aaaaaaaggt 
aagaagagaa cttacttcag 
ataagcactt tgaaggtttg 
tcactattca ggacattctg 
gaaagaagaa aagataactg 
caagcaactg ttttgagaac 
tgggtagtac catactacaa 
tttgccctat aggttgcata 
tttctcaatg actggatggg 
tgtcctatga gcaatgcatt 
atcatgtaac tactaaaata 
tggagaagag ggctcatgtg 
tagtaataaa tgtgaaataa 
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attttcaaaa aagttgacat ttgaaaaaaa aattagtaac caaataaggc aaatggaaga 
2220 

agtaaagatc tcaaaaaaga gtaaagttgg aattcttcca tttgttgctg aatttgaaga 
2280 

atttgctgga cttgcagaat caatcttcaa aaatgctgag cgtcgtggag acctggataa 
2340 

agcatacacc aaacttatca gaggagtatt tgtcaatgtg gagaaagtag caaatgaaag 
2400 

ccagaagacc cccagggatg tggttatgat ggaaaacttt caccatattt ttgcaactc 
2459 

<210> 2852 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 2852 

Met He Arg Gin Met Met He Lys He Phe Arg Cys He Glu Pro Glu 

15 10 15 

Leu Asn Asn Leu He Ala Leu Gly Asp Lys He Asp Ser Phe Asn Ser 

20 25 30 

Leu Tyr Met Leu Val Lys Met Ser His His Val Trp Thr Ala Gin Asn 

35 40 45 

Val Asp Pro Ala Ser Phe Leu Ser Thr Thr Leu Gly Asn Val Leu Val 

50 55 60 

Thr Val Lys Arg Asn Phe Asp Lys Cys He Ser Asn Gin He Arg Gin 
65 70 75 80 

Met Glu Glu Val Lys He Ser Lys Lys Ser Lys Val Gly He Leu Pro 

85 .90 95 

Phe Val Ala Glu Phe Glu Glu Phe Ala Gly Leu Ala Glu Ser He Phe 

100 105 110 

Lys Asn Ala Glu Arg Arg Gly Asp Leu Asp Lys Ala Tyr Thr Lys Leu 

115 120 125 

He Arg Gly Val Phe Val Asn Val Glu Lys Val Ala Asn Glu Ser Gin 

130 135 140 

Lys Thr Pro Arg Asp Val Val Met Met Glu Asn Phe His His He Phe 
145 150 155 160 

Ala Thr Leu Ser Arg Leu Lys He Ser Cys Leu Glu Ala Glu Lys Lys 

165 170 175 

Glu Ala Lys Gin Lys Tyr Thr Asp His Leu Gin Ser Tyr Val He Tyr 

180 185 190 

Ser Leu Gly Gin Pro Leu Glu Lys Leu Asn His Phe Phe Glu Gly Val 

195 200 205 

Glu Ala Arg Val Ala Gin Gly He Arg Glu Glu Glu Val Ser Tyr Gin 

210 215 220 

Leu Ala Phe Asn Lys Gin Glu Leu Arg Lys Val He Lys Glu Tyr Pro 
225 230 235 240 

Gly Lys Glu Val Lys Lys Gly Leu Asp Asn Leu Tyr Lys Lys Val Asp 

245 250 255 

Lys His Leu Cys Glu Glu Glu Asn Leu Leu Gin Val Val Trp His Ser 

260 265 270 

Met Gin Asp Glu Phe He Arg Gin Tyr Lys His Phe Glu Gly Leu He 

275 280 285 

Ala Arg Cys Tyr Pro Gly Ser Gly val Thr Met Glu Phe Thr He Gin 
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290 295 
Asp He Leu Asp Tyr Cys Ser Ser He Ala Gin 
305 310 315 



300 

Ser His 



<210> 2853 
<211> 4993 
<212> DNA 

<213> Homo sapiens 
<400> 2853 

cgcggacgag accggggctg tggtgcggag agaggctgag acggagaaga ggagaggcag 
60 

agagggcgcg gggaccgtca gcagcacctt agctacaatc gttcagctat tctcggaaga 
120 

gagaagggag agggaggagg ccggggcggg agtgggggct gtcaccctcg gaccccggcg 
180 

tgagaggggc cgtgcggccg gacgtcctcg gggtgggccc ccagtcggtg gccgaagacc 
240 

tacagctcag gcccctgggt cccaaatttc caggccttgc .ccetcctcct ttctcagata 
300 

cccgggtaac agtcctcata gtccagatat ccgggactcg ggtcccaacc tctctaaacc 
360 

tgggtctctg tttcatagat tttcaaatat caggttcagg cccctgcgtg caccagtatc 
420 

cggggttcat tccccgggcg tttcaaatat cggattcagt ctccatcccg ttcagatatt 
480 

cggggttcag accccacaat cagaaatccg gaattcggca gctgtcgccc tcgacgaggg 
540 

ggaggactgg accgcgaggt cagattaggt tgtcaccccc tcccctccag gggaggcttc 
600 

ccgggcccgc ccctcaggaa gggcgaaagc cgaggaagag gtggcaaggg gaaaggtctc 
660 

cttgcccctc tccctgcttg gcagagccgc tggaggaccc caggcggaag cggaggcgct 
720 

ggggcaccat agtgacccct accaggccag gccccactct cagggccccc aggggccacc 
780 

atgccagctg ggggccgggc cgggagcctg aaggacccag atgtggctga gctcttcttc 
840 

aaggatgacc cagaaaagct cttctctgac ctccgggaaa ttggccatgg cagctttgga 
900 

gccgtatact ttgcccggga tgtccggaat agtgaggtgg tggccatcaa gaagatgtcc 
960 

tacagtggga agcagtccaa tgagaaatgg caagacatca tcaaggaggt gcggttctta 
1020 

cagaagctcc ggcatcccaa caccattcag taccggggct gttacctgag ggagcacacg 
1080 

gcttggctgg taatggagta ttgcctgggc tcagcttctg accttctaga agtgcacaag 
1140 

aaaccccttc aggaggtaga gatcgcagct gtgacccatg gggcgcttca gggcctggca 
1200 

tatctgcact cccacaacat gatccatagg gatgtgaagg ctggaaacat cctgctgtca 
1260 

gagccagggt tagtgaagct aggggacttt ggttctgcgt ccatcatggc acctgccaac 
1320 
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tccttcgtgg gcaccccata 
1380 

cagtacgatg gcaaagtgga 
1440 

cggaaaccac cgctctttaa 
1500 

gaatcccccg tgctccagtc 
1560 

tgtcttcaga aaatccctca 
1620 

gtgctccggg agcggccacc 
1680 

gtgcgggagc tggacaacct 
1740 

cccaacggcc ctggtgccga 
1800 

cgggccggga ctctgaccag 
1860 

gcctccagcc agagcagctc 
1920 

gaggaggagg aggaggaaga 
1980 

atgatgcagg agggggagca 
2040 

ggctctgaca acctatatga 
2100 

ccgcctgcag ccccagctcc 
2160 

cgtaaccgag accactttgc 
2220 

gagcatgagc aggactctgc 
2280 

cagcaccaga agcagctgct 
2340 

agtgcacggc tgcagcggga 
2400 

aagctggccc ggcggcacca 
2460 

gagcggaagt tccagcagca 
2520 

gaggcacaga agcggaccta 
2580 

aaccccagca ctcccaagcg 
2640 

cagcagtgcc aggcggagga 
2700 

ctgcagtgtc gccagtacaa 
2760 

ctgctgcggg aggacctgaa 
2820 

cttcggcagc acgaggccac 
2880 

acgcgggctg agctcacccg 
2940 



ctggatggca cccgaggtga 
cgtctggtcc ttggggataa 
catgaatgcg atgagtgcct 
aggacactgg tctgagtact 
agacagacca acctcagagg 
cacagtcatc atggacctga 
gcagtaccgc aagatgaaga 
ggccccagag gaggaagagg 
cctcgagagt agccactcag 
cgtcaacagc ctagcagatg 
ggaggaggag gaagaaggcc 
cacagtcacc tctcacagct 
tgacccctac cagccagaga 
cacttccacc acctcttccg 
caccatccga accgcctccc 
gctgcgggag cagctgagcg 
ggccctggag tcacggctga 
gcttgaggcg cagcgggctg 
ggccataggt gagaaggagg 
catccttggg cagcagaaga 
caaacttcgc aaggaacagc 
ggagaaggcc gagtggctgc 
ggaagcaggg ctgctgcggc 
gcgcaagatg ttgctggctc 
caagaagcag acccagaagg 
gcgggagctg gagctgcggc 
cctgcagcac cagacggagc 



tcctggccat ggatgagggg 
cctgcatcga gctggctgaa 
tataccacat tgcacagaac 
tccggaattt tgtcgactcc 
ttctcctgaa gcaccgcttt 
tccagaggac caaggatgcc 
agatcctgtt ccaagaggca 
aggccgagcc ctacatgcac 
tgcccagcat gtccatcagc 
cctcagacaa cgaggaagag 
ctgaagcccg ggagatggcc 
ccattatcca ccggctgccg 
taacccccag ccctctccag 
cccgccgccg ggcctactgc 
tggtcagccg tcagatccag 
gctataagcg gatgcgacga 
ggggtgaacg ggaggagcac 
gctttggggc agaggcagaa 
cacgagctgc ccaggccgag 
aggagctggc tgccctgctg 
tgaaggagga gctccaggag 
tgcggcagaa ggagcagctc 
ggcagcgcca gtactttgag 
ggcacagcct ggaccaggac 
acttggagtg tgcactgctg 
agctccaggc cgtgcagcgc 
tgggcaacca gctggagtac 
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aacaagcggc gtgagcaaga gttgcggcag 
3000 

aagagcctca aagtacgtgc aggccagcgc 
3060 

gctctgggcc cacccaacac aggcacccct 
3120 

gaggcagtcc tggaccaaag aatgcttggc 
3180 

attctgggaa aggaaggggc cactttggag 
3240 

tcaggagccc ctagtcccag tccacaaaaa 
3300 

ggtctgcctg aggagataga ggagcttagg 
3360 

attgttggcc aggaggaggc tgggacgtgg 
3420 

ctggatgagg agtttgagct tggctgggtc 
3480 

gaggaggaag aagaggaaga gggggctccg 
3540 

tgtccttccc ccgacatccc tcctgaaccc 
3600 

agccagctcc ctggactcct gtcccatggc 
3660 

tcctcctctg gcctcctgcc cctcctgctg 
3720 

ggtgggggtg gcctgcaggc agcgctgctg 
3780 

gcctcctacc tgctcctttg tacagccctg 
3840 

gcccagggta ccgcactggg ggccgtcctg 
3900 

gttcccctgg gccttggagc tgcctggctc 
3960 

gtggctatgg cagcgggggg cagatgggtg 
4020 

atatctcgac tctggttgcg ggttctgctg 
4080 

cagggctgtg gggctgtggg ggaccggggt 
4140 

gatggcttcc gcagccgcct gcccgtccct 
4200 

caacacccat tagctctgtt ggcaagggtc 
4260 

ctggcacggg ccagccaggg tttagcatcc 
4320 

gccagctggg gcctgcttcg gggtgaacgg 
4380 

agccagcgcc agctagggcc ccctgcctcc 
4440 

cggaggtcac gcacccgcca gtcccgggcc 
4500 

cttccagccc aaatctagag cattgagcac 
4560 



aagcatgcgg cccaggttcg ccagcagccc 
cccccgggcc ttccactccc cattcctggg 
atagaacagc agccctgctc acctggccag 
gaggaggagg aagcagttgg agagagaagg 
cccaagcagc agaggattct gggggaagaa 
catgggagcc tggttgatga ggaagtttgg 
gtgccctccc ttgtacccca ggagaggagc 
agcttgtggg ggaaggagga tgagagtctt 
cagggcccag cactgactcc cgtccctgag 
attgggaccc ctagggatcc tggagatggt 
cctccaacac acctgaggcc ctgccctgcc 
ctcctggccg gcctctcctt tgcagtgggg 
ctgctgctgc ttccattgct ggcagcccag 
gcccttgagg tggggctggt gggtctgggg 
cacctgccct ccagtctttt cctactcctg 
ggcctgagct ggcgccgagg cctcatgggt 
ttagcttggc caggcctagc tctacctctg 
cggcagcagg gcccccgggt gcgccggggc 
cgcctgtcac ccatggcctt ccgggccctg 
ctgtttgcac tgtaccccaa aaccaacaag 
gggccccggc ggcgtaatcc ccgcaccacc 
tgggtcctgt gcaagggctg gaactggcgt 
cacttgcccc cgtgggccat ccacacactg 
cccacccgaa tcccccggct actaccacgc 
caccagccac tgccagggac tctagccggg 
ctgcccccct ggaggtagct gactccagcc 
tttatctccc acgactcagt gaagtttctc 
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cagtccctag tcctctcttt tcacccacct 
4620 

gcccttcgga cctctagaca ggcagcctcc 
4680 

ttctcctggc gctcctcccc taagttattg 
4740 

ccctcattga ctcaggcctg gggccagggg 
4800 

ttctcctctt tgattttgtt tttctgtctc 
4860 

aaaaagaaaa agacaaacac aaataaaata 
4920 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
4980 

aaaaaaaaaa aaa 
4993 

<210> 2854 
<211> 1235 
<212> PRT 

<213> Homo sapiens 



tcctcagttt gctcacttac cccaggccca 

tcagctgtgg agtccagcag tcactctgtg 

ctgttcgccc gctgtgtgtg ctcatcctca 

tggtggaggg tgggaagagt catgtttttt 

ccttccaacc tgtccccttc cccccaccaa 

tctgagcgga actgtgaaaa aaaaaaaaaa 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



<400> 2854 

Met Pro Ala Gly Gly Arg Ala Gly Ser Leu Lys Asp Pro Asp Val Ala 

15 10 15 

Glu Leu Phe Phe Lys Asp Asp Pro Glu Lys Leu Phe Ser Asp Leu Arg 

20 25 30 

Glu He Gly His Gly Ser Phe Gly Ala Val Tyr Phe Ala Arg Asp Val 

35 40 45 

Arg Asn Ser Glu Val Val Ala He Lys Lys Met Ser Tyr Ser Gly Lys 

50 55 60 

Gin Ser Asn Glu Lys Trp Gin Asp He He Lys Glu Val Arg Phe Leu 
65 70 75 80 

Gin Lys Leu Arg His Pro Asn Thr He Gin Tyr Arg Gly Cys Tyr Leu 

85 90 95 

Arg Glu His Thr Ala Trp Leu Val Met Glu Tyr Cys Leu Gly Ser Ala 

100 105 110 

Ser Asp Leu Leu Glu Val His Lys Lys Pro Leu Gin Glu Val Glu lie 

115 120 125 

Ala Ala Val Thr His Gly Ala Leu Gin Gly Leu Ala Tyr Leu His Ser 

130 135 140 

His Asn Met lie His Arg Asp Val Lys Ala Gly Asn He Leu Leu Ser 
145 150 • 155 160 

Glu Pro Gly Leu Val Lys Leu Gly Asp Phe Gly Ser Ala Ser He Met 

165 170 175 

Ala Pro Ala Asn Ser Phe Val Gly Thr Pro Tyr Trp Met Ala Pro Glu 

180 185 190 

Val lie Leu Ala Met Asp Glu Gly Gin Tyr Asp Gly Lys Val Asp Val 

195 200 205 

Trp Ser Leu Gly He Thr Cys He Glu Leu Ala Glu Arg Lys Pro Pro 

210 215 220 

Leu Phe Asn Met Asn Ala Met Ser Ala Leu Tyr His He Ala Gin Asn 
225 230 235 240 

Glu Ser Pro Val Leu Gin Ser Gly His Trp Ser Glu Tyr Phe Arg Asn 
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Phe Val Asp Ser 
260 

Glu Val Leu Leu 
275 

Val He Met Asp 
290 

Asp Asn Leu Gin 
305 

Pro Asn Gly Pro 

Pro Tyr Met His 
340 

Ser Val Pro Ser 
355 

Asn Ser Leu Ala 
370 

Glu Glu Glu Glu 
385 

Met Met Gin Glu 

His Arg Leu Pro 
420 

Glu He Thr Pro 
435 

Ser Thr Thr Ser 
450 

His Phe Ala Thr 
465 

Glu His Glu Gin 

Arg Met Arg Arg 
500 

Leu Arg Gly Glu 
515 

Glu Ala Gin Arg 
530 

Arg His Gin Ala 
545 

Glu Arg Lys Phe 

Ala Ala Leu Leu 
580 

Gin Leu Lys Glu 
595 

Lys Ala Glu Trp 
610 

Ala Glu Glu Glu 
625 

Leu Gin Cys Arg 

Leu Asp Gin Asp 
660 

Lys Asp Leu Glu 



245 

Cys Leu Gin Lys 

Lys His Arg Phe 
280 

Leu He Gin Arg 
295 

Tyr Arg Lys Met 
310 

Gly Ala Glu Ala 
325 

Arg Ala Gly Thr 

Met Ser He Ser 
360 

A$if--Ala Ser Asp 
375 

Glu Glu Glu Glu 
390 

Gly Glu His Thr 
405 

Gly Ser Asp Asn 

Ser Pro Leu Gin 
440 

Ser Ala Arg Arg 
455 

He Arg Thr Ala 
470 

Asp Ser Ala Leu 
485 

Gin His Gin Lys 

Arg Glu Glu His 
520 

Ala Gly Phe Gly 
535 

He Gly Glu Lys 
550 

Gin Gin His He 
565 

Glu Ala Gin Lys 

Glu Leu Gin Glu 
600 

Leu Leu Arg Gin 
615 

Ala Gly Leu Leu 
630 

Gin Tyr Lys Arg 
645 

Leu Leu Arg Glu 
Cys Ala Leu Leu 



250 

lie Pro Gin Asp 
265 

Val Leu Arg Glu 

Thr Lys Asp Ala 
300 

Lys Lys He Leu 
315 

Pro Glu Glu Glu 
330 

Leu Thr Ser Leu 
345 

Ala Ser Ser Gin 

Asn Glu Glu Glu 
380 

Gly Pro Glu Ala 
395 

Val Thr Ser His 
410 

Leu Tyr Asp Asp 
425 

Pro Pro Ala Ala 

Arg Ala Tyr Cys 
460 

Ser Leu Val Ser 
475 

Arg Glu Gin Leu 
490 

Gin Leu Leu Ala 
505 

Ser Ala Arg Leu 

Ala Glu Ala Glu 
540 

Glu Ala Arg Ala 
555 

Leu Gly Gin Gin 
570 

Arg Thr Tyr Lys 
585 

Asn Pro Ser Thr 

Lys Glu Gin Leu 
620 

Arg Arg Gin Arg 
635 

Lys Met Leu Leu 
650 

Asp Leu Asn Lys 
665 

Leu Arg Gin His 



255 

Arg Pro Thr Ser 
270 

Arg Pro Pro Thr 
285 

Val Arg Glu Leu 

Phe Gin Glu Ala 
320 

Glu Glu Ala Glu 
335 

Glu Ser Ser His 
350 

Ser Ser Ser Val 
365 

Glu Glu Glu Glu 

Arg Glu Met Ala 

400 

Ser Ser He He 
415 

Pro Tyr Gin Pro 
430 

Pro Ala Pro Thr 
445 

Arg Asn Arg Asp 

Arg Gin He Gin 
480 

Ser Gly Tyr Lys 
495 

Leu Glu Ser Arg 
510 

Gin Arg Glu Leu 
525 

Lys Leu Ala Arg 

Ala Gin Ala Glu 
560 

Lys Lys Glu Leu 
575 

Leu Arg Lys Glu 
590 

Pro Lys Arg Glu 
605 

Gin Gin Cys Gin 

Gin Tyr Phe Glu 
640 

Ala Arg His Ser 
655 

Lys Gin Thr Gin 
670 

Glu Ala Thr Arg 
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675 






680 










685 








Glu 


Leu 


Glu 


Leu Arg Gin 


Leu Gin 


Ala 


Val 


Gin 


Arg 


Thr 


Arg 


Ala 


Glu 




690 








695 








700 










Leu 


Thr 


Arg 


Leu 


Gin His 


Gin Thr 


Glu 


Leu 


Gly 


Asn 


Gin 


Leu 


Glu 


Tyr 


705 








710 








715 










720 


Asn 


Lys 


Arq 


Arg 


Glu Gin 


Glu Leu 


Arg 


Gin 


Lys 


His 


Ala 


Ala 


Gin 


Val 










725 






730 










735 




Arq 


Gin 


Gin 


Pro 


Lys Ser 


Leu Lys 


Val 


Arg 


Ala 


Gly 


Gin 


Arg 


Pro 


Pro 








740 






745 










750 






Gly 


Leu 


Pro 


Leu 


Pro lie 


Pro Gly 


Ala 


Leu 


Gly 


Pro 


Pro 


Asn 


Thr 


Gly 






755 






760 










765 








Thr 


Pro 


lie 


Glu 


Gin Gin 


Pro Cys 


Ser 


Pro 


Gly 


Gin 


Glu 


Ala 


Val 


Leu 




770 








775 








780 










ASD 


Gin 


Arcr 


Met 


Leu Gly 


Glu Glu 


Glu 


Glu 


Ala 


Val 


Gly 


Glu 


Arg 


Arg 


785 








790 








795 










800 


lie 


Leu 


Glv 


Lys 


Glu Gly 


Ala Thr 


Leu 


Glu 


Pro 


Lys 


Gin 


Gin 


Arq 


He 










805 






810 










815 




Leu. 


Glv 


Glu 


Glu Ser Gly 


Ala Pro 


Ser 


Pro 


Ser 


Pro 


Gin 


LVS 


His 


Gly 








820 






825 










830 






Ser 


Leu 


Val 


Asp 


Glu Glu 


Val Trp 


Glv 


Leu 


Pro 


Glu 


Glu 


He 


Glu 


Glu 






835 






840 










845 








Leu 




Val 


Pro 


Ser Leu 


Val Pro 


Gin 


Glu 


Arcr 


Ser 


lie 


Val 


Gly 


Gin 




850 








855 








860 










Glu 


Glu 


Ala 


Gly 


Thr Trp 


Ser Leu 


TrD 


Glv 


Lvs 


Glu 


ASD 


Glu 


Ser 


Leu 


865 








870 








875 










880 


Leu 


Asp 


Glu 


Glu 


Phe Glu 


Leu Gly 


Trp 


Val 


Gin 


Gly 


Pro 


Ala 


Leu 


Thr 










885 






890 










895 




Pro 


Val 


Pro 


Glu 


Glu Glu 


Glu Glu 


Glu 


Glu 


Glu 


Gly 


Ala 


Pro 


He 


Gly 








900 






905 










910 






Thr 


Pro 


Aro 


Asp 


Pro Gly 


Asd Glv 


CVS 


Pro 


Ser 


Pro 


Asp 


He 


Pro 


Pro 






915 






920 










925 








Glu 


Pro 


Pro 


Pro 


Thr His 


Leu Arg 


Pro 


Cvs 


Pro 


Ala 


Ser 


Gin 


Leu 


Pro 




930 








935 








940 










Glv 


Leu 


Leu 


Ser His Gly 


Leu Leu 


Ala 


Gly 


Leu 


Ser 


Phe 


Ala 


Val 


Gly 


945 








950 








955 










960 


Ser 


Ser 


Ser 


Gly 


Leu Leu 


Pro Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Pro 


Leu 










965 






970 










975 




Leu 


Ala 


Ala 


Gin Gly Gly 


Gly Gly 


Leu 


Gin 


Ala 


Ala 


Leu 


Leu 


Ala 


Leu 








980 






985 










990 






Glu 


Val 


Gly 


Leu 


Val Gly 


Leu Gly 


Ala 


Ser 


Tyr 


Leu 


Leu 


Leu 


Cys 


Thr 






995 






1000 








1005 






Ala 


Leu 


His 


Leu 


Pro Ser 


Ser Leu 


Phe 


Leu 


Leu 


Leu 


Ala 


Gin 


Gly 


Thr 




1010 






1015 








1020 








Ala 


Leu Gly 


Ala 


Val Leu 


Gly Leu 


Ser 


Trp 


Arg 


Arg 


Gly Leu 


Met 


Gly 


1025 






1030 






1035 








1041 


Val 


Pro 


Leu 


Gly Leu Gly Ala Ala Trp 


Leu 


Leu 


Ala 


Trp 


Pro 


Gly 


Leu 










1045 






1050 








1055 


Ala 


Leu 


Pro 


Leu 


Val Ala 


Met Ala 


Ala 


Gly Gly Arg Trp Val 


Arg Gin 








1060 




1065 








1070 




Gin Gly Pro 


Arg 


Val Arg 


Arg Gly 


lie 


Ser 


Arg 


Leu 


Trp 


Leu 


Arg 


Val 






1075 




1080 








1085 






Leu Leu Arg Leu Ser Pro Met Ala Phe Arg Ala Leu Gin Gly Cys Gly 




1090 






1095 








1100 








Ala Val Gly Asp Arg Gly Leu Phe Ala Leu Tyr Pro Lys Thr Asn Lys 
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1105 1110 1115 1120 

Asp Gly Phe Arg Ser Arg Leu Pro Val Pro Gly Pro Arg Arg Arg Asn 

1125 1130 1135 

Pro Arg Thr Thr Gin His Pro Leu Ala Leu Leu Ala Arg Val Trp Val 

1140 1145 1150 

Leu Cys Lys Gly Trp Asn Trp Arg Leu Ala Arg Ala Ser Gin Gly Leu 

1155 1160 1165 

Ala Ser His Leu Pro Pro Trp Ala lie His Thr Leu N Ala Ser Trp Gly 

1170 1175 1180 

Leu Leu Arg Gly Glu Arg Pro Thr Arg lie Pro Arg Leu Leu Pro Arg 
1185 1190 1195 1200 

Ser Gin Arg Gin Leu Gly Pro Pro Ala Ser His Gin Pro Leu Pro Gly 

1205 1210 1215 

Thr Leu Ala Gly Arg Arg Ser Arg Thr Arg Gin Ser Arg Ala Leu Pro 
1220 1225 1230 

Pro Trp Arg 
1235 

<210> 2855 

<211> 1676 

<212> DNA 

<213> Homo sapiens 



<400> 2855 

ctgaccacat ctcccaactt catggtgctg 
60 

agtggcagcc ccgagggagc tagaatgacc 
120 

gaggaagcca tctttgacac cctttgcacc 
180 

acaatggaca tattgacatt ggctcacacc 
240 

agcagcgcct cttccgacgg cccccatcca 
300 

agcgcctctt ccgacggccc ccatccagtc 
360 

gcctcttccg acggccccca tccagtcatc 
420 

actctcctcg ctgaagccct ggtgactgtc 
480 

acagaaatag aaacaacgac ttccagcatc 
540 

acggaagggg tgaaggcctc gtccacctcc 
600 

aagcaaaacc acacatcact gaggtcanca 
660 

accacagagt cagctgcacc tgatgccacg 
720 

atagaaagag aagtgacagc acccagggcc 
780 

agcaggaatc ccctggaaga aacctcagcc 
840 

gtctcaggag cagctccggt ctccatagag 
900 



atcgccacct ccgtggagac ctcagccgcc 
acagttcaga ccatcacagg cagtgatccc 
gatgacagct ctgaagaggc aaagacactc 
tccacagaag ctaagggcct gtcctcagag 
gtcatcaccc cgtcacgggc ctcagagagc 
atcaccccgt cacgggcctc agagagcagc 
accccgtcat ggtccccggg atctgatgtc 
acaaacatcg aggttattaa ttgcagcatc 
cctggggcct cagacacaga tctcatcccc 
gatccaccag ctctgcctga ctccnnactg 
gcctctgccg agaccctgtc cacagccggc 
gttgggaccc cactccccac taacagcacc 
acgaccctca gtggagctct ggtcacagtt 
ctctctgttg agacaccaag ttacgtcaaa 
gctgggtcag cagtgggcaa aacaacttcc 
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tttgctggga gctctgcttc ctcctacagc 
960 

ccttcagaga caccgaccat ggacatcgca 
1020 

cctcttcctt ctgtccctcc gactacaacc 
1080 

gccaagatca caacctcagc gaagaccacg 
1140 

gctcggacga ggccgaccac agacgtgagt 
1200 

ggctgagtgt ggcttccccg gaagacctca 
1260 

agcagctcca ccgggaactc cacgcccacg 
1320 

tcaggagagg ctaacggaca tcagctgcag 
1380 

gctgccccta gcctgggccc ccaccgacag 
1440 

cccagaaggt tcccatgaag ggcagcatgt 
1500 

gaccctcgct cacatccacc ggagtgtatg 
1560 

gtgtccttgg actcaccttg gcacatgttc 
1620 

catctgtgtg cttccatcct gcattaaaat 
1676 

<210> 2856 
<211> 401 
<212> PRT 

<213> Homo sapiens 



ccctcggaag ccgccctcaa gaacttcacc 
accaaggggc ccttccccac cagcagggac 
aacagcagcc gagggacgaa cagcacctta 
atgaagcccc caacagccac gcccacgact 
gcaggtgaaa atggaggttc ctcctcctgc 
ctgaccccag agtggcagaa aggctgatgc 
cgcctcactt ccaggtctcc ttactgcgtg 
ccaggcatgt cccgtatgcc aaaagagggt 
actgcagctg cgttactgtg ctgagaggta 
ccaagcccct gaccccagat gtggcaacag 
tgtggggagg ggcttcacct gttcccagag 
tgtgtttcag taaagagaga cctgatcacc 
tcactcagtg tggcccagaa aaaaaa 



<400> 2856 

Leu Thr Thr Ser Pro Asn Phe Met Val Leu He Ala Thr Ser Val Glu 

15 10 15 

Thr Ser Ala Ala Ser Gly Ser Pro Glu Gly Ala Arg Met Thr Thr Val 

20 25 30 

Gin Thr He Thr Gly Ser Asp Pro Glu Glu Ala He Phe Asp Thr Leu 

35 40 45 

Cys Thr Asp Asp Ser Ser Glu Glu Ala Lys Thr Leu Thr Met Asp He 

50 55 60 

Leu Thr Leu Ala His Thr Ser Thr Glu Ala Lys Gly Leu Ser Ser Glu 
65 70 75 80 

Ser Ser Ala Ser Ser Asp Gly Pro His Pro Val He Thr Pro Ser Arg 

85 90 95 

Ala Ser Glu Ser Ser Ala Ser Ser Asp Gly Pro His Pro Val He Thr 

100 105 HO 

Pro Ser Arg Ala Ser Glu Ser Ser Ala Ser Ser Asp Gly Pro His Pro 

115 120 125 

Val He Thr Pro Ser Trp Ser Pro Gly Ser Asp Val Thr Leu Leu Ala 

130 135 140 

Glu Ala Leu Val Thr Val Thr Asn He Glu Val He Asn Cys Ser He 
145 150 155 160 

Thr Glu He Glu Thr Thr Thr Ser Ser He Pro Gly Ala Ser Asp Thr 
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Asp Leu He Pro 
180 

Pro Ala Leu Pro 
195 

Ser Xaa Ala Ser 
210 

Ala Ala Pro Asp 
225 

He Glu Arg Glu 

Leu Val Thr Val 
260 

Val Glu Thr Pro 
275 

He Glu Ala Gly 
290 

Ser Ala Ser Ser 
305 

Pro Ser Glu Thr 

Thr Ser Arg Asp 
340 

Ser Arg Gly Thr 
355 

Thr Thr Met Lys 
370 

Pro Thr Thr Asp 

385 

Gly 



165 

Thr Glu Gly Val 

Asp Ser Xaa Leu 
200 

Ala Glu Thr Leu 
215 

Ala Thr Val Gly 
230 

Val Thr Ala Pro 
245 

Ser Arg Asn Pro 

Ser Tyr Val Lys 
280 

Ser Ala Val Gly 
295 

Tyr Ser Pro Ser 
310 

Pro Thr Met Asp 
325 

Pro Leu Pro Ser 

Asn Ser Thr Leu 
360 

Pro Pro Thr Ala 
375 

Val Ser Ala Gly 
390 



170 

Lys Ala Ser Ser 
185 

Lys Gin Asn His 

Ser Thr Ala Gly 
220 

Thr Pro Leu Pro 
235 

Arg Ala Thr Thr 
250 

Leu Glu Glu Thr 
265 

Val Ser Gly Ala 

Lys Thr Thr Ser 
300 

Glu Ala Ala Leu 

315 

He Ala Thr Lys 
330 

Val Pro Pro Thr 
345 

Ala Lys He Thr 

Thr Pro Thr Thr 
380 

Glu Asn Gly Gly 
395 



175 

Thr Ser Asp Pro 
190 

Thr Ser Leu Arg 
205 

Thr Thr Glu Ser 

Thr Asn Ser Thr 
240 

Leu Ser Gly Ala 
255 

Ser Ala Leu Ser 
270 

Ala Pro Val Ser 
285 

Phe Ala Gly Ser 

Lys Asn Phe Thr 

320 

Gly Pro Phe Pro 
335 

Thr Thr Asn Ser 
350 

Thr Ser Ala Lys 
365 

Ala Arg Thr Arg 

Ser Ser Ser Cys 
400 



<210> 2857 
<211> 1668 
<212> DNA 

<213> Homo sapiens 
<400> 2857 

ctggttggga gttggtaggg tcgcaccggg 
60 

ggctgggcgg gaggaggtga ctcgggtttc 
120 

aggctagcca gagggtaatt acacaggtgt 
180 

ggcgcagggg actggaagag ttggctgcgc 
240 

agccctgcgg aggtgcctct gtttccagag 
300 

gaagcagaag ccgtagaatc agcggcgagc 
360 

agcactctgg gcgaaaattg gatgtgaaaa 
420 

attttgaata tgatgcagag gagttcttgg 
480 



acagcccgga agagttcgtt tggggctggg 

tgtgtaaact tggccgcggt tgccgcagga 

aggccggcgg ggcgggcgga gggctcggga 

ccaggcacca ggtggaagaa tttccatacc 

gcgtttttgt acgaagggca ttttgaaagc 

ctgttgaaag aacccacagg tgcatttcac 

tgaagccaga ccgagatact ctggatgaat 

tctctttggc cttgctgata acagaaggac 
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gaacacctga atgttctgta 
540 

cttgttaccc agtaactacc 
600 

ccagacgaac taggtctgag 
660 

aaatgatgct actaccagac 
720 

atctaaatga tcctgcgatt 
780 

cagttcctcg acagaatggt 
840 

gctcatttgt gtttttttct 
900 

cacgaaatat tctctacaga 
960 

agactccaat tgagcatgtg 
1020 

tcagtggtca atccctggcc 
1080 

actaatattg gcctttatga 
1140 

cataacccaa atgaagcaga 
1200 

caaacttgga ccatggcacc 
1260 

tatactgcag ctgtcaaaaa 
1320 

gggacatctc aagccaatat 
1380 

acatcagtga gaactttaaa 
1440 

agtttctggc agtcagctgg 
1500 

caagaaatca ttgcaagaat 
1560 

gtttctggac gtccatttaa 
1620 

gtttcacaag aaaatgagaa 
1668 



aaaggtcgaa cagaaagctt 
aaacatgaat gtagtgacaa 
gtcacattgt tgtggaagaa 
tgctgctaca gcgatgatgg 
aagcaagatg cattattatt 
gaccgattta ttgaagagaa 
cagttaagtg catggctgag 
atcagtgctg ctgatgtaga 
tttcctgttc ccaatgtttc 
caaacaatct aattatccag 
gaaaagaatt caacaacata 
acaatgtggt acaaacagtt 
tgaaagtgtg ttacatgcaa 
tatcaaacta tatccaggca 
tctaggcttt agtggtatag 
atcattttca atggttgatt 
tgagactaac cctttaatag 
tgctcaacat ttgattcatt 
tactcaagag tctagttcac 
cgtggggaaa aggtaaagaa 



tcattgccct ccagcacagt 
gctggcccag tgccgccaag 
taaccttcca atcatggtgg 
gcccaccaca gagggaattg 
agaaagatgg atcttggagc 
gacgcttctg ttggctgtcc 
tgtttctcat ggtgctattc 
cctacagtgg aatttttcac 
tcacaatgtt gccttgaaag 
ttttgacgtg cagtattcac 
aacttaaaac tcatcagcac 
cacagcgtct gtgtagcaaa 
aaagtggccc aagtccagaa 
ctggcagtaa atctgaccat 
gtgatataaa atcacaagaa 
ccagtatctc taaccgccag 
gctctttaat tcaggagcgg 
gtgatccaag* cacttcacat 
tccattcaaa acttttccgg 
gctttctc 



<210> 2858 

<211> 220 

<212> PRT 

<213> Homo sapiens 



<400> 2858 
Met Lys Pro Asp 
1 

Glu Glu Phe Leu 
20 

Pro Glu Cys Ser 
35 

Ala Gin Ser Cys 



Arg Asp Thr Leu 
5 

Val Ser Leu Ala 

Val Lys Gly Arg 
40 

Tyr Pro Val Thr 



Asp Glu Tyr Phe 
10 

Leu Leu lie Thr 
25 

Thr Glu Ser Phe 
Thr Lys His Glu 



Glu Tyr Asp Ala 
15 

Glu Gly Arg Thr 
30 

His Cys Pro Pro 
45 

Cys Ser Asp Lys 
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50 

Leu Ala Gin Cys 
65 

Leu Trp Lys Asn 

Asp Cys Cys Tyr 
100 

Asn Asp Pro Ala 
115 

Leu Glu Pro Val 
130 

Thr Leu Leu Leu 
145 

Ala Trp Leu Ser 

Arg lie Ser Ala 
180 

Pro He Glu His 
195 

Leu Lys Val Ser 
210 



55 

Arg Gin Ala Arg 
70 

Asn Leu Pro He 
85 

Ser Asp Asp Gly 

He Lys Gin Asp 
120 

Pro Arg Gin Asn 
135 

Ala Val Arg Ser 
150 

Val Ser His Gly 
165 

A2£p\sp Val Asp 

Val Phe Pro Val 
200 

Gly Gin Ser Leu 
215 



60 

Arg Thr Arg Ser 
75 

Met Val Glu Met 
90 

Pro Thr Thr Glu 
105 

Ala Leu Leu Leu 

Gly Asp Arg Phe 
140 

Phe Val Phe Phe 
155 

Ala He Pro Arg 
170 

Leu Gin Trp Asn 
185 

Pro Asn Val Ser 

Ala Gin Thr He 
220 



Glu Val Thr Leu 
80 

Met Leu Leu Pro 
95 

Gly lie Asp Leu 
110 

Glu Arg Trp He 
125 

He Glu Glu Lys 

Ser Gin Leu Ser 
160 

Asn He Leu Tyr 
17 5 

Phe Ser Gin Thr 
190 

His Asn Val Ala 
205 



<210> 2859 

<211> 1029 

<212> DNA 

<213> Homo sapiens 



<400> 2859 

ntgcagaagg aaattgcact 
60 

ccgcctgagt ccaccgccgc 
120 

cacccggcaa tgttccctcg 
180 

gcaggtaccg gcgtcggtag 
240 

cttcagccgc cgccccctgc 
300 

agcctgaacc tcctttcgca 
360 

caaatgaaaa agaaaagtgg 
420 

agtatcagct ctaacaacag 
480 

tctcacacgg aagatctctc 
540 

gacttagggg agcccgaacg 
600 

gagacacctg gggcagtctc 
660 

cttccacaac agaatgttgt 
720 

catcagattc atcatgggca 
780 



cgtctcctcc gcgcccccgg 
ggccgccgcc gctgcagaca 
aaggggcagc ggtagtggca 
taatgccaca tcttccgagg 
agcatcttct acgtcgggac 
ggctcagctg caggcacagc 
cttccagata actagcgtta 
tatagcagag gacactgaga 
ttcttcggag atccttgatg 
cagctcctca gaagagaccc 
tcccaaccag ccccaccttc 
gatcaatggg aatgctcatc 
ccacctccaa catggtcacc 



gacccaacac aatgcaccag 
ttagcgctag gaagatggcg 
gcgcctctgc tctcaatgca 
attttccgcc tccgtcgctg 
cacagcctcc gcctccacaa 
ctcttgcgcc aggcggaact 
ctcctgctca gatctccgct 
gctatgatga tctggatgaa 
tgtcactttc cagggctact 
taaataactt ccaggaagcc 
ctcagcctca tttgcctcac 
cacaccacct ccatcaccac 
accatccatc tcatgttgct 
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gtggccagtg catccattac tggtgggcca ccctcaagcc cagtatctag aaaactctct 
840 

acaactggaa gctctgacag tatcacacca gttgcaccaa cttctgctgt atcatccagt 
900 

ggttcacctg catctgtaat gactaatatg cgtgctccaa gtactacagg tggaataggt 
960 

ataaattctg ttactggcac tagtacagta aataatgtta acattactgc tgtgggtagt 
1020 

tttaattcc 
1029 

<210> 2860 
<211> 343 
<212> PRT 

<213> Homo sapiens 
<400> 2860 

Xaa Gin Lys Glu lie Ala Leu Val Ser Ser Ala Pro Pro Gly Pro Asn 

15 10 15 

Thr Met His Gin Pro Pro Glu Ser Thr Ala Ala Ala Ala Ala Ala Ala 

20 25 30 

Asp He Ser Ala Arg Lys Met Ala His Pro Ala Met Phe Pro Arg Arg 

35 40 45 

Gly Ser Gly Ser Gly Ser Ala Ser Ala Leu Asn Ala Ala Gly Thr Gly 

50 55 60 

Val Gly Ser Asn Ala Thr Ser Ser Glu Asp Phe Pro Pro Pro Ser Leu 
. 65 70 75 80 

Leu Gin Pro Pro Pro Pro Ala Ala Ser Ser Thr Ser Gly Pro Gin Pro 

85 90 95 

Pro Pro Pro Gin Ser Leu Asn Leu Leu Ser Gin Ala Gin Leu Gin Ala 

100 105 110 

Gin Pro Leu Ala Pro Gly Gly Thr Gin Met Lys Lys Lys Ser Gly Phe 

115 120 125 

Gin He Thr Ser Val Thr Pro Ala Gin He Ser Ala Ser He Ser Ser 

130 135 140 

Asn Asn Ser He Ala Glu Asp Thr Glu Ser Tyr Asp Asp Leu Asp Glu 
145 150 155 160 

Ser His Thr Glu Asp Leu Ser Ser Ser Glu He Leu Asp Val Ser Leu 

165 170 175 

Ser Arg Ala Thr Asp Leu Gly Glu Pro Glu Arg Ser Ser Ser Glu Glu 

180 185 190 

Thr Leu Asn Asn Phe Gin Glu Ala Glu Thr Pro Gly Ala Val Ser Pro 

195 200 205 

Asn Gin Pro His Leu Pro Gin Pro His Leu Pro His Leu Pro Gin Gin 

210 215 220 

Asn Val Val He Asn Gly Asn Ala His Pro His His Leu His His His 
225 230 235 240 

His Gin He His His Gly His His Leu Gin His Gly His His His Pro 

245 250 255 

Ser His Val Ala Val Ala Ser Ala Ser He Thr Gly Gly Pro Pro Ser 

260 265 270 

Ser Pro Val Ser Arg Lys Leu Ser Thr Thr Gly Ser Ser Asp Ser He 

275 280 285 

Thr Pro Val Ala Pro Thr Ser Ala Val Ser Ser Ser Gly Ser Pro Ala 
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290 295 300 

Ser Val Met Thr Asn Met Arg Ala Pro Ser Thr Thr Gly Gly lie Gly 
305 310 315 320 

He Asn Ser Val Thr Gly Thr Ser Thr Val Asn Asn Val Asn He Thr 

325 330 335 

Ala Val Gly Ser Phe Asn Ser 
340 

<210> 2861 
<211> 756 
<212> DNA 

<213> Homo sapiens 



<400> 2861 

gctagctcta gctctgcacc agcccaagaa 
60 

gacctttctt tccattcacc ttcactggat 
120 

aatgggaaca agggccctcc agttggctca 
180 

ccaggactga gagaagaaaa attagcaagt 
240 

aaaaaactag attctactca gactacacat 
300 

ccagtaccaa agaaacccca ggatttagct 
360 

ggttcttcca ttcagaaccc taaagtttct 
420 

caaggacttc agaggtcaag ccagattcac 
480 

tcttcttccc aagcccaaat tgctgcctct 
540 

gatgcttctt cgttaacaca agtaacaaag 
600 

tatgtgtctc cattacaggc caccatcagt 
660 

agtaataatc cccaactctc ctgttcctcc 
720 

atgtaccgcc ttcccttatc tacccccttc 
756 



accatctgcc tcgacgactc actagatgaa 
cttgtttctg aagctttagc ggttatcaac 
aggataagca tgccaaccac aaagcctcgt 
atcatgagta agctgccact agctactccc 
tcttcaagtc ttattgctgg tcacacaggg 
catactggca tctcttcagg ccttattgct 
ttagaacctt tgccagccag gctacttcaa 
acttcttcct cttcacagac ccatgtctcc 
tctcatgctc tgggaacatc cgaggcccaa 
gtgcaccagc attcagctgt ccagcagaac 
aaatcccaga ccaaccccgt cgtgaagtta 
tcacttatta agacttcaga taagccactt 
acgcgt 



<210> 2862 

<211> 252 

<212> PRT 

<213> Homo sapiens 



<400> 2862 

Ala Ser Ser Ser Ser Ala Pro Ala 
1 5 
■ Ser Leu Asp Glu Asp Leu Ser Phe 
20 

Ser Glu Ala Leu Ala Val He Asn 

35 40 
Gly Ser Arg He Ser Met Pro Thr 



Gin Glu Thr He Cys Leu Asp Asp 

10 15 

His Ser Pro Ser Leu Asp Leu Val 
25 30 

Asn Gly Asn Lys Gly Pro Pro Val 
45 

Thr Lys Pro Arg Pro Gly Leu Arg 
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50 

Glu Glu Lys Leu 
65 

Lys Lys Leu Asp 

Gly His Thr Gly 
100 

Gly lie Ser Ser 
115 

Val Ser Leu Glu 
130 

Arg Ser Ser Gin 
145 

Ser Ser Ser Gin 

Ser Glu Ala Gin 
180 

Gin His Ser Ala 
195 

lie Ser Lys Ser 
210 

Gin Leu Ser Cys 
225 

Met Tyr Arg Leu 



55 

Ala Ser lie Met 
70 

Ser Thr Gin Thr 
85 

Pro Val Pro Lys 

Gly Leu lie Ala 
120 

Pro Leu Pro Ala 
135 

lie His Thr Ser 
150 

Ala Gin He Ala 
165 

Asp Ala Ser Ser 

Val Gin Gin Asn 
200 

Gin Thr Asn Pro 
215 

Ser Ser Ser Leu 
230 

Pro Leu Ser Thr 
245 



60 

Ser Lys Leu Pro 
75 

Thr His Ser Ser 
90 

Lys Pro Gin Asp 
105 

Gly Ser Ser He 

Arg Leu Leu Gin 
140 

Ser Ser Ser Gin 
155 

Ala Ser Ser His 
170 

Leu Thr Gin Val 
185 

Tyr Val Ser Pro 

Val Val Lys Leu 
220 

He Lys Thr Ser 
235 

Pro Phe Thr Arg 
250 



Leu Ala Thr Pro 
80 

Ser Leu He Ala 
95 

Leu Ala His Thr 
110 

Gin Asn Pro Lys 
125 

Gin Gly Leu Gin 

Thr His Val Ser 
160 

Ala Leu Gly Thr 
175 

Thr Lys Val His 
190 

Leu Gin Ala Thr 
205 

Ser Asn Asn Pro 

Asp Lys Pro Leu 
240 



<210> 2863 
<211> 711 
<212> DNA 

<213> Homo sapiens 
<400> 2863 

naccgacgtc gaatatccat gcagcgcgct 
60 

gcgccgagcg gtggcgtcgt tgtcgccccc 
120 

gccgtgcccg gaatcccagt cagaagttcc 
180 

gcaccaactc aactgttttt tcctctcatc 
240 

actgcatgtt actgccacca caaacatctc 
300 

cgactgagat acacacctca tccagcatat 
360 

tggcagtaca cccaaggaag gagatatgct 
420 

ccacaagtca atagcatcct taaagctaat 
480 

ggcaaaaatg tcagttctat ccttggattt 
540 

attgaggacc ggagaagtgc agcaacctgc 
600 

tttgatggcc atgcaggttg tgcttgttcc 
660 



ccgggagctg cacggngctg cgtggaaaga 
tcctcgtcgg gaagaatcgt ttggtctcct 
agcctgccac tgttctctga tgccatgcca 
cgtaactgtg aactgagcag gatctatggc 
tgttgttcct catcgtacat tcctcagagt 
gctacctttt gcaggccaaa ggagaactgg 
tccacaccac agaaatttta cctcacacct 
gaatacagtt tcaaagtgcc agaatttgac 
gacagcaatc agctgcctgc aaatgcaccc 
ttgcagacca gagggatgct tttgggggtt 
caggcagtca gtgaaagact cttttattat 
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attgctgtct ctttgttacc ccatgagact ttgctagaga ttgaaaatgc a 

711 



<210> 2864 

<211> 237 

<212> PRT 

<213> Homo sapiens 



<400> 2864 
Xaa Arg Arg Arg 
1 

Cys Val Glu Arg 
20 

Ser Gly Arg He 
35 

Ser Ser Ser Leu 
50 

Leu Phe Phe Pro 
65 

Thr Ala Cys Tyr 

He Pro Gin Ser 
100 

Phe Cys Arg Pro 
115 

Tyr Ala Ser Thr 
130 

Ser He Leu Lys 
145 

Gly Lys Asn Val 

Ala Asn Ala Pro 
180 

Thr Arg Gly Met 
195 

Cys Ser Gin Ala 
210 

Leu Leu Pro His 
225 



He Ser Met Gin 
5 

Ala Pro Ser Gly 

Val Trp Ser Pro 
40 

Pro Leu Phe Ser 
55 

Leu He Arg Asn 
70 

Cys His His Lys 
85 

Arg Leu Arg Tyr 

Lys Glu Asn Trp 
120 

Pro Gin Lys Phe 
135 

Ala Asn Glu Tyr 
150 

Ser Ser He Leu 
165 

He Glu Asp Arg 

Leu Leu Gly Val 
200 

Val Ser Glu Arg 
215 

Glu Thr Leu Leu 
230 



Arg Ala Pro Gly 
10 

Gly Val Val Val 
25 

Ala Val Pro Gly 

Asp Ala Met Pro 
60 

Cys Glu Leu Ser 
75 

His Leu Cys Cys 
90 

Thr Pro His Pro 
105 

Trp Gin Tyr Thr 

Tyr Leu Thr Pro 
140 

Ser Phe Lys Val 
155 

Gly Phe Asp Ser 
170 

Arg Ser Ala Ala 
185 

Phe Asp Gly His 

Leu Phe Tyr Tyr 
220 

Glu He Glu Asn 
235 



Ala Ala Arg Xaa 
15 

Ala Pro Ser Ser 
30 

He Pro Val Arg 
45 

Ala Pro Thr Gin 

Arg He Tyr Gly 
80 

Ser Ser Ser Tyr 
95 

Ala Tyr Ala Thr 
110 

Gin Gly Arg Arg 
125 

Pro Gin Val Asn 

Pro Glu Phe Asp 
160 

Asn Gin Leu Pro 
175 

Thr Cys Leu Gin 
190 

Ala Gly Cys Ala 
205 

He Ala Val Ser 
Ala 



<210> 2865 

<211> 585 

<212> DNA 

<213> Homo sapiens 



<400> 2865 

nggatccttc caaggtatcc aggtaaccgc 
60 

agaagtagta gaagacaaag acagttcttt 
120 

ctgcagtgta aagttttgat atgtgatagc 
180 

tgtgtctcca gaagcaaacg agacatttct 
240 



cacagtttgg aatagagatg ttaggagaga 
aaattcttga gaagtatgag ctctgtgtat 
agtgaccacc agtctcgctg caatcaaggt 
tcatataaat ggaaaacaga ttccatcata 
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ggacccattc gtctgaaaag ggatcgaagt gcaagtggca attcaggatt tcagcatgaa 
300 

acacatgcgg aagaaactcc aaaccagcct ttcaacagtg tgcatctgtt ttccttcatg 
360 

gttctagctc tgaatgtggt gactgtagcg acaatcacag tgaggcattt tgtaaatcaa 
420 

cgggcagact acaaatacca gaagctgcag aactattaac taacaggtcc aaccctaagt 
480 

gagacatgtt tctccaggat gccaaaggaa atgctacctc gtggctacac atattatgaa 
540 

taaatgagga agggcctgaa agtggcacac aggcctgcaa aaaaa 
585 

<210> 2866 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 2866 



Glu Arg 


Arg 


Ser 


Ser 


Arg 


Arg 


Gin 


Arg 


Gin 


Phe 


Phe 


Lys 


Phe 


Leu 


Arg 


1 






5 










10 










15 




Ser Met 


Ser 


Ser 


Val 


Tyr 


Leu 


Gin 


Cys 


Lys 


Val 


Leu 


He 


Cys 


Asp 


Ser 






20 










25 










30 






Ser Asp 


His 


Gin 


Ser 


Arg 


Cys 


Asn 


Gin 


Gly 


Cys 


Val 


Ser 


Arg 


Ser 


Lys 




35 










40 










45 








Arg Asp 


lie 


Ser 


Ser 


Tyr 


Lys 


Trp 


Lys 


Thr 


Asp 


Ser 


He 


He 


Gly 


Pro 


50 










55 










60 










lie Arg 


Leu 


Lys 


Arg 


Asp 


Arg 


Ser 


Ala 


Ser 


Gly 


Asn 


Ser 


Gly 


Phe 


Gin 


65 








70 










75 










80 


His Glu 


Thr 


His 


Ala 


Glu 


Glu 


Thr 


Pro 


Asn 


Gin 


Pro 


Phe 


Asn 


Ser 


Val 








85 










90 










95 




His Leu 


Phe 


Ser 


Phe 


Met 


Val 


Leu 


Ala 


Leu 


Asn 


Val 


Val 


Thr 


Val 


Ala 






100 










105 










110 






Thr lie 


Thr 


Val 


Arg 


His 


Phe 


Val 


Asn 


Gin 


Arg 


Ala 


Asp 


Tyr 


Lys 


Tyr 




115 










120 










125 








Gin Lys 


Leu 


Gin 


Asn 


Tyr 























130 



<210> 2867 
<211> 444 
<212> DNA 

<213> Homo sapiens 
<400> 2867 

atgctgttca gcctcaagta cctgggcatg acgctagtgg agcagcccaa gggtgaggag 
60 

ctgtcggccg ccgccatcaa gaggatcgtg gctacagcta aggccagtgg gaagaagctg 
120 

cagaaggtga ctctgaaggt gtcgccacgg ggaattatcc ttcatccagg ccatcatcca 
180 

gctcccagac aacactgctg ccactcaagg cttgtggccg cggcacctcg tccatgttgg 
240 

tggtgttggc gctgaccgtg gacagcgggg ccttagccgt ctcctctaag tccagcaggt 
300 
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tcccagtggc gaccaagctc ttcaaggggg gggtgcagtc ttggcgggcc cccaggacgt 
360 

cccctccctc ttggctggct ttgtccctct tctctttctc ttccttggac acctgccaaa 
420 

actcaaaggc gactttgaag gcct 
444 

<210> 2868 
<211> 84 

<212> PRT 1 
<213> Homo sapiens 

<400> 2868 

Met Leu Phe Ser Leu Lys Tyr Leu Gly Met Thr Leu Val Glu Gin Pro 

1 5 10 15 

Lys Gly Glu Glu Le^Ser Ala Ala Ala lie Lys Arg lie Val Ala Thr 

20 25 30 

Ala Lys Ala Ser Gly Lys Lys Leu Gin Lys Val Thr Leu Lys Val Ser 

35 40 45 

Pro Arg Gly lie lie Leu His Pro Gly His His Pro Ala Pro Arg Gin 

50 55 60 

His Cys Cys His Ser Arg Leu Val Ala Ala Ala Pro Arg Pro Cys Trp 
65 70 75 80 

Trp Cys Trp Arg 



<210> 2869 
<211> 5811 
<212> DNA 

<213> Homo sapiens 
<400> 2869 

ntcacatcac catgacaacc ccctgccctt tctccattcc tacagcccaa ctatggaaac 
60 

cagcaatatg gaccaaacag ccagttcccc acccagccag gccagtaccc tacccccaac 
120 

cccccaaggc cactcacctc ccccaactac ccaggacaaa ggatgcccag ccaacccagc 
180 

tccggacagt acccaccccc cacagtcaac atggggcagt attacaagcc agaacagttt 
240 

aatggacaaa ataacacgtt ctcgggaagc agctacagta actacagcca agggaatgtc 
300 

aacaggcctc ccaggccggt tcctgtggca aattaccccc actcacctgt tccagggaac 
360 

cccacacccc ccatgacccc tgggagcagc atccctccat acctgtcccc cagccaagac 
420 

gtcaaaccac ccttcccgcc tgacatcaag ccaaatatga gcgctctgcc accaccccca 
480 

gccaaccaca atgacgagct gcggctcaca ttccctgtgc gggatggcgt ggtgctggag 
540 

cccttccgcc tggagcacaa cctggctgta agcaaccatg tgttccagct gcgagactca 
600 

gtctacaaga ccctgataat gaggcctgac ctggagctgc aattcaagtg ctaccaccac 
660 
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gaggaccggc agatgaacac caactggccc 
720 

ccgctcacca tcgagcgcgg cgacaacaag 
780 

gtgtgccagc caggccgcaa caccatccag 
840 

ctcttcgtgc tgcagctagt gcaccggccc 
900 

aagaagcgcc tcctgcccgc agagcactgt 
960 

gtggctgcct cctcgggcaa cacgaccctc 
1020 

atcaaggtgt ctctgaagtg ccccatcaca 
1080 

cacgattgca agcatgtgca gtgctttgat 
1140 

agagggacct ggaggtgtcc tgtgtgcaat 
1200 

gatcagtaca tgtggggaat cctgaatgcc 
1260 

atcgatccca cgtgcagctg gcggccggtg 
1320 

gaccctgatg gcatcccctc caagcggttc 
1380 

cccaatgtca tggagatgat cgcagccctg 
1440 

cctcccccag ggggcaccaa ctccaacgac 
1500 

catggcaact ttgacttccc ccacgggaac 
1560 

cacgggcccc cccagctctc ccaccccccg 
1620 

aaacccctca gccaccccat gcaggaaact 
1680 

cacccctcca tacaacaagg tttgcacgta 

1740 

ttacatcaca gtggggctcc tcctcctcct 
1800 

gccgctccca gcagccatcc acacagcgac 
1860 

ggtcaggccg gagcgcaggg agcgtccgac 
1920 

gaactcacaa atcctgacga gctcctgtct 
1980 

agtaacgatg acctcctgtc tctatttgag 
2040 

ccctccacac tctgcatcct accccaccta 
2100 

gccctcagac cgccccgcac cagagccacg 
2160 

cagccctctc agaacagagg ggtagggagg 
2220 

gtctggagcc cacgtcccac ctccacaccc 
2280 



gcctcggtgc aggtcagcgt gaacgccacg 
acctcccaca agcccctgca cctgaagcac 
atcaccgtca cggcctgctg ctgctcccac 
tccgtccgct ctgtgctgca aggactcctc 
atcacgaaaa tcaagcggaa tttcagcagc 
aacggggagg atggggtgga gcagacggcc 
ttccggcgca tccagctgcc tgctcgagga 
ctggagtcat acctgcagct gaattgcgag 
aaaaccgctc tgctggaggg cctggaggtg 
atccaacact ccgagtttga agaggtcacc 
cccatcaagt cggacttaca catcaaggat 
aagaccatga gtcccagcca gatgatcatg 
ggccccggcc cgtcccccta tcccctcccg 
tacagcagcc aaggcaacaa ctaccaaggc 
cctggaggga catccatgaa tgacttcatg 
gacatgccca acaacatggc cgccctcgag 
atgccacacg ctggcagctc tgaccagccc 
ccacacccca gcagccagtc agggcctcca 
ccttcccagc ctccccggca gccgccacag 
ctgaccttta acccctcctc agccttagag 
atgccggagc cttcgctgga tctccttccc 
tatctggacc cccccgacct gccgagcaat 
aacaactgag ggccacccgg tcggggccat 
cccaacacac ttttccacct gggagcctgt 
ggctgtgggg cggggagccc tcccccgctg 
gtgcaccagt gcaccaggaa ggctgtgtgg 
ttggcttggg cccatgccca gcgcaggcct 
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gaagaccacc ctcccgagag 
2340 

cggtccctcc gcgtgtgccg 
2400 

ttctagactg taaccctgcc 
2460 

gagcctgaga aggcccccgg 
2520 

ttggtggcag tgagaccagc 
2580 

ggaaagacaa cgtctctcgg 
2640 

agatacccca taaacacact 
2700 

ggggtctgcc attcctgctt 
2760 

aggacgtccc tgaggctcca 
2820 

gagcaggtgt acacccaacc 
2880 

cctgtcagaa gcaaacagga 
2940 

aacagcaaca atttaaagct 
3000 

caagcaaacc atttctctcc 
3060 

tccaagactt ccgtgggaca 
3120 

ggcaagggca gtgcgtggaa 
3180 

gtctgtccag cccctccctc 
3240 

catggacatg tgcaccagta 
3300 

gcctgcccca gacactgccc 
3360 

caatctcacc caaactcctg 
3420 

ctttgctcca tctggcttac 
3480 

tttgtttcag gctggtctgt 
3540 

ccgtcactgg ggtcccatct 
3600 

tttcctgctc tcccgtccgc 
3660 

aaggtggccc cagctgttga 
3720 

gaaagctgcc attgccccgg 
3780 

atagcgtgtt gttcagtatg 
3840 

gtgaatattt tagtatcgtc 
3900 



gaaccagccc ggtaagaggg 
attccagatg accttccagt 
tccctgcttc ctggtccaga 
gccccagcat gggccccgag 
ccacccacca ccacccacca 
gggccagggg tcatcggttt 
cagaaagcag agaaaaagga 
ggggactggt ggggaagagg 
cctccaagct cagacagggc 
aaagtgattg tgcccttggt 
gcggcaactt ctaactttgc 
atgaagtcac ctggagaaaa 
gtctgttctg tttttctcct 
cccacttccc tctgtcctag 
aggccgggga ggtgcagaaa 
tgtccctgtg ctccaagctg 
tgtacctgca ggcatggggg 
ttggctgcca gcctaccctg 
ctcactcaag caaaagcagc 
cactctccag ggcctcctgg 
gccccgtgag ccacatggcc 
gtaaattctt tgcgcccttc 
tgtgggtggt ccccagcact 
cttccagtca ctgtcccaga 
ccccttttct tcctttgtcc 
caaatcaatt attttaagaa 
tttgataata ttcaacattt 



cacacgctga tgcggcttcc 
gtccccaagg ttcttccatc 
gcctccctcc agtgactgtg 
ccttggagga gcactggcag 
cagaaaagca caaacctctg 
gacccctgac ctataagcca 
caagagtctg tgtttgagag 
gccaggacat cttctgagcc 
ccaggcttgg ggaacagaga 
tggggggcgc gggcatataa 
tccaagccac tctcttttta 
ggaacgttgc tcttggacag 
agtccctctc ctgccacctc 
ttctctttgt ccaatcagat 
ccagagccca gggcaatggt 
cccccggctg cagcccaggc 
ggaggggggc gtgtttctgg 
cctgcactcc tccaccatca 
ctctggcctt ccctccaccg 
ggagcctgtc ctgtgttcac 
tagggtgatS ccaggttgtc 
ccggctgctg cctggggccc 
cctctgtggg ttttaccgga 
cggcacaagg ttttctgtag 
cgttgtcgag gttttttcaa 
tcgcttttgt aaatatcttt 
tcatgacctg gttatagcct 
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ttgctggtgt 
3960 

acaaaaacaa 
4020 

ggctgtgctg 
4080 

tggcagggac 
4140 

ggcaagtggc 
4200 

atgccttcct 
4260 

ttcattctgg 
4320 

ccagtgcgga 
4380 

ctctgggctc 
4440 

caagctcggc 
4500 

tgcagtctgg 
4560 ' 

gtgcagaggc 
4620 

cccataaaca 
4680 

tacttggagc 
4740 

caagcatcca 
4800 

ccagcaggca 
4860 

ctttatccat 
4920 

tctccctaat 
4980 

ggcctgaccc 
5040 

atgtaaatga 
5100 

gtttttattt 
5160 

aaaactagat 
5220 

tgtaatatac 
5280 

tgtactattt 
5340 

aataatgaaa 
5400 

atttttgata 
5460 

cagcctgaag 
5520 



ttttaaaata 
aaaaagcaac 
ggagttggaa 
aagccaacgc 
cacgccctgt 
taggagttct 
ttcttatcag 
gagtcgagat 
agcacctgag 
ccagagctcc 
agacaagctc 
atccggggcg 
gagatggtcc 
cataagtaac 
cccggcccac 
ggcgggaagg 
gtatcatgtt 
ggaagccctg 
gtccacacag 
gaaatagaga 
tgcgaaacaa 
cctgttggtt 
tctgaccctg 
agcttcagtg 
agaaacgggg 
tcatgatcac 
taactcccac 



cctggactca 
cagggctatt 
gaccgggcag 
caggtagcat 
gtcagaccat 
tgcttcttgc 
ggtgtgtcca 
gctccctgca 
gcgggtttcc 
ccttccggct 
ttccggagtg 
ggagcaagcc 
tgaactctgg 
ctcagcaaaa 
aggcatgttt 
gccaagtaca 
ccgtgtagcc 
atcccccaga 
ggccgtgtca 
cgtgtcaaca 
aacaaaacaa 
atagcatttg 
agtggaaagg 
tactagtcct 
atttcagaag 
aggtgattca 
agaaaccatc 



atgacaaaga 
tgtacagttg 
cccgctattt 
gtggccaccc 
ctgggaatta 
gttgatactt 
cactctgctc 
gcccaggccc 
tgggtcccct 
ggctctgaac 
ctctgggagc 
ccaggttgtg 
agagatcctt 
acgaggcctc 
ctgccgccac 
ggcaatcacc 
attttatttt 
gagctacagg 
acagcagcga 
gatgcattca 
aaaaaaaagc 
tgagttctcc 
ggtttttgtt 
gccacctgtg 
aaaattgtaa 
cacgtacaca 
atcgtctttg 



ccgagtcttc 
aaggggtgaa 
agagccatcc 
ttgcccagtg 
agctccagac 
tgccccagaa 
acaggtggat 
cgggcacctc 
ctccagcaag 
cgtgcgtggt 
caggccaggg 
acaggtgcag 
ccctgatcct 
tgcaagccac 
tccgcaagat 
cccatcttct 
ttaagaaact 
tctgctcccg 
ctcaagggac 
tttctcttgg 
ttggaactcc 
acgtctgtct 
ctgtttttat 
tatttttagg 
ccaaattcat 
cataaacaca 
tacatcgtat 



ttttttttaa 
cagaatgggc 
ctcagtcagc 
tctgtggcct 
agacttacag 
aggcctggga 
ccacggcttt 
ctgcaaccat 
cctccaccag 
gcctacagcc 
tgtgagggag 
gtagacaacg 
ttcggacgac 
ttttccatgc 
ggacagggag 
tggtttgaag 
gctaatactt 
acgggcctcg 
gtgtgtacat 
aatgtgtatt 
atcacgtgga 
ctctcgctca 
tttacctaca 
gtgctatgga 
actttgtata 
cccaccagtg 
gtacaatgca 
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atcatttcat actttaaact ggtcaaaaaa ctaattgtga tttctagtct tgcaaagctg 
5580 

tatgtagtta gatgatgtga caacctctaa tatttatcta ataaatatgt attcagatga 
5640 

aacctgtata ttaggtgttc atgtggttat tttgtattta aagatcaaat tatttgacta 
5700 

ttgctagaca tttctatact ctgttgtaac actgaggtat ctcatttgcc catgttaatt 
5760 

tttttctaaa taaattgaca aaaacaaaaa aaaaaaaaaa aagggcggcc g 
5811 

<210> 2870 
<211> 258 
<212> PRT 

<213> Homo sapiens 
<400> 2870 

Glu Phe Glu Glu Val Thr lie Asp Pro Thr Cys Ser Trp Arg Pro Val 

15 10 15 

Pro lie Lys Ser Asp Leu His lie Lys Asp Asp Pro Asp Gly lie Pro 

20 25 30 

Ser Lys Arg Phe Lys Thr Met Ser Pro Ser Gin Met lie Met Pro Asn 

35 40 45 

Val Met Glu Met lie Ala Ala Leu Gly Pro Gly Pro Ser Pro Tyr Pro 

50 55 60 

Leu Pro Pro Pro Pro Gly Gly Thr Asn Ser Asn Asp Tyr Ser Ser Gin 
65 70 75 80 

Gly Asn Asn Tyr Gin Gly His Gly Asn Phe Asp Phe Pro His Gly Asn 

85 90 95 

Pro Gly Gly Thr Ser Met Asn Asp Phe Met His Gly Pro Pro Gin Leu 

100 105 110 

Ser His Pro Pro Asp Met Pro Asn Asn Met Ala Ala Leu Glu Lys Pro 

115 120 125 

Leu Ser His Pro Met Gin Glu Thr Met Pro His Ala Gly Ser Ser Asp 

130 135 140 

Gin Pro His Pro Ser lie Gin Gin Gly Leu His Val Pro His Pro Ser 
145 150 155 160 

Ser Gin Ser Gly Pro Pro Leu His His Ser Gly Ala Pro Pro Pro Pro 

165 170 175 

Pro Ser Gin Pro Pro Arg Gin Pro Pro Gin Ala Ala Pro Ser Ser His 

180 185 190 

Pro His Ser Asp Leu Thr Phe Asn Pro Ser Ser Ala Leu Glu Gly Gin 

195 200 205 

Ala Gly Ala Gin Gly Ala Ser Asp Met Pro Glu Pro Ser Leu Asp Leu 

210 215 220 

Leu Pro Glu Leu Thr Asn Pro Asp Glu Leu Leu Ser Tyr Leu Asp Pro 
225 230 235 240 

Pro Asp Leu Pro Ser Asn Ser Asn Asp Asp Leu Leu Ser Leu Phe Glu 
245 250 255 

Asn Asn 



<210> 2871 
<211> 786 



2107 



WO 00/58473 



PCT/US00/08621 



<212> DNA 

<213> Homo sapiens 
<400> 2871 

ggtaccatga cccgttgcag ccatcagcag tctccctatc agcttctgtt tggggaaccc 
60 

tacatctttg aagaacttct gggcttgaag atccgcatct ctccagatgc ctttttccag 
120 

attaacactg ctggtgcaga gatgctgtat tggactgtag gggagctgac tggagtgaac 
180 

tctgacacca tccttcttga catctgctgt ggaactggtg tgattggcct ccctctggct 
240 

cagcatacat ctcgggtcct tgggattgaa ttgttggagc aggcagtgga ggatgcaaga 
300ccttcaatgg catcaccaac tctgaatttc atactggtca agcagagaag 360 
attttgccag ggctgctaaa gtcaaaggaa gatggacagt caattgttgc tgtggtgaac 
420 

ccagcccgtg ccggactgcg taaggatgaa cagctatttt gatgttccca gtattgtcca 

480 

tcaactttgg ttcttctttt ccacaccatg ctacgggtgc tcccagtggg ctggctctga 
540 

acctgtttcc cctctatttc taatcaatcc tgagttctgg tcagttggaa gtttgtgata 
600 

acagagacca tggtagttaa ttatactaat agcaaggtgt ttcttccttc agattacaag 
660 

gtgattcaag ccattcgaaa cttcagggcc atccacacgc tagtttttgt ttcctgcaag 
720 

ctccatggtg aatccactag gaatgtcatt gagctgtgct gtcctccaga ccctgccctg 
780 

gcgcgc 
786 

<210> 2872 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 2872 

Gly Thr Met Thr Arg Cys Ser His Gin Gin Ser Pro Tyr Gin Leu Leu 

15 10 15 

Phe Gly Glu Pro Tyr lie Phe Glu Glu Leu Leu Gly Leu Lys lie Arg 

20 25 30 

He Ser Pro Asp Ala Phe Phe Gin He Asn Thr Ala Gly Ala Glu Met 

35 40 45 

Leu Tyr Trp Thr Val Gly Glu Leu Thr Gly Val Asn Ser Asp Thr He 

50 55 60 

Leu Leu Asp He Cys Cys Gly Thr Gly Val He Gly Leu Pro Leu Ala 
65 70 75 80 

Gin His Thr Ser Arg Val Leu Gly He Glu Leu Leu Glu Gin Ala Val 

85 90 95 

Glu Asp Ala Arg Trp Thr Ala Ala Phe Asn Gly He Thr Asn Ser Glu 

100 105 HO 

Phe His Thr Gly Gin Ala Glu Lys He Leu Pro Gly Leu Leu Lys Ser 

115 120 125 

Lys Glu Asp Gly Gin Ser He Val Ala Val Val Asn Pro Ala Arg Ala 
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130 135 140 

Gly Leu Arg Lys Asp Glu Gin Leu Phe 
145 150 

<210> 2873 

<211> 1187 

<212> DNA 

<213> Homo sapiens 

<400> 2873 

ncggactgga tcggccagag ttactccgag gtgatgagcc tcaacgagca ctccatgcag 
60 

gcgctgtcct ggcgcaagct ctacttgagc cgcgccaagc ttaaagcctc cagccggacc 
120 

tcggctctgc tctccggctt cgccatggtg gcaatggtgg aggtgcagct ggacgctgac 
180 

cacgactacc caccggggct gctcatcgcc ttcagtgcct gcaccacagt gctggtggct 
240 

gggcacctgt ttgcgctcat gatcagcacc tgcatcctgc ccaacatcga ggcggtgagc 
300 

aactgcacaa tctcaactcg gaaggagtcc ccccatgagc gcatgcaccg ccacatcgag 
360 

ctggcctggg ccttctccac cgtcatcggc acgctgctct tcctagctga ggtggtgctg 
420 

ctctgctggg tcaagttctt gcccctcaag aagcagccag gccagccaag gcccaccagc 
480 

aagccccccg ccagtggcgc agcagccaac gtcagcacca gcggcatcac cccgggccag 
540 

gcagctgcca tcgcctcgac caccatcatg gtgcccttcg gcctgatctt tatcgtcttc 
600 

gccgtccact tctaccgctc actggttagc cataagactg accgacagtt ccaggagctc 
660 

aacgagctgg cggagtttgc ccgcttacag gaccagctgg accacagagg ggaccacccc 
720 

ctgacgcccg gcagccacta tgcctaggcc catgtggtct gggcccttcc agtgctttgg 
780 

ccttacgccc ttccccttga ccttgtcctg ccccagcctc acggacagcc tgcgcagggg 
840 

gctgggcttc agcaaggggc agagcgtgga gggaagagga tttttataag agaaatttct 
900 

gcactttgaa actgtcctct aagagaataa gcatttcctg ttcttccagc tccaggtcca 
960 

cctcctgttg ggaggcggtg gggggccaaa gtggggccac acactcgctg tgtcccctct 
1020 

cctcccctgt gccagtgcca cctgggtgcc tcctcctgtc ctgtccgtct caacctccct 
1080 . 

cccgtccagc attgagtgtg tacatgtgtg tgtgacacat aaatatactc ataaggacac 
1140 

ctccaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
1187 

<210> 2874 
<211> 248 
<212> PRT 
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<213> Homo sapiens 
<400> 2874 

Xaa Asp Trp lie Gly Gin Ser Tyr Ser Glu Val Met Ser Leu Asn Glu 

15 10 15 

His Ser Met Gin Ala Leu Ser Trp Arg Lys Leu Tyr Leu Ser Arg Ala 

20 25 30 

Lys Leu Lys Ala Ser Ser Arg Thr Ser Ala Leu Leu Ser Gly Phe Ala 

35 40 45 

Met Val Ala Met Val Glu Val Gin Leu Asp Ala Asp His Asp Tyr Pro 

50 55 60 

Pro Gly Leu Leu lie Ala Phe Ser Ala Cys Thr Thr Val Leu Val Ala 
65 70 75 80 

Gly His Leu Phe Ala Leu Met He Ser Thr Cys He Leu Pro Asn He 

85 90 95 

Glu Ala Val Ser Asn Cys Thr He Ser Thr Arg Lys Glu Ser Pro His 

100 105 110 

Glu Arg Met His Arg His He Glu Leu Ala Trp Ala Phe Ser Thr Val 

115 120 125 

He Gly Thr Leu Leu Phe Leu Ala Glu Val Val Leu Leu Cys Trp Val 

130 135 140 

Lys Phe Leu Pro Leu Lys Lys Gin Pro Gly Gin Pro Arg Pro Thr Ser 
145 150 155 160 

Lys Pro Pro Ala Ser Gly Ala Ala Ala Asn Val Ser Thr Ser Gly He 

165 170 175 

Thr Pro Gly Gin Ala Ala Ala He Ala Ser Thr Thr He Met Val Pro 

180 185 190 

Phe Gly Leu He Phe He Val Phe Ala Val His Phe Tyr Arg Ser Leu 

195 200 205 

Val Ser His Lys Thr Asp Arg Gin Phe Gin Glu Leu Asn Glu Leu Ala 

210 215 220 

Glu Phe Ala Arg Leu Gin Asp Gin Leu Asp His Arg Gly Asp His Pro 
225 230 235 240 

Leu Thr Pro Gly Ser His Tyr Ala 
245 

<210> 2875 

<211> 593 

<212> DNA 

<213> Homo sapiens 

<400> 2875 

nntccagcct ctctccgacc gcgtcggact ggtctgtctg agggagatgg tgacaagctc 
60 

aaggcctgcg aggtctcaaa aaataaagat ggaaaagaac aaagtgaaac tgtatcactg 
120 

tctgaagatg aaacattctc ctggccaggt cccaaaacag ttacgttgaa aagaacatct 
180 

caaggctttg gttttacatt aagacatttt attgtttatc ccccagagtc tgcaattcaa 
240 

ttttcatata aggatgaaga aaatggaaac agaggaggaa aacaaagaaa ccgcttggaa 
300 

ccaatggata ccatatttgt taagcaagtt aaagaaggag gacctgcttt tgaagctgga 
360 
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ttatgtacag gtgaccgaat tataaaagtc aatggagaaa gtgttattgg caaaacctat 
420 

tcccaagtaa ttgctttaat tcaaaacagt gatacaacat tggaacttag tgttatgcca 
480 

aaagatgaag acattctcca agtggtaagt tttatttatt catatatgag ttgttttaca 
540 

gtcatgaatg ttcggaaaat atttttgaga tggaagtatt aaagatggaa ttc 
593 

<210> 2876 
<211> 193 
<212> PRT 

<213> Homo sapiens 



<400> 2876 



Xaa Pro 


Ala 


Ser 


Leu 


Arg 


Pro 


Arg Arg 


Thr 


Gly 


Leu 


Ser 


Glu 


Gly 


Asp 


1 






5 








10 










15 




Gly Asp 


Lys 


Leu 
20 


Lys 


Ala 


Cys 


Glu Val 

25 


Ser 


Lys 


Asn 


Lys 


Asp 

30 


Gly 


Lys 


Glu Gin 


Ser 
35 


Glu 


Thr 


Val 


Ser 


Leu Ser 
40 


Glu 


Asp 


Glu 


Thr 
45 


Phe 


Ser 


Trp 


Pro Gly 


Pro 


Lys 


Thr 


Val 


Thr 


Leu Lys 


Arg 


Thr 


Ser 


Gin 


Gly 


Phe 


Gly 


50 










55 








60 










Phe Thr 


Leu 


Arg 


His 


Phe 


He 


Val Tyr 


Pro 


Pro 


Glu 


Ser 


Ala 


He 


Gin 


65 








70 








75 










80 


Phe Ser 


Tyr 


Lys 


Asp 


Glu Glu Asn Gly 


Asn 


Arg 


Gly 


Gly 


Lys 


Gin 


Arg 








85 








90 










95 




Asn Arg 


Leu 


Glu 
100 


Pro 


Met 


Asp 


Thr He 
105 


Phe 


Val 


Lys 


Gin 


Val 
110 


Lys 


Glu 


Gly Gly 


Pro 
115 


Ala 


Phe 


Glu 


Ala 


Gly Leu 
120 


Cys 


Thr 


Gly 


Asp 

125 


Arg 


He 


He 


Lys Val 


Asn 


Gly 


Glu 


Ser 


Val 


lie Gly 


Lys 


Thr 


Tyr 


Ser 


Gin 


Val 


He 


130 










135 








140 










Ala Leu 


He 


Gin 


Asn 


Ser 


Asp 


Thr Thr 


Leu 


Glu 


Leu 


Ser 


Val 


Met 


Pro 


145 








150 








155 










160 


Lys Asp 


Glu 


Asp 


He 
165 


Leu 


Gin 


Val Val 


Ser 
170 


Phe 


He 


Tyr 


Ser 


Tyr 
175 


Met 


Ser Cys 


Phe 


Thr 
180 


Val 


Met 


Asn 


Val Arg 
185 


Lys 


He 


Phe 


Leu 


Arg 
190 


Trp 


Lys 



Tyr 



<210> 2877 
<211> 1921 
<212> DNA 

<213> Homo sapiens 
<400> 2877 

ngctgatgct gccgtgcggt acttgtcatg gagctggcac tgcggcgctc tcccgtcccg 
60 

cggtggttgc tgctgctgcc gctgctgctg ggcctgaacg caggagctgt cattgactgg 
120 

cccacagagg agggcaagga agtatgggat tatgtgacgg tccgcaagga tgcctacatg 
180 
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ttctggtggc 
240 

tggcttcagg 
300 

ccccttgaca 
360 

tttgtggata 
420 

aaggacctgg 
480 

cacaaagaat 
540 

gcagctggca 
600 

tttgcggggg 
660 

ggaccttacc 
720 

gttgcagagc 
780 

tgggggaaag 

840 

ttaactaaaa 
900 

ctagtttgtc 
960 

atgaatggcc 
1020 

caggctacca 
1080 

gtggatacgt 
1140 

attgtggaca 
1200 

agattcaatc 
1260 

gcttttgtca 
1320 

gttccttctg 
1380 

taggatggat 
1440 

ccgctgaagc 
1500 

ggttctgacc 
1560 

tttctgcttc 
1620 

aaggatgata 
1680 

aaactgggaa 
1740 

gtaagcactg 
1800 



tctattatgc 
gcggtccagg 
gtgatctcaa 
atcccgtggg 
ctatggtggc 
tccagacagt 
ttggtctaga 
ttgccttggg 
tgtacagcat 
aagtactgaa 
cagaaatgat 
gcactcccac 
tctgtcagcg 
ccatcagaaa 
acgtctttgt 
tgctggaggc 
ccataggtca 
agctgaagtg 
agtcctacaa 
accaagggga 
ggggctggag 
tgtaggaagc 
agcttctgca 
ttaaaaaaac 
atagatatta 
atacaggtac 
ttaccaattt 



caccactcct 
cggttctagc 
accacggaaa 
cactgggttc 
ttcagacatg 
tccattctac 
gctttataag 
tgattcctgg 
gtctcttctc 
tgccgtaaat 
cattgaacag 
gtctacaatg 
ccacgtgaga 
gaagctcaaa 
gaacatggag 
aggggtcaat 
ggaggcctgg 
gaaggccctg 
gaaccttgct 
catggctctg 
atgagctggt 
gccattcttc 
gaggataaaa 
ctaagatttt 
ttttttctta 
ccaaagagta 
agcatatgtc 



gcaagaactt 
actggatttg 
accacctggc 
agttatgtga 
atggttctcc 
attttctcag 
gccattcagc 
atctcccctg 
gaagacaaag 
aaggggctct 
aacacagatg 
gagtcgagtc 
cacctacaac 
attattcctg 
gaggacttca 
gtgactgtgt 
gtgcggaaac 
tacagtgacc 
ttctactgga 
aagatgatga 
ttggccttgg 
cctgtatcta 
tcattgtctc 
ttaaaaaatt 
tgacagaagc 
aatcaacatc 
cttgcagaat 



cagaactgcc 
gaaactttga 
tccaggctgc 
atggtagtgg 
tgaagacctt 
agtcctatgg 
gagggaccat 
ttgattcggt 
gtctggcaga 
acagagaggc 
gggtgaactt 
tagaattcac 
gagacgcctt 
aggatcaatc 
tgaagccagt 
ataatgggca 
tgaagtggcc 
ctaaatcttt 
ttctgaaagc 
gactggtgac 
ggcacagagc 
actggggctg 
tggaggcaat 
gatttgtttt 
aaatgatgtg 
tgtatacccc 
ttttttttct 



cctggtcatg 
ggaaattggg 
cagtctccta 
tgcctatgcc 
cttcagttgc 
aggaaaaatg 
caagtgcaac 
gctctcctgg 
ggtgtctaag 
cacagagctg 
ctataacatc 
acagagccac 
aagccagctc 
ctggggaggc 
catcgacatt 
gctggatctc 
agaactgtcc 
ggaaacatct 
tggtcatatg 
tcagcaagaa 
tgagctgagg 
tgatcaagaa 
ttggaaatta 
gatcaaaata 
atttatagaa 
cttcccaggg 
atatatacat 
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atatattttt taccaaaatg aatcattact ctatgttgtt ttactatttg tttgacatat 
1860 

cagtatatct gaaacacctt ttcatgtcaa taaatgttct tctctaacat ttaaaaaaaa 

1920 

a 

1921 

<210> 2878 
<211> 451 
<212> PRT 

<213> Homo sapiens 
<400> 2878 

Met Glu Leu Ala Leu Arg Arg Ser Pro Val Pro Arg Trp Leu Leu Leu 

15 10 15 

Leu Pro Leu Leu Leu Gly Leu Asn Ala Gly Ala Val lie Asp Trp Pro 

20 25 30 

Thr Glu Glu Gly Lys Glu Val Trp Asp Tyr Val Thr Val Arg Lys Asp 

35 40 45 

Ala Tyr Met Phe Trp Trp Leu Tyr Tyr Ala Thr Thr Pro Ala Arg Thr 

50 55 60 

Ser Glu Leu Pro Leu Val Met Trp Leu Gin Gly Gly Pro Gly Gly Ser 
65 70 75 80 

Ser Thr Gly Phe Gly Asn Phe Glu Glu lie Gly Pro Leu Asp Ser Asp 

85 90 95 

Leu Lys Pro Arg Lys Thr Thr Trp Leu Gin Ala Ala Ser Leu Leu Phe 

100 105 110 

Val Asp Asn Pro Val Gly Thr Gly Phe Ser Tyr Val Asn Gly Ser Gly 

115 120 125 

Ala Tyr Ala Lys Asp Leu Ala Met Val Ala Ser Asp Met Met Val Leu 

130 135 140 

Leu Lys Thr Phe Phe Ser Cys His Lys Glu Phe Gin Thr Val Pro Phe 
145 150 155 160 

Tyr lie Phe Ser Glu Ser Tyr Gly Gly Lys Met Ala Ala Gly lie Gly 

165 170 175 

Leu Glu Leu Tyr Lys Ala lie Gin Arg Gly Thr lie Lys Cys Asn Phe 

180 185 190 

Ala Gly Val Ala Leu Gly Asp Ser Trp He Ser Pro Val Asp Ser Val 

195 200 205 

Leu Ser Trp Gly Pro Tyr Leu Tyr Ser Met Ser Leu Leu Glu Asp Lys 

210 215 220 

Gly Leu Ala Glu Val Ser Lys Val Ala Glu Gin Val Leu Asn Ala Val 
225 230 235 240 

Asn Lys Gly Leu Tyr Arg Glu Ala Thr Glu Leu Trp Gly Lys Ala Glu 

245 250 255 

Met He He Glu Gin Asn Thr Asp Gly Val Asn Phe Tyr Asn He Leu 

260 265 270 

Thr Lys Ser Thr Pro Thr Ser Thr Met Glu Ser Ser Leu Glu Phe Thr 

275 280 285 

Gin Ser His Leu Val Cys Leu Cys Gin Arg His Val Arg His Leu Gin 

290 295 300 

Arg Asp Ala Leu Ser Gin Leu Met Asn Gly Pro He Arg Lys Lys Leu 
305 310 315 320 

Lys He He Pro Glu Asp Gin Ser Trp Gly Gly Gin Ala Thr Asn Val 
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325 330 335 

Phe Val Asn Met Glu Glu Asp Phe Met Lys Pro Val lie Asp lie Val 

340 345 350 

Asp Thr Leu Leu Glu Ala Gly Val Asn Val Thr Val Tyr Asn Gly Gin 

355 360 365 

Leu Asp Leu lie Val Asp Thr He Gly Gin Glu Ala Trp Val Arg Lys 

370 375 380 

Leu Lys Trp Pro Glu Leu Ser Arg Phe Asn Gin Leu Lys Trp Lys Ala 
385 390 395 400 

Leu Tyr Ser Asp Pro Lys Ser Leu Glu Thr Ser Ala Phe Val Lys Ser 

405 410 415 

Tyr Lys Asn Leu Ala Phe Tyr Trp He Leu Lys Ala Gly His Met Val 

420 425 430 

Pro Ser Asp Gin Gly Asp Met Ala Leu Lys Met Met Arg Leu Val Thr 

435 440 445 

Gin Gin Glu 
450 

<210> 2879 
<211> 1352 
<212> DNA 

<213> Homo sapiens 
<400> 2879 

nacgcgtgtt cacactgaga cgggcgcacg ggcctcccct cctggggcca ggcctccccc 
60 

gcagcctgct gggtcctgag ccctgggagg agggggccgc acatcaagca ggcgccatcc 
120 

cagtggaacc ccgaccgcga aggcttcctc cctcggcccc caggcgcttc ctgaggctcc 
180 

gagtcagccc ggcccaggct ggggacggcc ccgtgtcccg ggatgggacc aggatgctgg 
240 

cctgcgggtg gctggaccct ggctcccggg gaggggctca ccgtgttctc tcttgcctct 
300 

agatgccagc ctggcggtct cattcagcca gccaatcatg tattgccagc ctcattcggg 
360 

aattctgatt ggtacttggt cacaggctcc tctcttacct gcacccctgg gcccgcacgt 
420 

ggcgagcggc caccccggct tggcctgccg accccgggag tgccagttnn tgacaagtat 
480 

gcgcccaagc tggacagccc ctacttccga cattccagcg tgagtttctt cccgtccttc 
540 

cctcctgcca tcccgggact gcccaccctg ctcccacacc ccggcccctt cgggtccctg 
600 

cagggcgctt ttcagcctaa gacttcaagc cccattgagg tggcccgccg ggctggtgcg 
660 

gttcacacac tcctgcagaa agcgcctggg gtgtctgacc cgtaccgggc ggtggtcaag 
720 

aagccgggga ggtggtgtgc cgtgcacgtg cagatcgcct ggcagatcta ccgtcaccag 
780 

cagaagataa aggagatgca gctggacccc cacaagctgg aggtgggtgc aaagctggac 
840 

ctgttcggca gaccccctgc cccgggcgtg tttgcaggct tccactaccc acaggacctg 
900 
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gcccggcccc tcttccccag cacaggtgcc gcccatcctg cctccaaccc atttggaccc 
960 

tcagcccatc ctggcagctt cctgcccact ggccccctga cagacccttt cagcagaccg 
1020 

agcacctttg ggggcctggg cagcctgagc agccacgcct ttgggggcct gggcagccat 
1080 

gcactggctc ccggtggcag catctttgcc cccaaggagg gctcctccgt gctcggcctg 
1140 

cccagccccc atgaggcctg gagccgactg caccgggccc cgccatcctt cccggctccg 
1200 

cccccgtggc ccaagtccgt ggacgcggag cgggtgtcag ccctgaccaa ccatgaccga 
1260 

gagccggtca atggcaagga ggagcaggaa cgggacctcc tggagaagac gcgcctgctg 
1320 

agccgggcct cgcccgccac ccccgctggc ca 
1352 

<210> 2880 
<211> 376 
<212> PRT 

<213> Homo sapiens 
<400> 2880 

Met Gly Pro Gly Cys Trp Pro Ala Gly Gly Trp Thr Leu Ala Pro Gly 

15 10 15 

Glu Gly Leu Thr Val Phe Ser Leu Ala Ser Arg Cys Gin Pro Gly Gly 

20 25 30 

Leu lie Gin Pro Ala Asn His Val Leu Pro Ala Ser Phe Gly Asn Ser 

35 40 45 

Asp Trp Tyr Leu Val Thr Gly Ser Ser Leu Thr Cys Thr Pro Gly Pro 

50 55 60 

Ala Arg Gly Glu Arg Pro Pro Arg Leu Gly Leu Pro Thr Pro Gly Val 
65 70 75 80 

Pro Val Xaa Asp Lys Tyr Ala Pro Lys Leu Asp Ser Pro Tyr Phe Arg 

85 90 95 

His Ser Ser Val Ser Phe Phe Pro Ser Phe Pro Pro Ala lie Pro Gly 

100 105 110 

Leu Pro Thr Leu Leu Pro His Pro Gly Pro Phe Gly Ser Leu Gin Gly 

115 120 125 

Ala Phe Gin Pro Lys Thr Ser Ser Pro He Glu Val Ala Arg Arg Ala 
130 135 140 

. Gly Ala Val His Thr Leu Leu Gin Lys Ala Pro Gly Val Ser Asp Pro 
145 150 155 160 

Tyr Arg Ala Val Val Lys Lys Pro Gly Arg Trp Cys Ala Val His Val 

165 170 175 

Gin He Ala Trp Gin He Tyr Arg His Gin Gin Lys He Lys Glu Met 

180 185 190 

Gin Leu Asp Pro His Lys Leu Glu Val Gly Ala Lys Leu Asp Leu Phe 

195 200 205 

Gly Arg Pro Pro Ala Pro Gly Val Phe Ala Gly Phe His Tyr Pro Gin 

210 215 220 

Asp Leu Ala Arg Pro Leu Phe Pro Ser Thr Gly Ala Ala His Pro Ala 
225 230 235 240 

Ser Asn Pro Phe Gly Pro Ser Ala His Pro Gly Ser Phe Leu Pro Thr 
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245 






250 


255 




Gly Pro 


Leu 


Thr 


Asd 


Pro 


Phe 


Ser Arg Pro Ser Thr Phe 


Gly Gly 


Leu 






260 








265 


270 




Gly Ser 


Leu 


Ser 


Ser 


His 


Ala 


Phe Gly Gly Leu Gly Ser 


His Ala 


Leu 




275 










280 285 






Ala Pro 


Glv 


Gly 


Ser 


He 


Phe 


Ala Pro Lys Glu Gly Ser 


Ser Val 


Leu 


290 










295 


300 






Gly Leu 


Pro 


Ser 


Pro 


His 


Glu 


Ala Trp Ser Arg Leu His 


Arg Ala 


Pro 


305 








310 




315 




320 


Pro Ser 


Phe 


Pro 


Ala 


Pro 


Pro 


Pro Trp Pro Lys Ser Val 


Asp Ala 


Glu 








325 






330 


335 




Arg Val 


Ser 


Ala 


Leu 


Thr 


Asn 


His Asp Arg Glu Pro Val 


Asn Gly 


Lys 






340 








345 


350 




Glu Glu 


Gin 


Glu 


Arg 


Asp 


Leu 


Leu Glu Lys Thr Arg Leu 


Leu Ser 


Arg 




355 










360 365 






Ala Ser 


Pro 


Ala 


Thr 


Pro 


Ala 


Gly 






370 










375 









<210> 2881 
<211> 3021 
<212> DNA 

<213> Homo sapiens 
<400> 2881 

cctagggagg ccaggcaaga agcagaggac agtacgtctc ggctctctgc ggagtctggt 
60 

gaaaccgacc aagatgctgg ggacgtgggt cctgatccca ttcctgactc atactatggg 
120 

cttcttggga ccttgccctg ccaggaagca ctgagccaca tttgcagcct gcctagtgag 
180 

gtcctgaggc acgtgtttgc cttcctcccg gtggaagacc tctattggaa cctgagcttg 
240 

gtgtgccact tgtggaggga gatcatcagt gacccgctgt tcattccttg gaagaagctg 
300 

taccatcgat acctgatgaa tgaagagcaa gctgtcagca aagtggacgg catcctgtct 
360 

aactgtggca tagaaaagga gtcagacctg tgtgtgctga acctcatacg atacacagcc 
420 

accactaagt gctctccgag tgtggatccc gagagggtgc tgtggagtct gagggaccac 
480 

cccctcctcc ccgaggctga ggcgtgtgtg cggcaacacc tccccgacct ctacgctgct 
540 

gccgggggtg tcaacatctg ggccctggtg gcggctgtgg tgctcctctc cagcagtgtg 
600 

aatgacatcc agcgactgct cttctgcctc cggagaccca gctccacggt gaccatgcca 
660 

gatgtcaccg agaccctgta ctgcatagcc gtgcttctct acgccatgag ggagaagggg 
720 

attaacatca gcaataggat tcactacaac attttctatt gcctatatct tcaggagaat 
780 

tcctgcactc aggccacaaa agttaaagag gagccatctg tctggccagg caagaaaacc 
840 

atccaactta cacatgaaca acagctgatt ctgaatcaca agatggaacc tctccaggtg 
900 
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gtgaaaatta tggcctttgc 
960 

aagtggtctc agagcaggtt 
1020 

gaacgcgtct tccccagcaa 
1080 

atagggcgga agtaccagtc 
1140 

gtcaactccg tccttgctga 
1200 

actctagaaa acttctttgc 
1260 

tggtgtaaga acagccaagg 
1320 

gtccttgaag cgagccgcct 
1380 

gcgcaccaga tgactcatga 
1440 

gcctcttttg acgccatctt 
1500 

atagttctgt ctcagccatg 
1560 

accttccggg gtgcggtcaa 
1620 

acgcagagtt ttcggtttgg 
1680 

tgcaagagag tcaggaaaaa 
1740 

gacgcaaagg ggcaagtggc 
1800 

gtacgggtga cggaagggga 
1860 

tttggattgg acagaatcat 
1920 

aaacaaaacc tcgtcattaa 
1980 

agtggcttca agaggtatgt 
2040 

gttgttgaaa agtataacat 
2100 

atagaagatt tggactttgc 
2160 

gagtttgaca ctgtgcatgt 
2220 

ctgccccagc ttccgcactt 
2280 

tatgttgcag taactcgagc 
2340 

ttgactttgg ctggggagta 
2400 

ggcgtggtgc gctgctgcgt 
2460 

accatgaaga agctgcccat 
2520 



cggcactggg aagacctcaa 
tctgtatgtg acattcaaca 
cgtcatctgc aaaaccttcc 
aaagaagaag ttgaatctct 
agggaagggt ggattcataa 
ctcggctgac gaagagctga 
acagagagtc atggttgagc 
ctgggataac atgcggaagc 
cggctacttg aaactctggc 
tgtggatgag gcccaggact 
tgggaaaatc tttgtagggg 
cgccctgttc acagtgcccc 
tgtggaaata gcttatgtgg 
gactttggtt ggaggaaacc 
cttgttgtcc cggaccaacg 
attcccttca aggatacatt 
tgatatttgg atccttcttc 
agacaaattt atcagaagat 
gaccgctgcc gaggacaagg 
caggattcca gagctggtgc 
agagtacatt ctgggcactg 
tttggatgat tttgtgaaag 
cagagttgag tcattttctg 
caagaagcgt ctcatcatga 
cttcttgcaa gcagagctga 
gggacagtgc aacaatgcca 
cacctatagc aacaggaagg 



cgctggtcaa gtatgcagag 
agagcatcgc aaagcaggcc 
actccatggc ctacgggcac 
tcaagttaac acccttcatg 
gagccaagct tgtgtgtaag 
ccattgatca cgtgcctatt 
agagtgaaaa actgaatggt 
tgggggagtg cacagaagag 
agctgagcaa gccttcgctg 
gcacaccagc tatcatgaac 
acccgcacca gcagatctat 
acacccacgt cttctatctc 
gagctactat cttggatgtt 
atcagagtgg cattagaggt 
ccaacgtgtt tgatgaggcc 
tgattggggg gattaaatca 
agccagagga agaacggagg 
gggtgcacaa agaaggcttt 
agcttgaagc caagatcgca 
aaaggataga aaaatgccat 
tgcacaaagc caaaggcctg 
tgccttgtgc ccggcataac 
aggatgaatg gaatttactg 
ccaaatcatt ggaaaacatt 
caagcaacgt cttaaaaaca 
tccctgttga caccgtcctt 
aaaacaaggg gggctacctc 
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tgccactcct gtgcggagca gcgcatcggg 
2580 

caggtgcgcg ccatggagcg cactgtggag 
2640 

ctcttcctcg tcttctgagg acaaggcgca 
2700 

ggaccccgcg tgaagaaagc cagcgagggg 
2760 

ccacagcact ttctgaggaa gaggacacca 
2820 

cctacagaca gccagtctcc acttgcctcc 
2880 

ggatgttctt ttgataaaaa aaaaaaaaaa 
2940 

ttcaattaaa caggcaccat agcactggca 
3000 

aaaaaaaaaa aaaaaaaaaa a 
3021 



cccctggcgt tcctgacagc ctccccggag 
aacatcgtac tgccccggca tgaggccctg 
cgttctccgc agtgcagagc agcttgccga 
ggcttctgct ccctgagact ctgggttcac 
gcccaagctg gacctgccat ttctccactc 
cctctggatg tatctggtca gggaagtggg 
ttttatgtat ttaaactttt attacaagat 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



<210> 2882 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 2882 

Gly Gin Gly Ala Arg Ser Pro Gin Cys Arg Ala Ala Cys Arg Gly Pro 

15 10 15 

Arg Val Lys Lys Ala Ser Glu Gly Gly Phe Cys Ser Leu Arg Leu Trp 

20 25 30 

Val His Pro Gin His Phe Leu Arg Lys Arg Thr Pro Ala Gin Ala Gly 

35 40 45 

Pro Ala He Ser Pro Leu Pro Thr Asp Ser Gin Ser Pro Leu Ala Ser 

50 55 60 

Pro Leu Asp Val Ser Gly Gin Gly Ser Gly Gly Cys Ser Phe Asp Lys 
65 70 75 80 

Lys Lys Lys Lys Phe Tyr Val Phe Lys Leu Leu Leu Gin Asp Phe Asn 
85 90 95 



<210> 2883 

<211> 516 

<212> DNA 

<213> Homo sapiens 



<400> 2883 

gagaaggagg acaggggtga gtactccccc gcacttgccc tgcccagcct ccggggctgc 
60 

taccacgagg ggccggctgg tggtgcggcg gcggcaccga gcagtgtgga cacgtacccg 
120 

tacgggctgc ccacacctcc tgaaatgtct cccctggacg tgctggagcc ggagcagacc 
180 

ttcttctcct ccccctgcca ggaggagcat ggccatcccc gccgcatccc ccacctgcca 
240 

gggcacccgt actcaccgga gtacgcccca agccctctcc actgtagcca ccccctgggc 
300 
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tccctggccc ttggccagtc 
360 

ccatctcctg cctattactc 
420 

cacctgggcc agctttcccc 
480 

• aaccagggtg aactcctggg 
516 



ccccggcgtc tccatgatgt 
cccggccacc taccacccac 
gcctcctgag caccctggct 
ggacatggat cgcaat 



cccctgtacc cggctgtccc 
tccactccaa cctccaagcc 
tcgacgccct ggatcaactg 



<210> 2884 

<211> 172 

<212> PRT 

<213> Homo sapiens 



<400> 2884 

Glu Lys Glu Asp Arg Gly Glu Tyr Ser Pro Ala Leu Ala Leu Pro Ser 

15 10 15 

Leu Arg Gly Cys Tyr His Glu Gly Pro Ala Gly Gly Ala Ala Ala Ala 

20 25 30 

Pro Ser Ser Val Asp Thr Tyr Pro Tyr Gly Leu Pro Thr Pro Pro Glu 

35 40 45 

Met Ser Pro Leu Asp Val Leu Glu Pro Glu Gin Thr Phe Phe Ser Ser 

50 55 60 

Pro Cys Gin Glu Glu His Gly His Pro Arg Arg lie Pro His Leu Pro 
65 70 75 80 

Gly His Pro Tyr Ser Pro Glu Tyr Ala Pro Ser Pro Leu His Cys Ser 

85 90 95 

His Pro Leu Gly Ser Leu Ala Leu Gly Gin Ser Pro Gly Val Ser Met 

100 105 110 

Met Ser Pro Val Pro Gly Cys Pro Pro Ser Pro Ala Tyr Tyr Ser Pro 

115 120 125 

Ala Thr Tyr His Pro Leu His Ser Asn Leu Gin Ala His Leu Gly Gin 

130 135 140 

Leu Ser Pro Pro Pro Glu His Pro Gly Phe Asp Ala Leu Asp Gin Leu 
145 150 155 160 

Asn Gin Gly Glu Leu Leu Gly Asp Met Asp Arg Asn 
165 170 



<210> 2885 

<211> 807 

<212> DNA 

<213> Homo sapiens 



<400> 2885 

aagcttcagg gcattgggca tttcangaat accattcgag aaatgttttc tcagttcgca 
60 

gagtttgatg atgaactgga tagcatggct ccagtgggga gagatgcaga aacattgcaa 
120 

aagcaaaagg aaactataaa agcctttcta aagaaactag aagccctcat agcaagcaat 
180 

gacaatgcca ataaaacctg caagatgatg ttagccacag aagaaacctc tcctgacctt 
240 

gttggaatca aaagggactt ggaggcctta agcaaacaat gcaacaagtt actggaccga 
300 
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gcccaagcca gagaagagca 
360 

aaattgaaag aattttctat 
420 

cctgttggta tggaaacgga 
480 

aaagaagaga ttgaaccctt 
540 

cttattcaga gtgctgccaa 
600 

gtcaatgcac ggtggaagac 
660 

gaggccttgc tgcactgtgg 
720 

gtggacactg aggagcttgt 
780 

aaggacaaga tacaagaaca 
807 



ggttgaaggg acaattaagc 
tctgctccag aaagccgaag 
gacaattaat cagcagctta 
gcaaggtaaa cagcaagatg 
aagcactagc actcagggct 
tctcaataag aaggtggctc 
gaggttccag gatgccctgg 
ggccaatcag aagcccccgt 
aaagctt 



gccttgaaga attttacagc 
aacatgaaga gtcacaaggt 
acatgttcaa ggtattccag 
taaactggtt aggtcaaggc 
tggagcatga cctggatgat 
agcgagcagc ccagctgcag 
agtccctgct cagctggatg 
cggctgagtt caaagtggta 



<210> 2886 

<211> 269 

<212> PRT 

<213> Homo sapiens 



<400> 2886 

Lys Leu Gin Gly He Gly His Phe Xaa Asn Thr He Arg Glu Met Phe 

15 10 15 

Ser Gin Phe Ala Glu Phe Asp Asp Glu Leu Asp Ser Met Ala Pro Val 

20 25 30 

Gly Arg Asp Ala Glu Thr Leu Gin Lys Gin Lys Glu Thr He Lys Ala 

35 40 45 

Phe Leu Lys Lys Leu Glu Ala Leu He Ala Ser Asn Asp Asn Ala Asn 

50 55 60 

Lys Thr Cys Lys Met Met Leu Ala Thr Glu Glu Thr Ser Pro Asp Leu 
65 70 75 80 

Val Gly He Lys Arg Asp Leu Glu Ala Leu Ser Lys Gin Cys Asn Lys 

85 90 95 

Leu Leu Asp Arg Ala Gin Ala Arg Glu Glu Gin Val Glu Gly Thr He 

100 105 110 

Lys Arg Leu Glu Glu Phe Tyr Ser Lys Leu Lys Glu Phe Ser He Leu 

115 120 125 

Leu Gin Lys Ala Glu Glu His Glu Glu Ser Gin Gly Pro Val Gly Met 

130 135 140 

Glu Thr Glu Thr He Asn Gin Gin Leu Asn Met Phe Lys Val Phe Gin 
145 150 155 160 

Lys Glu Glu lie Glu Pro Leu Gin Gly Lys Gin Gin Asp Val Asn Trp 

165 170 175 

Leu Gly Gin Gly Leu He Gin Ser Ala Ala Lys Ser Thr Ser Thr Gin 

180 185 190 

Gly Leu Glu His Asp Leu Asp Asp Val Asn Ala Arg Trp Lys Thr Leu 

195 200 205 

Asn Lys Lys Val Ala Gin Arg Ala Ala Gin Leu Gin Glu Ala Leu Leu 

210 215 220 

His Cys Gly Arg Phe Gin Asp Ala Leu Glu Ser Leu Leu Ser Trp Met 
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225 



230 



235 



240 



Val Asp Thr Glu Glu Leu Val Ala Asn Gin Lys Pro Pro Ser Ala Glu 



<210> 2887 

<211> 1945 

<212> DNA 

<213> Homo sapiens 

<400> 2887 

nngggggctg tttaaagatg gcggcggagg aacctcagca gcagaagcag gagccgctgg 
60 

gcagcgactc cgaaggtgtt aactgtctgg cctatgatga agccatcatg gctcagcagg 

12 0 *8$: 

accgaattca gcaagagatt gctgtgcaga accctctggt gtcagagcgg ctggagctct 
180 

cggtcctata caaggagtat gctgaagatg acaacatcta tcaacagaag atcaaggacc 
240 

tccacaaaaa gtactcgtac atccgcaaga ccaggcctga cggcaactgt ttctatcggg 
300 

ctttcggatt ctcccacttg gaggcactgc tggatgacag caaggagttg cagcggtgag 
360 

aagggtgggc actgggcacc gaggcaggtg ggtgtctacc tcctccccgg gcgagtagga 
420 

tgtgtctcga gtagggtgtc tccctccttc ccgggcgatg ggctggactc tggccttgcc 
480 

aggcggggca gtgctgtctc ggccctggcg tctgggctgg tcgaggagcc catgctgggc 
540 

ccgcctttcc atcccacccc caggttcaag gctgtgtctg ccaagagcaa ggaagacctg 
600 

gtgtcccagg gcttcactga attcacaatt gaggatttcc acaacacgtt catggacctg 
660 

attgagcagg tggagaagca gacctctgtc gccgacctgc tggcctcctt caatgaccag 
720 

agcacctccg actaccttgt ggtctacctg cggctgctca cctcgggcta cctgcagcgc 
780 

gagagcaagt tcttcgagca cttcatcgag ggtggacgga ctgtcaagga gttctgccag 
840 

caggaggtgg agcccatgtg caaggagagc gaccacatcc acatcattgc gctggcccag 
900 

gccctcagcg tgtccatcca ggtggagtac atggaccgcg gcgagggcgg caccaccaat 
960 

ccgcacatct tccctgaggg ctccgagccc aaggtctacc ttctctaccg gcctggacac 
1020 

tacgatatcc tctacaaata gggctggctc cagcccgctg ctgccctgct gcccccctct 
1080 

gccaggcgct agacatgtac agaggttttt ctgtggttgt aaatggtcct atttcacccc 
1140 

cttcttcctg tcacatgacc cccccccatg ttttattaaa gggggtgctg gtggtgagcc 
1200 

gtgtgtgcgt gtccctgctc tgctgcccgc ctggctgctc tgtctgctgc cccctccccc 
1260 



245 250 
Phe Lys Val Val Lys Asp Lys lie Gin Glu Gin 
260 265 



255 



Lys Leu 
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caggtgggtc cccctgcttt tcacctatct actcctgagc ttccccaaca ggagcaggtt 
1320 

tgaggggcca ggcctcttgg aggcccctcc tgcttcgttg ggttctgctt ccttcccttc 
1380 

ttagctggct caggggcttc tatgggatcc tggaagttcc ttagggactt gcccagggtc 
1440 

ccagggccac ccacacttca tctgctccct cataggcccc acctccacgt cccggctggg 
1500 

ccccagaccc cagcttcctg ccctccaccg ggagtctgca tggttgggag tcctgggtgg 
1560 

aggggccttt gtgaggctgg acccggctca gggcaggtgg aggagctggg cctcccacag 
1620 

ggtgcccggg cagtgccatc ctggtggggg agggcagcct tcaaacgtgt ggggtctaca 
1680 

gtcctcaggt ctaggcaggg ctgccggttc tccacctccc catccgcccc aggccccctg 
1740 

cctgtgcctg ccttgcaccc cctctgcttg ggccacggtg tctctgcatt gcctgccttt 
1800 

ttgccttcac ctcttttctt ccccgccccc tgcacattcg gggtctcagc ccccaggctg 
1860 

tgagctcctt gggggcaggc cctcaataaa tgtgaactgc tgctgccaaa aaaaaaaaaa 
1920 

aaaaaaaaaa aaaaaaaaaa aaaaa 
1945 

<210> 2888 
<211> 315 
<212> PRT 

<213> Homo sapiens 



<400> 2888 



Met 


Met 


Lys 


Pro 


Ser 


Trp 


Leu 


Ser 


Arg 


Thr 


Glu 


Phe 


Ser 


Lys 


Arg 


Leu 


1 








5 










10 










15 




Leu 


Cys 


Arg 


Thr 


Leu 


Trp 


Cys 


Gin 


Ser 


Gly 


Trp 


Ser 


Ser 


Arg 


Ser 


Tyr 








20 










25 










30 






Thr 


Arg 


Ser 


Met 


Leu 


Lys 


Met 


Thr 


Thr 


Ser 


He 


Asn 


Arg 


Arg 


Ser 


Arg 






35 










40 










45 








Thr 


Ser 


Thr 


Lys 


Ser 


Thr 


Arg 


Thr 


Ser 


Ala 


Arg 


Pro 


Gly 


Leu 


Thr 


Ala 




50 










55 










60 










Thr 


Val 


Ser 


He 


Gly 


Leu 


Ser 


Asp 


Ser 


Pro 


Thr 


Trp 


Arg 


His 


Cys 


Trp 


65 










70 










75 










80 


Met 


Thr 


Ala 


Arg 


Ser 


Cys 


Ser 


Gly 


Glu 


Lys 


Gly 


Gly 


His 


Trp 


Ala 


Pro 










85 










90 










95 




Arg Gin 


Val 


Gly 


Val 


Tyr 


Leu 


Leu 


Pro 


Gly 


Arg 


Val 


Gly 


Cys 


Val 


Ser 








100 










105 










110 






Ser 


Arg 


Val 


Ser 


Pro 


Ser 


Phe 


Pro 


Gly 


Asp 


Gly 


Leu 


Asp 


Ser 


Gly 


Leu 






115 










120 










125 








Ala 


Arg 


Arg 


Gly 


Ser 


Ala 


Val 


Ser 


Ala 


Leu 


Ala 


Ser 


Gly 


Leu 


Val 


Glu 




130 










135 










140 










Glu 


Pro 


Met 


Leu 


Gly 


Pro 


Pro 


Phe 


His 


Pro 


Thr 


Pro 


Arg 


Phe 


Lys 


Ala 


145 










150 










155 










160 


Val 


Ser 


Ala 


Lys 


Ser 


Lys 


Glu 


Asp 


Leu 


Val 


Ser 


Gin 


Gly 


Phe 


Thr 


Glu 










165 










170 










175 




Phe 


Thr 


He 


Glu 


Asp 


Phe 


His 


Asn 


Thr 


Phe 


Met 


Asp 


Leu 


He 


Glu 


Gin 
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180 185 190 

Val Glu Lys Gin Thr Ser Val Ala Asp Leu Leu Ala Ser Phe Asn Asp 

195 200 205 

Gin Ser Thr Ser Asp Tyr Leu Val Val Tyr Leu Arg Leu Leu Thr Ser 

210 215 220 

Gly Tyr Leu Gin Arg Glu Ser Lys Phe Phe Glu His Phe lie Glu Gly 
225 230 235 240 

Gly Arg Thr Val Lys Glu Phe Cys Gin Gin Glu Val Glu Pro Met Cys 

245 250 255 

Lys Glu Ser Asp His lie His lie He Ala Leu Ala Gin Ala Leu Ser 

260 265 270 

Val Ser He Gin Val Glu Tyr Met Asp Arg Gly Glu Gly Gly Thr Thr 

275 280 285 

Asn Pro His He Phe Pro Glu Gly Ser Glu Pro Lys Val Tyr Leu Leu 

290 295 300 

Tyr Arg Pro Gly His Tyr Asp He Leu Tyr Lys 
305 310 315 



<210> 2889 

<211> 614 

<212> DNA 

<213> Homo sapiens 



<400> 2889 

gtgcacctcc ccgaggtgca 
60 

gtgnccgaag ttcccgacgt 
120 

ccggaggtgc agctaaaggc 
180 

aagatgccca agatgaccat 
240 

ccaggcgagg cgggtgctga 
300 

gaggtggatg gtgaggctca 
360 

gacctgccag gagcacttgg 
420 

gagcgggcgg agggccccga 
480 

tctgttgaaa ttgtcacccc 
540 

atgatagaga caaaagtcaa 
600 

ggaccaaagg tggc 
614 



gctgccgaaa gtgtcagaga 
gcatcttccg aagncaccag 
caccaaggca gaacaggcag 
gcccaagcta gggagggcag 
ggtctcaggg aagctggtaa 
tgtgggtgtc ccctctctca 
cctgcagggg caggtcccag 
ggtggcagca ggggtcaggg 
acagctgccc gccgtggaaa 
gccctcttcc aagttctcct 



ttcggctgcc 


ggaaatgcaa 


aggtgaagct 


gcccagggct 


aagggatgga 


atttggcttc 


agtccccatc 


acgtggcaag 


cacttccctg 


tctgcagcca 


ctctgccttc 


agtggagcta 


ccgctaaaat 


gggcaaggga 


aagtgggctt 


ccgagtgccc 


ttgaggaagg 


gcggctggag 


tacctaagtt 


tggactctcg 



<210> 2890 
<211> 204 
<212> PRT 

<213> Homo sapiens 



<400> 2890 

Val His Leu Pro Glu Val Gin Leu Pro Lys Val Ser Glu He Arg Leu 
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1 

Pro Glu Met Gin 
20 

Pro Glu Val Lys 
35 

Lys Ala Glu Gin 
50 

Met Thr Met Pro 
65 

Pro Gly Glu Ala 

Cys Leu Gin Pro 
100 

Leu Thr Leu Pro 
115 

Gin Gly Gin Val 
130 

Gly Pro Glu Val 
145 

Ser Val Glu lie 

Gly Arg Leu Glu 
180 

Ser Leu Pro Lys 
195 



5 

Val Xaa Glu Val 

Leu Pro Arg Ala 
40 

Ala Glu Gly Met 
55 

Lys Leu Gly Arg 
70 

Gly Ala Glu Val 
85 

Glu Val Asp Gly 

Ser Val Glu Leu 
120 

Pro Ala Ala Lys 
135 

Ala Ala Gly Val 
150 

Val Thr Pro Gin 
165 

Met He Glu Thr 

Phe Gly Leu Ser 
200 



10 

Pro Asp Val His 
25 

Pro Glu Val Gin 

Glu Phe Gly Phe 
60 

Ala Glu Ser Pro 
75 

Ser Gly Lys Leu 
90 

Glu Ala His Val 
105 

Asp Leu Pro Gly 

Met Gly Lys Gly 
140 

Arg Glu Val Gly 
155 

Leu Pro Ala Val 
170 

Lys Val Lys Pro 
185 

Gly Pro Lys Val 



15 

Leu Pro Lys Xaa 
30 

Leu Lys Ala Thr 
45 

Lys Met Pro Lys 

Ser Arg Gly Lys 
80 

Val Thr Leu Pro 
95 

Gly Val Pro Ser 
110 

Ala Leu Gly Leu 
125 

Glu Arg Ala Glu 

Phe Arg Val Pro 
160 

Glu He Glu Glu 
175 

Ser Ser Lys Phe 
190 



<210> 2891 

<211> 565 

<212> DNA 

<213> Homo sapiens 

<400> 2891 

tttttttttt tttttttttt tttttttttt 
60 

ttcaacccca aatattttcc aacagaagta 
120 

ccaaccaacc aacaaaacta aaagtgatac 
180 

gggattatca gacaccggct ctttggcaca 
240 

ggaaaagcaa cggcgtaagt caatgtgatg 
300 

ccgcaaaatg ggtaatgctt ttctgtagga 
360 

tttgctcagg gctcggcaca gacgtcctcc 
420 

tcttaacaac atggggacga ggtgggcgca 
480 

cgttcttctc ggagcttggg gttccttgcc 
540 

cagctgctct tctggggtgg gggcc 
565 



tttttttttc ccatgctccc actggtttat 
gaaaacaggg catattaaac aaacaacaaa 
tgacacagtt caggtgataa gcaggaaaat 
cactgcgaag tcagcccctc tgcccagtct 
aagaggtcca gcctctcgtc gggaacttgg 
tgtggagtgt agctggtgtt gcaatggtgt 
ggccttccac tgcgatgttg ctctttggtc 
cctttccaaa gtggactgtg atttggccgc 
ctccaccagt ggggacggtg cagtctttgg 



<210> 2892 
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<211> 90 

<212> PRT 

<213> Homo sapiens 



<400> 2892 

Met Leu Leu Arg Asp Gin Arg Ala 

1 5 
Arg Leu Cys Arg Ala Leu Ser Lys 
20 

Ser Thr Ser Tyr Arg Lys Ala Leu 

35 40 
Arg Glu Ala Gly Pro Leu His His 

50 55 
Arg Leu Gly Arg Gly Ala Asp Phe 
65 70 
Ser Asp Asn Pro lie Phe Leu Leu 
85 



Thr Ser Gin Trp Lys Ala Gly Gly 

10 15 
Thr Pro Leu Gin His Gin Leu His 
25 30 
Pro He Leu Arg Pro Ser Ser Arg 
45 

He Asp Leu Arg Arg Cys Phe Ser 
60 

Ala Val Cys Ala Lys Glu Pro Val 
75 80 

He Thr 
90 



<210> 2893 

<211> 2270 

<212> DNA 

<213> Homo sapiens 



<400> 2893 
cacaactctt 
60 

agccctgtcc 
120 

tcaattctgg 
180 

gtagggagca 
240 

gcacccgaca 
300 

aggggttact 
360 

ttttgttctg 
420 

ccatctgcat 
480 

tgcctcttcc 
540 

cactctccct 
600 

gggcagctgc 
660 

cgctttgcca 
720 

gtggaggagt 
780 

gaccggggct 
840 

tttgacaaga 
900 



cacccattcc 
aagctctatg 
cctgtgctct 
ccctacaggc 
ggcagagttt 
gcaggcaggt 
tccctctctg 
ctcttcatct 
tctgccattc 
ataactggcc 
actctatgtc 
acatgctggg 
tgaaggcacg 
tctgcgtgga 
gggctgccgc 



ctgccccctt 
agacctctct 
tctagggaga 
atgacttggc 
attccctcag 
ttctgtttct 
gtgtatttac 
ctgcctctct 
cctctcttcc 
tctccctgcc 
cacctggatg 
ccagccgggc 
attccatgat 
ggtgaacacg 
actggacgca 



ctggatacgc 
ctgcctgcag 
ctagatgtat 
agctaggcca 
cttgggggtg 
ttgcatcccg 
tttctctctt 
tgcctgcatt 
ccctcagtct 
cagaccttcc 
gagctatatc 
tccacccctc 
gaaaagaaga 
gcctttgagg 
ggcaacatca 



tgcctgttct 
tctgtttctg 
gcaccaccca 
tgtttatttc 
gcagtggtgg 
ggactggctt 
tttgcattgt 
tcctcaatct 
gtggctctgc 
tggacgagct 
cagcagtcag 
tggacttatt 
tcattaagga 
acttcgccca 
agctgacctt 



ttctgtgcct 
ctgtacctcc 
gaaactgcca 
ccttggtggg 
tggtagtgct 
gttctcacct 
tctcagcctt 
tgattgtccc 
ctccctgtct 
gcatgagaca 
cactgatgtc 
caagttctat 
catccttaag 
cgtcataagc 
caatagtctg 
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ctggagaaag cagaggcacg ggagagggag cgggagaagg aggaggcacg caggatgcgg 
960 

cgcagggaag ctgcctttcg aagcatgctg aggcaggctg tgcctgctct ggagctaggc 
1020 

actgcctggg aagaggtccg tgagcgtttt gtgtgtgact cagcctttga gcagatcacc 
1080 

ctggagtcgg agcggatccg gctcttccgg gagttcctac aggtgctgga gactgaatgc 
1140 

cagcacctcc acaccaaagg ccgaaagcat ggcaggaaag gcaagaagca ccatcacaag 
1200 

cgttcccact caccctcagg ctctgagtca gaagaagagg agctgccccc accatctctc 
1260 

cggcccccca agcggaggag gcggaacccc tcagagtcag gctctgagcc ctcttcctca 
1320 

cttgattcag ttgaaagtgg gggtgctgcc cttggaggac ggggctcccc ttcctcccat 
1380 

cttcttggag cagatcatgg ccttcggaaa gccaagaaac caaaaaagaa aactaagaag 
1440 

agaagacaca agtcgaatag tcctgagagt gagacagacc ctgaggagaa agctggcaag 
1500 

gagagcgatg agaaagaaca agaacaggac aaggacaggg agctccaaca ggcagagctc 
1560 

cctaaccgtt ccccaggctt tggaatcaag aaggagaaga caggctggga cacgtcagaa 
1620 

agtgagctga gtgagggtga gctggagagg cggcggcgga cactcctaca gcagctggat 
1680 

gatcaccagt gacccaatga gctgttctct gcctcgggtc tgtgtgaggc catggctcct 
1740 

gggccaccct caccgtctgc ctcagacttc ttccttagtc tggtctgtgt ccactttttc 
1800 

taaagtaacc ccacccccag cacaccattg ttggcacctc tcaaggttgc tcttggtgtt 
1860 

caagggtccc ctactccctg gactagtgca gtccttgccc tcagccccag accagagatg 
1920 

ggtggtatat gccatgtggg gtgggtgatg ccagtagata aaagtgtgag agaaggggtc 
1980 

tccagggaag agtcacaggc tgttggacgc agcctgggtg gcagagggca gggtcatcac 
2040 

cctctagcat cagtgcctgc tcctgcctgc cctggccctg aggctccacc acttcttcct 
2100 

ccacccagga cctaatgtac gtgtgttttg ttttttgttt tttaaataac aatatttata 
2160 

acatgaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2220 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaag 
2270 

<210> 2894 
<211> 490 
<212> PRT 

<213> Homo sapiens 
<400> 2894 

Met Phe He Ser Leu Gly Gly Ala Pro Asp Arg Gin Ser Leu Phe Pro 
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1 








5 




10 


rs 




Gin 


Leu 


Gly 


Gly 


Gly Ser 


Gly Gly Gly Ser Ala Arg Gly Tyr 


Cys 


Arg 








20 






25 30 






Gin 


Val 


Ser 


Val 


Ser 


Leu 


His Pro Gly Thr Gly Leu Phe Ser 


Pro 


Phe 






35 








40 45 






Cys 


Ser 


Val 


Pro 


Leu 


Trp 


Cys He Tyr Phe Leu Ser Phe Cys 


He 


Val 




50 










55 60 






Leu 


Ser 


Leu 


Pro 


Ser 


Ala 


Ser Leu His Leu Cys Leu Ser Cys 


Leu 


His 


65 










70 


75 




80 


Phe 


Leu 


Asn 


Leu 


Asp 


Cys 


Pro Cys Leu Phe Leu Cys His Ser 


Leu 


Ser 










85 




90 


95 




Ser 


Pro 


Ser 


Val 


Cys Gly 


Ser Ala Ser Leu Ser His Ser Pro 


Tyr 


Asn 








100 






105 110 






Trp 


Pro 


Leu 


Pro 


Ala 


Gin 


Thr Phe Leu Asp Glu Leu His Glu 


Thr 


Gly 






115 








120 125 






Gin 


Leu 


His 


Ser 


Metier 


Thr Trp Met Glu Leu Tyr Pro Ala 


Val 


Ser 




130 








135 140 






Thr 


Asp 


Val 


Arg 


Phe 


Ala 


Asn Met Leu Gly Gin Pro Gly Ser 


Thr 


Pro 


145 










150 


155 




160 


Leu 


Asp 


Leu 


Phe 


Lys 


Phe 


Tyr Val Glu Glu Leu Lys Ala Arg 


Phe 


His 










165 




170 


175 




Asp 


Glu 


Lys 


Lys 


He 


He 


Lys Asp He Leu Lys Asp Arg Gly 


Phe 


Cys 








180 






185 190 






Val 


Glu 


Val 


Asn 


Thr 


Ala 


Phe Glu Asp Phe Ala His Val He 


Ser 


Phe 






195 








200 205 






Asp 


Lys 


Arg 


Ala 


Ala 


Ala 


Leu Asp Ala Gly Asn He Lys Leu 


Thr 


Phe 




210 










215 220 






Asn 


Ser 


Leu 


Leu 


Glu 


Lys 


Ala Glu Ala Arg Glu Arg Glu Arg 


Glu 


Lys 


225 










230 


235 




240 


Glu 


Glu 


Ala 


Arg 


Arg 


Met 


Arg Arg Arg Glu Ala Ala Phe Arg 


Ser 


Met 










245 




250 


255 




Leu 


Arg 


Gin 


Ala 


Val 


Pro 


Ala Leu Glu Leu Gly Thr Ala Trp 


Glu 


Glu 








260 






265 270 






Val 


Arg 


Glu 


Arg 


Phe 


Val 


Cys Asp Ser Ala Phe Glu Gin He 


Thr 


Leu 






275 








280 285 






Glu 


Ser 


Glu 


Arg 


He 


Arg 


Leu Phe Arg Glu Phe Leu Gin Val 


Leu 


Glu 




290 










295 300 






Thr 


Glu 


Cys 


Gin 


His 


Leu 


His Thr Lys Gly Arg Lys His Gly 


Arg 


Lys 


305 










310 


315 




320 


Gly 


Lys 


Lys 


His 


His 


His 


Lys Arg Ser His Ser Pro Ser Gly 


Ser 


Glu 










325 




330 


335 




Ser 


Glu 


Glu 


Glu 


Glu 


Leu 


Pro Pro Pro Ser Leu Arg Pro Pro 


Lys 


Arg 








340 






345 350 






Arg 


Arg 


Arg 


Asn 


Pro 


Ser 


Glu Ser Gly Ser Glu Pro Ser Ser 


Ser 


Leu 






355 








360 365 






Asp 


Ser 


Val 


Glu 


Ser 


Gly 


Gly Ala Ala Leu Gly Gly Arg Gly 


Ser 


Pro 




370 










375 380 






Ser 


Ser 


His 


Leu 


Leu 


Gly 


Ala Asp His Gly Leu Arg Lys Ala 


Lys 


Lys 


385 










390 


395 




400 


Pro 


Lys 


Lys 


Lys 


Thr 


Lys 


Lys Arg Arg His Lys Ser Asn Ser 


Pro 


Glu 










405 




410 


415 




Ser 


Glu 


Thr 


Asp 


Pro 


Glu 


Glu Lys Ala Gly Lys Glu Ser Asp 


Glu 


Lys 








420 






425 430 






Glu 


Gin 


Glu 


Gin 


Asp 


Lys 


Asp Arg Glu Leu Gin Gin Ala Glu 


Leu 


Pro 
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435 440 
Asn Arg Ser Pro Gly Phe Gly lie 

450 455 
Thr Ser Glu Ser Glu Leu Ser Glu 
465 470 
Thr Leu Leu Gin Gin Leu Asp Asp 
485 



445 

Lys Lys Glu Lys Thr Gly Trp Asp 
460 

Gly Glu Leu Glu Arg Arg Arg Arg 
475 480 

His Gin 
490 



<210> 2895 

<211> 697 

<212> DNA 

<213> Homo sapiens 



<400> 2895 

nntctagatg taactgctat 
60 

ttctgctcca gcatcatctc 

120 

tgcaggcggt agcacgtctc 
180 

ccgtactggc cgctggcgaa 
240 

tgctgcggga aggcgcgacc 
300 

tgccgcggtg gcaacgcccc 
360 

ctcctgcagg aactcgccca 
420 

gctccttgca gcaaccgcct 
480 

cgtcctccag cgaggaggca 
540 

ccacctcctc ctcgtcgtcc 
600 

ccggctccat cgctcccggc 
660 

ggtgtggaac agccgctcga 
697 



cgttgtcttt tctctcaagt 
cagcttctgg ccctgtttgg 
cagcatcaac ctgaagtccg 
cttctcttcc atctgcagca 
gccccggccc ccgctgcgcg 
ccaagggctg cagaaagggg 
ggatgcggta gcccctgctg 
ccgatcccca tcgcctccat 
ctccttccgt gggccggccc 
tctccttcgg ccgccggtgg 
gtcccgggca cactcatgcc 
ggtgctgggg gacgcgt 



gccgagagag aagcgctaac 
agatccagtg gtccactccg 
ccacgaactc ggtgatgccc 
gacacatgcc ctgtccgggc 
gcccttctgc cacctcctcc 
gcggtgaggc cccggtgctt 
tagctcgtag gtcagctcct 
ctcttcctcc tgatcgtccg 
tgaggtctgg gccgccgctg 
cggccgctct tcctccccag 
ccggcaggcc taggctgggc 



<210> 2896 

<211> 174 

<212> PRT 

<213> Homo sapiens 



<400> 2896 

Met Pro Pro Tyr Trp Pro Leu Ala 

1 5 
His Met Pro Cys Pro Gly Cys Cys 
20 

Pro Leu Arg Gly Pro Ser Ala Thr 

35 40 
Pro Gin Gly Leu Gin Lys Gly Gly 

50 55 
Gin Glu Leu Ala Gin Asp Ala Val 



Asn Phe Ser Ser lie Cys Ser Arg 

10 15 
Gly Lys Ala Arg Pro Pro Arg Pro 
25 30 
Ser Ser Cys Arg Gly Gly Asn Ala 
45 

Gly Glu Ala Pro Val Leu Leu Leu 
60 

Ala Pro Ala Val Ala Arg Arg Ser 
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65 70 75 80 

Ala Pro Ala Pro Cys Ser Asn Arg Leu Arg Ser Pro Ser Pro Pro Ser 

85 90 95 

Leu Pro Pro Asp Arg Pro Arg Pro Pro Ala Arg Arg His Ser Phe Arg 

100 105 110 

Gly Pro Ala Leu Arg Ser Gly Pro Pro Leu Pro Pro Pro Pro Arg Arg 

115 120 125 

Pro Leu Leu Arg Pro Pro Val Ala Ala Ala Leu Pro Pro Gin Pro Ala 

130 135 140 

Pro Ser Leu Pro Ala Ser Arg Ala His Ser Cys Pro Gly Arg Pro Arg 
145 150 155 160 

Leu Gly Gly Val Glu Gin Pro Leu Glu Val Leu Gly Asp Ala 
165 170 



<210> 2897 

<211> 3184 

<212> DNA 

<213> Homo sapiens 



<400> 2897 
tttttttttt 
60 

aatatggaat 
120 

ctataattgt 
180 

ctttttcagg 
240 

aaagggtgat 
300 

gagggcagct 
360 

caaaggagac 
420 

tgaaggctgg 
480 

aggggatgat 
540 

gagccattcc 
600 

tgcccttggt 
660 

ctccctggcc 
720 

tcctgcagta 
780 

ggctgctgcc 
840 

tcagatagag 
900 

aggtttctcc 
960 

gcaccacaaa 
1020 



tttttttttt 
agatatttca 
atgagaagaa 
ctaagacaat 
ccccttcaga 
cacagtcagc 
tgtgatgttg 
gttatccacg 
tatgctgtac 
aaagaggggg 
ctcacccagg 
tcctggggct 
gtattctgtc 
aaggacagtc 
ctcatattgg 
agctttcagg 
ctgggagggc 



tttttttttt 
tatctatatt 
taaaaacagt 
gcatagcttt 
taataaaccc 

ttggtggtga 
ttgatcttct 
atgatggaga 
ccggctcgga 
atgatatact 
tggctgggct 
gcattaatga 
ctctgccgtg 
tggaagtgaa 
tagtaaccca 
ggctgaaatt 
agggcgatgt 



tttttttttt 
tggaaaacac 
tcctttagaa 
tggttgatac 
atttaactcc 
tgggggtttt 
tgggccgcac 
aggtcaccat 
tcgagaaggg 
ctccacctgc 
cgaataagac 
gtttttctgc 
tgtaattgat 
caggcttttc 
agtcagtgtt 
caaatgagaa 
cgggcatccg 



tttttgtagt 
ataataggga 
ttcttattgt 
aggtaaccct 
agtctcactc 
gctgccagat 
agactctcca 
gtgatagaag 
accttggggc 
gagcgatgat 
ttccacactg 
gtggaagtct 
gaacttcaca 
cggaagtgct 
gtgcaaagtt 
cgtgccctcg 
gcattccgtg 



tataatgttt 
aataactgcc 
tttctctatt 
ggttaccact 
ccttcaccag 
gggtttcctt 
gcgcgaatgg 
acattcttga 
ttgggaggca 
aggatcagga 
gcttcagtgc 
gtacagtcgg 
aggatgattt 
ggcgtggctt 
agtcttccga 
gagttggcag 
gagaaggtca 
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ccgagtaggg cagagggttc 
1080 

tcaccatctc gatggttttg 
1140 

acaagaactc atttgtcacc 
1200 

tgtgggaaaa gaagttcagc 
1260 

caaggccctt catagtgatg 
1320 

cccggaatct ctggggcttg 
1380 

tcttacatgg cacttcacga 
1440 

gcagagcata cagccagccg 
1500 

tgcggttctc caagttcatg 
1560 

ggtgggcctc cagggtgatg 
1620 

gcagattcca ggtctggttg 
1680 

gcacctggca cgtgaaattc 
1740 

acagggttag actcagagga 
1800 

tctcctttcc cacctcggtg 
1860 

taatatagcc ttcttctggg 
1920 

taaaccttgc acccacatcg 
1980 

gatacaccac gggtccaaag 
2040 

agcagccgct aaggaggaag 
2100 

cagagaaggg agggacacgc 
2160 

tgggcttcag tgtgatgttg 
2220 

ctggaattgt gaacagaatg 
2280 

tggaaactgt tcttttcaca 
2340 

tggctggatc taggactaaa 
2400 

gttgtgagag cccattgatt 
2460 

gataaaaagt tattggaatc 
2520 

tcacctcgag gtgagtggtg 
2580 

tgttggtaat taccagggtt 
2640 



tccaacttga tggaggctga 
atgatgcctg aagggatgac 
tcgtttcgga agatcacctt 
ttgtagtctt tcttagagcc 
cttaggtccg gcttctctgg 
ttcagccagt tggtgattgg 
tagatattgg ctacagcttt 
gtcccatctg ggagggggaa 
gtgcggggcc tgtaggtgat 
aactcaggcc cctcccagtg 
gtgcggtttg acagcaggat 
actacctctt ttaccgcagg 
ctgcctccct ggatgtagca 
ggatggtagg tcacttcaaa 
ctaatggaga aatgaggctc 
cctgtgttca acatgaggat 
ggaatatgtt cctggtccag 
agggggcgca ggagccccat 
ttcttcgggg caaagatgac 
tggaagggcg ccagggtgag 
gactgattaa atgtgagctg 
acctgccctg gtaggacagc 
atcttcattt cggtaccctt 
tcaaagggaa tgagttcttg 
tccaatgtgt ttcctggctt 
ttggtgtaca gacaatctat 
tgtttgtatg ggggcatccc 



cgcaacttgc cggactgggg 
cctgaaactc acattgtagt 
tgcagcgtac gttccctcct 
agacagtaca tcaatgtaat 
tttcagtatt tccacgatga 
cagaagctca gtgtaggggg 
ggggagctca gaagtcccat 
gaagagggtg ccctggtgct 
ctcatagggc ttgttttgct 
ctcgccctca aagatggggt 
ggtctgcgtg tgcttggagc 
tggtcccacg cagactccag 
gagaatgttt ttacaaaggc 
agaaacctcc atgcctgagg 
aaattttttg atgtcccatt 
gcgacgcgtg gcttgcgtct 
tgagatctcc agggcctggc 
gcattccatg aacacttcct 
ttccagttta cagacttctt 
gaccttgggt tcctggagtt 
ggccaggctg ttgttcatga 
tcccaacttc acaatcctgt 
ccctttgatt tcgactgttt 
atagttgata ctttctcgag 
taccacatca acacgggagt 
gctcataggt gtttcttcct 
agcttgatag ataaagcagg 
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tcccaaagtt gtagctggtg aaggagaaat ggatagccgg gctcacagca cagcctgaga 
2700 

tgttgcacat aaatgttgga ccatggctga tcttgattat gagttccagg tctgtcaaga 
2760 

cacacttctt taatggttga aaagacaggg tggcatgtac actctgtcct acatccacag 
2820 

tgctgtcgat gggtgaaaat tccaagtact gcagcaaggt tttggagcca cacagctgtg 
2880 

cctggaagct gaaggtgaac tttccagtgt tgataaagtt gaattcacac tggacacatt 
2940 

catttaactc cacctcatag aagttgatga tgttagtctg gttgggagtc aacagagtga 
3000 

tggagcctgt cctgtccttg cacttgatct ccacattcat agtgtagccc tcggccttga 
3060 

catttaatgt cacagggtgg actttctttt ccacattgca gatcaaatta aagttcacat 
3120 

ctccttcctg ctttggtgtg aagaaaatat caattgggaa cctggacagt ggtgggatcc 

3180 

agcc 

3184 

<210> 2898 

<211> 933 

<212> PRT 

<213> Homo sapiens 

<400> 2898 

Met Asn Val Glu He Lys Cys Lys Asp Arg Thr Gly Ser He Thr Leu 

15 10 15 

Leu Thr Pro Asn Gin Thr Asn He He Asn Phe Tyr Glu Val Glu Leu 

20 25 30 

Asn Glu Cys Val Gin Cys Glu Phe Asn Phe He Asn Thr Gly Lys Phe 

35 40 45 

Thr Phe Ser Phe Gin Ala Gin Leu Cys Gly Ser Lys Thr Leu Leu Gin 

50 55 60 

Tyr Leu Glu Phe Ser Pro He Asp Ser Thr Val Asp Val Gly Gin Ser 
65 70 75 80 

Val His Ala Thr Leu Ser Phe Gin Pro Leu Lys Lys Cys Val Leu Thr 

85 90 95 

Asp Leu Glu Leu He He Lys He Ser His Gly Pro Thr Phe Met Cys 

100 105 110 

Asn He Ser Gly Cys Ala Val Ser Pro Ala He His Phe Ser Phe Thr 

115 120 125 

Ser Tyr Asn Phe Gly Thr Cys Phe He Tyr Gin Ala Gly Met Pro Pro 

130 135 140 

Tyr Lys Gin Thr Leu Val He Thr Asn Lys Glu Glu Thr Pro Met Ser 
145 150 155 160 

He Asp Cys Leu Tyr Thr Asn Thr Thr His Leu Glu Val Asn Ser Arg 

165 170 175 

Val Asp Val Val Lys Pro Gly Asn Thr Leu Glu He Pro He Thr Phe 

180 185 190 

Tyr Pro Arg Glu Ser He Asn Tyr Gin Glu Leu He Pro Phe Glu He 

195 200 205 

Asn Gly Leu Ser Gin Gin Thr Val Glu He Lys Gly Lys Gly Thr Glu 
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210 

Met Lys lie Leu 
225 

Ala Val Leu Pro 

Asn Ser Leu Ala 
260 

Pro Glu Leu Gin 
275 

lie Thr Leu Lys 
290 

Pro Lys Lys Arg 
305 

Met Gly Leu Leu 

Leu Glu He Ser 
340 

Tyr Gin Thr Gin 
355 

Val Gly Ala Arg 
370 

Ser He Ser Pro 
385 

Phe Glu Val Thr 

Lys Asn He Leu 
420 

Leu Ser Gly Val 
435 

Phe Thr Cys Gin 
450 

Asn Arg Thr Asn 
465 

His Trp Glu Gly 

Lys Pro Tyr Glu 
500 

Arg Lys His Gin 
515 

Trp Leu Tyr Ala 
530 

Asn He Tyr Arg 
545 

Pro lie Thr Asn 

Glu He Leu Lys 
580 

Leu Asp Tyr He 
595 

Asn Phe Phe Ser 
610 

Arg Asn Glu Val 
625 

Val He Pro Ser 



215 

Val Leu Asp Pro 
230 

Gly Gin Val Val 
245 

Gin Leu Thr Phe 

Glu Pro Lys Val 
280 

Pro Lys Glu Val 
295 

Val Pro Pro Phe 
310 

Arg Pro Leu Phe 
325 

Leu Asp Gin Glu 

Ala Thr Arg Arg 
360 

Phe Lys Trp Asp 
375 

Glu Glu Gly Tyr 
390 

Tyr His Pro Thr 
405 

Cys Tyr He Gin 

Cys Val Gly Pro 
440 

Val Arg Ser Lys 
455 

Gin Thr Trp Asn 
470 

Pro Glu Phe He 
485 

He Thr Tyr Arg 

Gly Thr Leu Phe 
520 

Leu His Gly Thr 
535 

Glu Val Pro Cys 
550 

Trp Leu Asn Lys 
565 

Pro Glu Lys Pro 

Asp Val Leu Ser 
600 

His Lys Glu Gly 
615 

Thr Asn Glu Phe 
630 

Gly He He Lys 



220 

Ala Asn Arg lie 
235 

Lys Arg Thr Val 
250 

Asn Gin Ser He 
265 

Leu Thr Leu Ala 

Cys Lys Leu Glu 
300 

Ser Glu Glu Val 
315 

Leu Leu Ser Gly 
330 

His He Pro Phe 
345 

He Leu Met Leu 

lie Lys Lys Phe 
380 

He Thr Ser Gly 
395 

Glu Val Gly Lys 
410 

Gly Gly Ser Pro 
425 

Pro Ala Val Lys 

His Thr Gin Thr 
460 

Leu His Pro He 
475 

Thr Leu Glu Ala 
490 

Pro Arg Thr Met 
505 

Phe Pro Leu Pro 

Ser Glu Leu Pro 
540 

Lys Thr Pro Tyr 
555 

Pro Gin Arg Phe 
570 

Asp Leu Ser He 
585 

Gly Ser Lys Lys 

Thr Tyr Ala Ala 
620 

Leu Tyr Tyr Asn 
635 

Thr He Glu Met 



Val Lys Leu Gly 
240 

Ser He Met Asn 
255 

Leu Phe Thr lie 
270 

Pro Phe His Asn 
285 

Val He Phe Ala 

Phe Met Glu Cys 
320 

Cys Cys Gin Ala 
335 

Gly Pro Val Val 
350 

Asn Thr Gly Asp 
365 

Glu Pro His Phe 

Met Glu Val Ser 
400 

Glu Ser Leu Cys 
415 

Leu Ser Leu Thr 
430 

Glu Val Val Asn 
445 

He Leu Leu Ser 

Phe Glu Gly Glu 
480 

His Gin Gin Asn 
495 

Asn Leu Glu Asn 
510 

Asp Gly Thr Gly 
525 

Lys Ala Val Ala 

Thr Glu Leu Leu 
560 

Arg Val He Val 
575 

Thr Met Lys Gly 
590 

Asp Tyr Lys Leu 
605 

Lys Val lie Phe 

Val Ser Phe Arg 
640 

Val Thr Pro Val 
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645 


650 








655 




Arg 


Gin 


Val 


Ala 


Ser Ala Ser He Lys 


Leu 


Glu Asn 


Pro 


Leu 


Pro 


Tyr 








660 


665 








670 






Ser 


Val 


Thr 


Phe 


Ser Thr Glu Cys Arg 


Met 


Pro Asp 


He 


Ala 


Leu 


Pro 






675 




680 






685 








Ser 


Gin 


Phe 


Val 


Val Pro Ala Asn Ser 


Glu Gly Thr 


Phe 


Ser 


Phe 


Glu 




690 






695 




700 










Phe 


Gin 


Pro 


Leu 


Lys Ala Gly Glu Thr 


Phe 


Gly Arg 


Leu 


Thr 


Leu 


His 


705 








710 




715 








720 


Asn 


Thr 


Asp 


Leu 


Gly Tyr Tyr Gin Tyr 


Glu 


Leu Tyr 


Leu 


Lys 


Ala 


Thr 










725 


730 








735 




Pro 


Ala 


Leu 


Pro 


Glu Lys Pro Val His 


Phe 


Gin Thr 


Val 


Leu Gly 


Ser 








740 


745 








750 






Ser 


Gin 


He 


He 


Leu Val Lys Phe He 


Asn Tyr Thr Arg 


Gin Arg 


Thr 






755 




760 






765 








Glu 


Tvr 


Tvr 


Cys 


A^^-Thr Asp Cys Thr 


Asp 


Phe His 


Ala 


Glu 


Lys 


Leu 




770 






775 




780 










He 


Asn 


Ala 


Ala 


Pro Gly Gly Gin Gly 


Gly Thr Glu Ala 


Ser 


Val 


Glu 


785 








790 




795 








800 


Val 


Leu 


Phe 


Glu 


Pro Ser His Leu Gly 


Glu 


Thr Lys 


Gly 


lie 


Leu 


He 










805 


810 








815 




Leu 


Ser 


Ser 


Leu 


Ala Gly Gly Glu Tyr 


lie 


He Pro 


Leu 


Phe 


Gly 


Met 








820 


825 








830 






Ala 


Leu 


Pro 


Pro 


Lys Pro Gin Gly Pro 


Phe 


Ser lie 


Arg 


Ala Gly 


Tyr 






835 




840 






845 








Ser 


He 


He 


He 


Pro Phe Lys Asn Val 


Phe 


Tyr His 


Met 


Val 


Thr 


Phe 




850 






855 




860 










Ser 


He 


He 


Val 


Asp Asn Pro Ala Phe 


Thr 


He Arg Ala 


Gly Glu 


Ser 


865 








870 




875 








880 


Val 


Arg 


Pro 


Lys 


Lys He Asn Asn lie 


Thr 


Val Ser 


Phe 


Glu Gly 


Asn 










885 


890 








895 




Pro 


Ser 


Gly 


Ser 


Lys Thr Pro lie Thr 


Thr 


Lys Leu 


Thr 


Val 


Ser 


Cys 








900 


905 








910 






Pro 


Pro 


Gly 


Glu 


Gly Ser Glu Thr Gly 


Val 


Lys Trp 


Val 


Tyr 


Tyr 


Leu 



915 920 925 



Lys Gly lie Thr Leu 
930 

<210> 2899 
<211> 876 
<212> DNA 

<213> Homo sapiens v 
<400> 2899 

ngcggctgac gggcccgcgg tctgggcgtg agtgcaggga agtggagtat ttgctgggcc 
60 

gggtaccatg gacgtgggcg aacttctgag ctaccaggag ggtcattgcg aggagcagta 
120 

gagctgcact gccgaatgtc gtagccacta gccacatagg ctgttgattg cttgaaatgt 
180 

gactagtctg aattgagaaa tactcccaac aggggcacaa aacgtccccg ggatgatgag 
240 

gaagaagaac tgaagacacg ccgcaagcaa actggtactc gagaacgcgg ccgctatcgg 
300 
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gaagaagaaa tgactgtggt 
360 

attgacagag atggggaaga 
420 

aagaaaatga tcctcacatt 
480 

tttccagaca atccagagaa 
540 

gagatgcacg tggtggccac 
600 

gtacagtcgc ttctcggctt 
660 

gatttgcttc aggaattaac 
720 

gtgctcatcg atgctctggt 
780 

cgcctggatg agtctgtgaa 
840 

gaaaacatgg ctgagttccg 
876 



ggaggaagcg gatgatgaca 
ggaagaggaa gaggaggagc 
tgaaaagaga tcatataaaa 
gttcatggaa tccgagctgg 
catgccagac ctgtaccacc 
gctcggacac gataatacag 
agatatagac accctccatg 
ggatigggcag gtggtagcac 
agaggaggca gatggcgtcc 
gcctgagatg tgtaca 



aaaaaaggct gctgcagatt 
cattggatga aagctcagtg 
accaagaatt gcggattaag 
acctaaatga catcattcag 
ttctggtgga gctgaatgct 
atgtgtccat agctgtggtc 
agagtgaaga gggagcagaa 
tgctggtaca gaatctggag 
acaacactct ggctattgtg 



<210> 2900 

<211> 189 

<2X2> PRT 

<213> Homo sapiens 



<400> 2900 

Met Thr Val Val Glu Glu Ala Asp Asp Asp Lys Lys Arg Leu Leu Gin 

1 5 .10 15 

He He Asp Arg Asp Gly Glu Glu Glu Glu Glu Glu Glu Glu Pro Leu 

20 25 30 

Asp Glu Ser Ser Val Lys Lys Met He Leu Thr Phe Glu Lys Arg Ser 

35 40 45 

Tyr Lys Asn Gin Glu Leu Arg He Lys Phe Pro Asp Asn Pro Glu Lys 

50 55 60 

Phe Met Glu Ser Glu Leu Asp Leu Asn Asp He He Gin Glu Met His 
65 70 75 80 

Val Val Ala Thr Met Pro Asp Leu Tyr His Leu Leu Val Glu Leu Asn 

85 90 95 

Ala Val Gin Ser Leu Leu Gly Leu Leu Gly His Asp Asn Thr Asp Val 

100 105 HO 

Ser He Ala Val Val Asp Leu Leu Gin Glu Leu Thr Asp He Asp Thr 

115 120 125 

Leu His Glu Ser Glu Glu Gly Ala Glu Val Leu He Asp Ala Leu Val 

130 135 140 

Asp Gly Gin Val Val Ala Leu Leu Val Gin Asn Leu Glu Arg Leu Asp 
145 150 155 160 

Glu Ser Val Lys Glu Glu Ala Asp Gly Val His Asn Thr Leu Ala He 

165 170 175 

Val Glu Asn Met Ala Glu Phe Arg Pro Glu Met Cys Thr 
180 185 



<210> 2901 
<211> 756 
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<212> DNA 

<213> Homo sapiens 



<400> 2901 

acgcgtcgga gaggggcttt cgactttttt 
60 

ccgcccgtcc agagcctgaa gggcgaggat 
120 

ctggaccctc tgggcattat gcgctccaag 
180 

aaagccaagc cctcgccccg gctcaccatc 
240 

ctctttggcc cgggcaggaa gctgtctcca 
300 

gaccccctga agctatttga tgatcctgac 
360 

ctcctgctgc cggccgcctg tgagagtgga 
420 

gcctccaagg aactgttcag gtaccacctg 
480 

tgtcctggac agagccaagg gcccggctca 
540 

ggggaggacc ccaggcctgt gaaaagtaga 
600 

gtgaaggggg ctgaggggga ggnaantcgc 
660 

agaactttgt gtgcacaacc agtctttctt 
720 

agaataatta aattatataa ttgccagggc 
756 



gagaagcaag accaagtggc agaagagggt 
gctgaggaat ccttggagga ggaggaggcg 
aagcccaaga aacatcccaa agtggccgtg 
tttgacgagg aggtggaccc tgatgagggg 
caggacccct cggaggacgt gtcatccatg 
ctcggcgggg ccatccccct gggtgactcc 
gggcccacac ccagcctcag ccacagggac 
tccccagcgg cgcttggcca gctctgagag 
ttgcccagtc tcagccccag cctcctctga 
agcctgtggg tgcacattgg gtgagaggcg 
ccagggctgc tcagctagtt ccagaaagag 
ttcacaatca tattttaaca gtttatgtaa 
aaaaaa 



<210> 2902 

<211> 158 

<212> PRT 

<213> Homo sapiens 



<400> 2902 

Thr Arg Arg Arg Gly Ala Phe Asp Phe Phe Glu Lys Gin Asp Gin Val 

15 10 15 

Ala Glu Glu Gly Pro Pro Val Gin Ser Leu Lys Gly Glu Asp Ala Glu 

20 25 30 

Glu Ser Leu Glu Glu Glu Glu Ala Leu Asp Pro Leu Gly lie Met Arg 

35 40 45 

Ser Lys Lys Pro Lys Lys His Pro Lys Val Ala Val Lys Ala Lys Pro 

50 55 60 

Ser Pro Arg Leu Thr lie Phe Asp Glu Glu Val Asp Pro Asp Glu Gly 
65 70 75 80 

Leu Phe Gly Pro Gly Arg Lys Leu Ser Pro Gin Asp Pro Ser Glu Asp 

8 5 90 95 

Val Ser Ser Met Asp Pro Leu Lys Leu Phe Asp Asp Pro Asp Leu Gly 

100 105 110 

Gly Ala lie Pro Leu Gly Asp Ser Leu Leu Leu Pro Ala Ala Cys Glu 

115 120 125 

Ser Gly Gly Pro Thr Pro Ser Leu Ser His Arg Asp Ala Ser Lys Glu 
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130 135 140 

Leu Phe Arg Tyr His Leu Ser Pro Ala Ala Leu Gly Gin Leu 
145 150 155 

<210> 2903 

<211> 542 

<212> DNA 

<213> Homo sapiens 

<400> 2903 

aagcttatgt tctctcttta tccaaggctt cgacacctcg gactggggaa ggagggaatc 
60 

accacctatt tctctgggaa ttgtaccatg gaagatgcca aattggccca ggactttctg 
120 

gactcacaga acctcagtgc ctacaacacc cggctcttca aagaggtcga tggagaaggg 
180 

aagccctact acgaggtgcg gctggcttct gtgcttggct cagagccttc cctggactct 
240 

gaggtgactt ccaagctgaa gagctatgaa ttccggggaa gccctttcca ggtgacccgg 
300 

ggggactacg cgcccatcct ccagaaggtg gtggagcagc tggagaaagc caaggcctat 
360 

gcagccaaca gccaccaggg gcagatgctg gcccagtata tagagagctt cacccagggc 
420 

tccatcgagg cccacaagag gggctcccgc ttctggatcc aggacaaagg cccccatcgt 
480 

ggagaggtga ggcgccagct ccaccccacc tgccccctcc tgcctgcccc tccttcacgc 
540 

gt 

542 

<210> 2904 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 2904 

Lys Leu Met Phe Ser Leu Tyr Pro Arg Leu Arg His Leu Gly Leu Gly 

15 10 15 

Lys Glu Gly lie Thr Thr Tyr Phe Ser Gly Asn Cys Thr Met Glu Asp 

20 25 30 

Ala Lys Leu Ala Gin Asp Phe Leu Asp Ser Gin Asn Leu Ser Ala Tyr 

35 40 45 

Asn Thr Arg Leu Phe Lys Glu Val Asp Gly Glu Gly Lys Pro Tyr Tyr 

50 55 60 

Glu Val Arg Leu Ala Ser Val Leu Gly Ser Glu Pro Ser Leu Asp Ser 
65 70 75 80 

Glu Val Thr Ser Lys Leu Lys Ser Tyr Glu Phe Arg Gly Ser Pro Phe 

85 90 95 

Gin Val Thr Arg Gly Asp Tyr Ala Pro lie Leu Gin Lys Val Val Glu 

100 105 110 

Gin Leu Glu Lys Ala Lys Ala Tyr Ala Ala Asn Ser His Gin Gly Gin 

115 120 125 

Met Leu Ala Gin Tyr He Glu Ser Phe Thr Gin Gly Ser lie Glu Ala 
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130 

His Lys Arg Gly Ser 
145 

Gly Glu Val Arg Arg 
165 

Pro Pro Ser Arg 
180 

<210> 2905 
<211> 814 
<212> DNA 

<213> Homo sapiens 
<400> 2905 

ttttcatatc ccagttttgt ttatttggga acatttactc ttgtggataa cagaatacca 
60 

gtcacaagat ccttcttctg tattacaaat tctgccactt tgtttcagaa ctgggtatca 

120 

ggattcctcc tctgcccagg tttctgctgt ccccccaaaa gaaagacatg tagctgggca 
180 

tggtggtaca catctgtggt cccagttact caggaggctg aggcaggagg attgcttgag 
240 

cccaggtgtt caaggttgca gtgggctgtg aatgctctac ttcactccag cctgagcaac 
300 

agagcaagac cccggccctc ttctcgactt tctatccctc ctcctcaaca ccctttcctt 
360 

ctggaaatgg gcttcggggt ggttaaccaa gcccagggaa acttgcgtgg cccagcatct 
420 

tccgtccgct gcaggaggag cacacgcccc cggcccgggt cagcaagacg cgagaaagcg 
480 

gccacgccgg gcgtccggga gctgaggctg gagggcgcct ggcaggcagg gcggggccca 
540 

g^cggcggga gtgcttatga ccggcgctgg ggggaacttc tggacgtcaa ggggccacta 
600 

taaagcggca cagtcttgag ccttcgctct tcacctaagt cagtgagcgc ccttcgcaaa 
660 

gcctctgtgg aggtaaccat tgggggttcg cctccaaatc caggaatgca cctcaaaaat 
720 

gctcctacac cgtaagaccg tgtccttcaa tgcaaagggg actgtgcggc gaggcaccga 
780 

caagccgtag ccctgagacc actcaaagcc tgca 
814 

<210> 2906 
<211> 200 
<212> PRT 

<213> Homo sapiens 
<400> 2906 

Phe Ser Tyr Pro Ser Phe Val Tyr Leu Gly Thr Phe Thr Leu Val Asp 

15 10 15 

Asn Arg lie Pro Val Thr Arg Ser Phe Phe Cys lie Thr Asn Ser Ala 

20 25 30 

Thr Leu Phe Gin Asn Trp Val Ser Gly Phe Leu Leu Cys Pro Gly Phe 



135 

Arg Phe Trp lie Gin Asp 
150 155 
Gin Leu His Pro Thr Cys 
170 



140 

Lys Gly Pro His Arg 
160 

Pro Leu Leu Pro Ala 
175 
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Cys Cys 
50 

Ser Val 
65 

Pro Arg 

Ser Leu 

Pro Pro 

Asn Gin 
130 
Arg Arg 
145 

Ala Thr 
Gly Arg 
Leu Leu 



35 

Pro Pro 

Val Pro 

Cys Ser 

Ser Asn 
100 
Pro Gin 
115 

Ala Gin 

Ser Thr 

Pro Gly 

Gly Pro 
180 
Asp Val 
195 



Lys Arg 

Val Thr 
70 

Arg Leu 
85 

Arg Ala 

His Pro 

Gly Asn 

Arg Pro 
150 
Val Arg 
165 

Gly Gly 
Lys Gly 



40 
Lys Thr 
55 

Gin Glu 

Gin Trp 

Arg Pro 

Phe Leu 
120 
Leu Arg 
135 

Arg Pro 

Glu Leu 

Gly Ser 

Pro Leu 
200 



Cys Ser 

Ala Glu 

Ala Val 

90 
Arg Pro 
105 

Leu Glu 

Gly Pro 

Gly Ser 

Arg Leu 
170 
Ala Tyr 
185 



Trp Ala 

60 
Ala Gly 
75 

Asn Ala 

Ser Ser 

Met Gly 

Ala Ser 
140 
Ala Arg 
155 

Glu Gly 
Asp Arg 



45 

Trp Trp 

Gly Leu 

Leu Leu 

Arg Leu 
110 
Phe Gly 
125 

Ser Val 

Arg Glu 

Ala Trp 

Arg Trp 
190 



Tyr Thr 

Leu Glu 
80 

His Ser 
95 

Ser He 

Val Val 

Arg Cys 

Lys Ala 
160 
Gin Ala 
175 

Gly Glu 



<210> 2907 

<211> 379 

<212> DNA 

<213> Homo sapiens 



<400> 2907 

ntgagaccct gtctcaaagt aaaaaattct 
60 

atcagcaggc tgtgatctgc cgaaactcat 
120 

aaacagcatc ttcacttttc ccaggctgct 
180 

caaaggcaaa ggaattcttc ccttaatgtt 
240 

tcattacact gggaccagct ttaagcttcc 
300 

gacgacagag cagatgatgg cacgacgccc 
360 

cctggccgat gccaccggt 
379 



gaaaaatgct atgaccgtga gtgaccggcc 
gacagcgagc ctcaatggct gggtcttaag 
ttccaatttc caacactgtc cccaagatta 
ggacggtcct gagactgctc caccctgggc 
ctgttcaacg cggagagctc cacagcccag 
tcaaaaccca gacaggcctt cttggcttgc 



<210> 2908 

<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 2908 

Met Thr Val Ser Asp Arg Pro Ser 

1 5 
Met Thr Ala Ser Leu Asn Gly Trp 
20 

Phe Pro Arg Leu Leu Ser Asn Phe 



Ala Gly Cys Asp Leu Pro Lys Leu 

10 15 

Val Leu Arg Asn Ser He Phe Thr 
25 30 

Gin His Cys Pro Gin Asp Tyr Lys 
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35 40 
Gly Lys Gly lie Leu Pro Leu Met 

50 55 
Pro Trp Ala His Tyr Thr Gly Thr 
65 70 
Arg Arg Ala Pro Gin Pro Arg Thr 
85 

Pro Gin Asn Pro Asp Arg Pro Ser 
100 

Gly 



45 

Leu Asp Gly Pro Glu Thr Ala Pro 
60 

Ser Phe Lys Leu Pro Cys Ser Thr 

75 80 
Thr Glu Gin Met Met Ala Arg Arg 

90 95 
Trp Leu Ala Leu Ala Asp Ala Thr 
105 110 



<210> 2909 

<211> 2420 

<212> DNA 

<213> Homo 



sapiens*.' 



<400> 2909 
tttttttttt 
60 

gctttaaaaa 
120 

cattgggccc 
180 

ctgcactcac 
240 

ttgcttataa 
300 

cggctggcat 
360 

tttaaaggaa 
420 

catcattatg 
480 

tcatacttcc 
540 

caggtagagt 
600 

tttacccaaa 
660 

gctgttatat 
720 

ctgctaataa 
780 

agatgtgcca 
840 

caaattcgat 
900 

tctgtgctgc 
960 

ggttctcatg 
1020 

tggaggccta 

1080 



tttaatttat 
aaaaaaaaaa 
ctgtgagcgg 
tggcaggggt 
tcaagaataa 
ttgacaaaag 
tgataatttg 
gggacatagt 
tggttttact 
tactcctttt 
aagagagttt 
cagaaaaatc 
acacaacact 
actaactata 
tgtacagtgg 
tgtcccctga 
ggttagaaca 
tgtgaatctg 



aaaatatcct 
gacacatttt 
gacggtggct 
ttggtgggaa 
tgagttttga 
attgctgata 
tacttactgt 
gtttccctat 
taattagtaa 
tccccttctt 
gagaatgttc 
cataaacata 
ttctcctcca 
ggctcgttgc 
gatggcgtct 
ggcaggtcga 
taagggcttt 
tttacatgga 



ttatttattc 
ttgaaagata 
gagaccgcct 
acggggaagc 
ggtttacaaa 
atatactcat 
ttatggggac 
aaattcagaa 
agaaataaat 
tattaataaa 
gagaatctct 
cacagcagcg 
ctcagatggg 
taagcagaga 
gctctgcggc 
agctggtggc 
gagaaaaaat 
ggcatactga 



taaggaacag 
ttcttagtgt 
gctgtggctt 
tttggcatgg 
gagcagaagt 
tccaggaagt 
tagatatatt 
attctctggt 
aaattagagt 
ttttattttt 
accactcggt 
agctgttttc 
agcctcagat 
aacctatcaa 
cttggacagg 
ccttagaggg 
gcaaaaggtc 
gatctcgttc 



tcaagcagta 
tgtgacctgg 
tgcgagttct 
ttctgtccag 
aacatttata 
gtaaaaatgc 
agaattatag 
tgatgtaaaa 
aacatttagt 
agcacaatca 
aaccatgctg 
acaagacttc 
gccaaaacgc 
gtttgtccag 
gagccactgg 
caggtaaaat 
tcattgaaat 
tgtgcttagg 
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tgaactgcag gtctcacgct ggctgcatga cttggtgccc cctggctggc tgagccactg 
1140 

cctgccacct tctcatacca ttacgtgggg gtctaaagag gacatcatcc ccaaccaaag 
1200 

aatagtgaga gagaaaatcc caaacatttg agacagggtt caaaagcacc cagacgcctt 
1260 

ctgtctcttt cccagttccc atctggctag ggactgtgaa tcagaattca gaatctgtgc 
1320 

tgccctgagg ggacaggcac ccaaatgcaa taaataacac caagctcagg acccagccac 
1380 

tgaccttcct ccaccactgc tgcgggttat tcctcgatgg gaactgaagg atccaaggga 
1440 

ggaatccgtt ccgcccccaa acctccctgc acaacatcga atgcgggagt ctggctgctg 
1500 

cttctgcaca ggacagagcc tccagtcttt tgcttgagag catcatttat ggcatggact 
1560 

gggaacgcaa tgtgttcaca caaatgcacg acaattgtac atcagcatct ttacaatatt 
1620 

aaaggagtca tatacaagtc tacagccatt gtacacagga tggtgatggc tggggagccc 
1680 

cgcccaccag tcctctgcag tttctccacc ggagaacact tggggagctg tcacaaggcc 
1740 

agggggggtc catctttggg cctgtcgtgg ggcaggcagc aggtctgcaa ggactcctca 
1800 

gggccagtcc tcactggaat caggggtcaa gagcgccagg tctgcctgtg tctgggtctc 
1860 

atcggcaggc tagtgtaaca acgtgaatta aaactgtgca tattcgcatg agaaaactgg 
1920 

agctggggat ggctccctga gctggggacc tagaagacgc tgctgacaga tgggcccctt 
1980 

catggtgggg cccattcctg aggtaacgtg cagccctgag gctggtccga acgggaggag 
2040 

acttctccag cagcccaggt gccagtccac acagacagga ctggaagccc ctgggcagca 
2100 

ggtcaggtga cccggggagt gcagcctgag cccccaacgg cagcaaacgt gaaggtctca 
2160 

ggtggttaca gaatcactca gccctcaggc ccccaccact ctcctcccag cagccctgca 
2220 

gcacacatcc ctgcatctgt cccgagagcc ccagccctgc aggcatctgg gcctgaatgc 
2280 

caggcagctg gtccaccctg cagccatgct gcacgtctga ctgagaactg agcaccagat 
2340 

aaagaagcat tggtccttgt cagcctctct gacttttgca gttagggctg catccattta 
2400 

aatatgtaga aaaatagcca 
2420 

<210> 2910 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 2910 

Met Gly Thr Glu Gly Ser Lys Gly Gly He Arg Ser Ala Pro Lys Pro 
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1 








5 




10 










15 




Pro 


Cys 


Thr 


Thr 


Ser Asn Ala 


Gly Val 


Trp 


Leu 


Leu 


Leu 


Leu 


His 


Arg 








20 




25 










30 






Thr 


Glu 


Pro 


Pro 


Val Phe Cys 


Leu Arg 


Ala 


Ser 


Phe 


Met 


Ala 


Trp 


Thr 






35 






40 








45 








Gly Asn 


Ala 


Met 


Cys Ser His 


Lys Cys 


Thr 


Thr 


He 


Val 


His 


Gin 


His 




50 






55 








60 










Leu 


Tyr 


Asn 


He 


Lys Gly Val 


He Tyr 


Lys 


Ser 


Thr 


Ala 


lie 


Val 


His 


65 








70 






75 










80 


Arg 


Met 


Val 


Met 


Ala Gly Glu 


Pro Arg 


Pro 


Pro 


Val 


Leu 


Cys 


Ser 


Phe 










85 




90 










95 




Ser 


Thr 


Gly 


Glu 


His Leu Gly 


Ser Cys 


His 


Lys 


Ala Arg Gly Gly 


Pro 








100 




105 










110 






Ser 


Leu 


Gly 


Leu 


Ser Trp Gly 


Arg Gin 


Gin 


Val 


Cys 


Lys 


Asp 


Ser 


Ser 






115 






120 








125 








Gly 


Pro 


Val 


Leu 


Thr Gly He 


Arg Gly Gin Glu 


Arg 


Gin 


Val 


Cys 


Leu 




130 






135 








140 










Cys 


Leu 


Gly 


Leu 


He Gly Arg 


Leu Val 

















145 150 

<210> 2911 

<211> 1327 

<212> DNA 

<213> Homo sapiens 

<400> 2911 

nngcaaggcg gcacgtcctg ctccccctgg tgaagaagct gccctgggct tgtcgtccta 
60 

gggtctccag acatgtctga ggtgaagagc cggaagaagt cggggcccaa gggagcccct 
120 

gctgcggagc ccgggaagcg gagcgagggc gggaagaccc ccgtggcccg gagcagcgga 
180 

ggcgggggct gggcagaccc ccgaacgtgc ctgagcctgc tgtcgctggg gacgtgcctg 
240 

ggcctggcct ggtttgtatt tcagcagtca gaaaaatttg caaaggtgga aaaccaatac 
300 

cagttactga aactagaaac caatgaattc caacaacttc aaagtaaaat cagtttaatt 
360 

tcagaaaagt ggcagaaatc tgaagctatc atggaacaat tgaagtcttt tcaaataatt 
420 

gctcatctaa agcgtctaca ggaagaaatt aatgaggtaa aaacttggtc caataggata 
480 

actgaaaaac aggatatact gaacaacagt ctgacgacgc tttctcaaga cattacaaaa 
540 

gtagaccaaa gtacaacttc catggcaaaa gatgttggtc tcaagattac aagtgtaaaa 
600 

acagatatac gacggatttc aggtttagta actgatgtaa tatcattgac agattctgtg 
660 

caagaactag aaaataaaat agagaaagta gaaaaaaata cagtaaaaaa tataggtgat 
720 

cttctttcaa gcagtattga tcgaacagca acgctccgaa agacagcatc tgaaaattca 
780 

caaagaatta actctgttaa gaagacgcta accgaactaa agagtgactt cgacaaacat 
840 
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acagatagat ttctaagctt agaaggtgac agagccaaag ttctgaagac agtgactttt 
900 

gcaaatgatc taaaaccaaa ggtgtataat ctaaagaagg acttttcccg tttagaacca 
960 

ttagtaaatg atttaacact acgcattggg agattggtta ccgacttact acaaagagag 
1020 

aaagaaattg ctttcttaag tgaaaaaata tctaatttaa caatagtcca agctgagatt 
1080 

aaggatatta aagatgaaat agcacacatt tcagatatga attagtttga cattattgag 
1140 

attagactaa ggtaattttt ttaatgggac ctctcatgag aagactggta aatcaaaaat 
1200 

aatgatattt tggagcaaaa gtcattttat atttaatcct attttgtaca gtaaaaataa 
1260 

aactttaaaa caggttgatt ttccaaaata aatatgctaa aacctatttt tgcaacttta 

1320 

aaaaaaa 

1327 

<210> 2912 
<211> 350 
<212> PRT 

<213> Homo sapiens 



<400> 2912 



Met 


Ser 


Glu 


Val 


Lys 


Ser 


Arg 


Lys 


Lys 


Ser 


Gly 


Pro 


Lys 


Gly 


Ala 


Pro 


1 








5 










10 










15 




Ala 


Ala 


Glu 


Pro 


Gly 


Lys 


Arg 


Ser 


Glu 


Gly 


Gly 


Lys 


Thr 


Pro 


Val 


Ala 








20 










25 










30 






Arg 


Ser 


Ser 


Gly 


Gly 


Gly 


Gly 


Trp 


Ala 


Asp 


Pro 


Arg 


Thr 


Cys 


Leu 


Ser 






35 










40 










45 








Leu 


Leu 


Ser 


Leu 


Gly 


Thr 


Cys 


Leu 


Gly 


Leu 


Ala 


Trp 


Phe 


Val 


Phe 


Gin 




50 










55 










60 










Gin 


Ser 


Glu 


Lys 


Phe 


Ala 


Lys 


Val 


Glu 


Asn 


Gin 


Tyr 


Gin 


Leu 


Leu 


Lys 


65 










70 










75 










80 


Leu 


Glu 


Thr 


Asn 


Glu 


Phe 


Gin 


Gin 


Leu 


Gin 


Ser 


Lys 


He 


Ser 


Leu 


He 










85 










90 










95 




Ser 


Glu 


Lys 


Trp 


Gin 


Lys 


Ser 


Glu 


Ala 


He 


Met 


Glu 


Gin 


Leu 


Lys 


Ser 








100 










105 










110 






Phe 


Gin 


He 


He 


Ala 


His 


Leu 


Lys 


Arg 


Leu 


Gin 


Glu 


Glu 


He 


Asn 


Glu 






115 










120 










125 








Val 


Lys 


Thr 


Trp 


Ser 


Asn 


Arg 


He 


Thr 


Glu 


Lys 


Gin 


Asp 


He 


Leu 


Asn 




130 










135 










140 










Asn 


Ser 


Leu 


Thr 


Thr 


Leu 


Ser 


Gin 


Asp 


He 


Thr 


Lys 


Val 


Asp 


Gin 


Ser 


145 










150 










155 










160 


Thr 


Thr 


Ser 


Met 


Ala 


Lys 


Asp 


Val 


Gly 


Leu 


Lys 


lie 


Thr 


Ser 


Val 


Lys 










165 










170 










175 




Thr Asp 


He 


Arg 


Arg 


He 


Ser 


Gly 


Leu 


Val 


Thr 


Asp 


Val 


He 


Ser 


Leu 








180 










185 










190 






Thr 


Asp 


Ser 


Val 


Gin 


Glu 


Leu 


Glu 


Asn 


Lys 


He 


Glu 


Lys 


Val 


Glu 


Lys 






195 










200 










205 








Asn 


Thr 


Val 


Lys 


Asn 


He 


Gly 


Asp 


Leu 


Leu 


Ser 


Ser 


Ser 


He 


Asp 


Arg 




210 










215 










220 










Thr 


Ala 


Thr 


Leu 


Arg 


Lys 


Thr 


Ala 


Ser 


Glu 


Asn 


Ser 


Gin 


Arg 


He 


Asn 
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225 

Ser Val Lys Lys 

Thr Asp Arg Phe 
260 

Thr Val Thr Phe 
275 

Lys Asp Phe Ser 
290 

lie Gly Arg Leu 
305 

Phe Leu Ser Glu 

Lys Asp lie Lys 
340 



230 

Thr Leu Thr Glu 
245 

Leu Ser Leu Glu 

Ala Asn Asp Leu 
280 

Arg Leu Glu Pro 
295 

Val Thr Asp Leu 
310 

Lys lie Ser Asn 
325 

Asp Glu He Ala 





235 


Leu 


Lys Ser Asp 




250 


Gly 


Asp Arg Ala 


265 




Lys 


Pro Lys Val 


Leu 


Val Asn Asp 




300 


Leu 


Gin Arg Glu 




315 


Leu 


Thr He Val 




330 


His 


He Ser Asp 



345 



240 

Phe Asp Lys His 
255 

Lys Val Leu Lys 
270 

Tyr Asn Leu Lys 
285 

Leu Thr Leu Arg 

Lys Glu He Ala 
320 

Gin Ala Glu lie 
335 

Met Asn 
350 



<210> 2913 

<211> 361 

<212> DNA 

<213> Homo sapiens 



<400> 2913 

gtcatccagg gcatcgtgaa cgaagtgcgc 
60 

atccagcaac tgaggaccaa catccagctt 
120 

cggcgcatgg acgtcttcac tgaggctgag 
180 

gcttggctcc ggtccatcct gactgccatt 
240 

aaaaccatcg agggcctccc gtgtccatct 
300 

cttctcagac gaggacccac tgctgccccc 
360 

g 

361 



cagtccatgc agctgatgct gagccagctg 
cctgcctgcc tccgtgtcat tggctacctg 
ttgagggtga agtttcttca ggcccgagat 
cctaatgatg atccctattt ccatattaca 
ctttgatatc atcacccagt accgggccat 
tgccatgggt gagcacactg ggatgagagt 



<210> 2914 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 2914 

Met Ala Gly Gly Ser Ser Gly Ser 

1 5 
Trp Val Met He Ser Lys Arg Trp 
20 

Cys Asn Met Glu He Gly He He 

35 40 
Pro Glu Pro Ser He Ser Gly Leu 

50 55 
Leu Ser Glu Asp Val His Ala Pro 
65 70 
Gly Arg Lys Leu Asp Val Gly Pro 



Ser Ser Glu Lys Met Ala Arg Tyr 

10 15 
Thr Arg Glu Ala Leu Asp Gly Phe 
25 30 
He Arg Asn Gly Ser Gin Asp Gly 
45 

Lys Lys Leu His Pro Gin Leu Ser 
60 

Gin val Ala Asn Asp Thr Glu Ala 

75 80 
Gin Leu Leu Asp Gin Leu Ala Gin 
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85 90 95 

His Gin Leu His Gly Leu Ala His Phe Val His Asp Ala Leu Asp Asp 
100 105 110 

<210> 2915 

<211> 1782 

<212> DNA 

<213> Homo sapiens 

<400> 2915 

caagaggatc accttaaaca cttaagaacc ctcgaaaaaa cattagaaaa aatggagaga 
60 

caaaaaaggc agcagcaggc agcacagata agactgatcc aagaggtgga actcaaagct 
120 

tcagctgccg atagagaaat atacttactt agaacttccc ttcatcgaga aagagaacaa 
180 

gcgcaacaac ttcatcaact tcttgcattg aaagaacagg aacacaggaa ggaacttgaa 
240 

acaagggagt tttttactga tgctgacttc caggatgcct tagctaaaga aatagccaaa 
300 

gaagagaaaa agcatgagca aatgataaaa gaataccaag agaaaattga cgtgttaagc 
360 

cagcagtata tggatttaga aaatgaattc cgtattgctt taactgttga agccagaaga 
420 

tttcaagatg ttaaagatgg ttttgaaaat gttgcaactg agttagcaaa gagcaaacat 
480 

gctcttattt gggctcaacg aaaagaaaat gagtcttcct ctttaattaa agatctgacc 
540 

tgtatggtaa aggaacaaaa aacaaaactg gcagaagttt ctaaattgaa acaagaaaca 
600 

gcagcaaatt tacagaatca aatcaacacc cttgaaattt taattgaaga tgacaagcag 
660 

aagagtattc aaatagaact tctcaagcac gaaaaagtcc agcttatttc tgagctagca 
720 

gccaaggaat cactaatatt tggtttaagg acagaaagaa aagtatgggg acatgagctg 
780 

gcacaacaag gatcttctct agcccaaaat cgtggaaaat tggaggctca aattgagagt 
840 

ttatctagag agaatgaatg tctgcgaaag acaaatgaaa gtgatagtga tgcattaaga 
900 

ataaagtgca aaatcataga cgaccaaact gaaactatta gaaaattaaa agattgttta 
960 

caagaaaaag atgaacacat caaaagatta caagaaaaga tcacagaaat agaaaaatgc 
1020 

actcaagaac aacttgatga aaaatcttca caactggatg aggtacttga gaagttggaa 
1080 

aggcacaatg aaagaaaaga aaaactaaaa caacagttga aaggaaagga agtagaactt 
1140 

gaagaaatca gaaaagctta cagtacactg aatcggaagt ggcatgataa aggagaactt 
1200 

ctatgtcatc ttgaaacaca agtaaaagaa gtgaaagaaa aatttgaaaa caaggaaaag 
1260 

aaacttaaag cggaaagaga caaaagtatt gaactacaaa agaatgcaat ggaaaaactt 
1320 
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catagtatgg atgatgcctt taaaagacaa gttgatgcaa ttgttgaagc tcatcaagct 
1380 

gaaatagcac agctggccaa tgaaaagcag aagtgtattg attctgcaaa tttaaaggtc 
1440 

catcaaattg aaaaagaaat gcgtgaactt ttggaagaaa catgcaagaa caaaaaaaca 
ISOOaaattaagca acttgctttt gctttaaatg aaattcagca agatatgtga 1560 
tggttctgag aatgaattta attgaaatag accagcagac ctattgtaaa aatgattaaa 
1620 

tattgtaata gtagtaactg ctatgacttt gaaatgtctc tttctataca tttcattatg 
1680 

aatatatttt taaagacttt tgatcaagta tttattaatt gtataggttt tttataataa 
1740 

attgttgaca attttgtcta ttagaaaaaa ctaaaaaaaa aa 
1782 

<210> 2916 -W 
<211> 519 
<212> PRT 

<213> Homo sapiens 



<400> 2916 

Gin Glu Asp His Leu Lys His Leu Arg Thr Leu Glu Lys Thr Leu Glu 

15 10 15 

Lys Met Glu Arg Gin Lys Arg Gin Gin Gin Ala Ala Gin lie Arg Leu 

20 25 30 

lie Gin Glu Val Glu Leu Lys Ala Ser Ala Ala Asp Arg Glu lie Tyr 

35 40 45 

Leu Leu Arg Thr Ser Leu His Arg Glu Arg Glu Gin Ala Gin Gin Leu 

50 55 60 

His Gin Leu Leu Ala Leu Lys Glu Gin Glu His Arg Lys Glu Leu Glu 
65 70 75 80 

Thr Arg Glu Phe Phe Thr Asp Ala Asp Phe Gin Asp Ala Leu Ala Lys 

85 90 95 

Glu lie Ala Lys Glu Glu Lys Lys His Glu Gin Met lie Lys Glu Tyr 

100 105 110 

Gin Glu Lys lie Asp Val Leu Ser Gin Gin Tyr Met Asp Leu Glu Asn 

115 120 125 

Glu Phe Arg lie Ala Leu Thr Val Glu Ala Arg Arg Phe Gin Asp Val 

130 135 140 

Lys Asp Gly Phe Glu Asn Val Ala Thr Glu Leu Ala Lys Ser Lys His 
145 150 155 160 

Ala Leu lie Trp Ala Gin Arg Lys Glu Asn Glu Ser Ser Ser Leu lie 

165 170 175 

Lys Asp Leu Thr Cys Met Val Lys Glu Gin Lys Thr Lys Leu Ala Glu 

180 185 190 

Val Ser Lys Leu Lys Gin Glu Thr Ala Ala Asn Leu Gin Asn Gin lie 

195 200 205 

Asn Thr Leu Glu lie Leu He Glu Asp Asp Lys Gin Lys Ser He Gin 

210 215 220 

He Glu Leu Leu Lys His Glu Lys Val Gin Leu He Ser Glu Leu Ala 
225 230 235 240 

Ala Lys Glu Ser Leu He Phe Gly Leu Arg Thr Glu Arg Lys Val Trp 

245 250 255 

Gly His Glu Leu Ala Gin Gin Gly Ser Ser Leu Ala Gin Asn Arg Gly 
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260 265 270 

Lys Leu Glu Ala Gin lie Glu Ser Leu Ser Arg Glu Asn Glu Cys Leu 

275 280 285 

Arg Lys Thr Asn Glu Ser Asp Ser Asp Ala Leu Arg lie Lys Cys Lys 

290 295 300 

lie lie Asp Asp Gin Thr Glu Thr lie Arg, Lys Leu Lys Asp Cys Leu 
305 310 315 320 

Gin Glu Lys Asp Glu His He Lys Arg Leu Gin Glu Lys He Thr Glu 

325 330 335 

He Glu Lys Cys Thr Gin Glu Gin Leu Asp Glu Lys Ser Ser Gin Leu 

340 345 350 

Asp Glu Val Leu Glu Lys Leu Glu Arg His Asn Glu Arg Lys Glu Lys 

355 360 365 

Leu Lys Gin Gin Leu Lys Gly Lys Glu Val Glu Leu Glu Glu He Arg 

370 375 380 

Lys Ala Tyr Ser Thr Leu Asn Arg Lys Trp His Asp Lys Gly Glu Leu 
385 390 395 400 

Leu Cys His Leu Glu Thr Gin Val Lys Glu Val Lys Glu Lys Phe Glu 

405 410 415 

Asn Lys Glu Lys Lys Leu Lys Ala Glu Arg Asp Lys Ser He Glu Leu 

420 425 430 

Gin Lys Asn Ala Met Glu Lys Leu His Ser Met Asp Asp Ala Phe Lys 

435 440 445 

Arg Gin Val Asp Ala He Val Glu Ala His Gin Ala Glu He Ala Gin 

450 455 460 

Leu Ala Asn Glu Lys Gin Lys Cys He Asp Ser Ala Asn Leu Lys Val 
465 470 475 480 

His Gin He Glu Lys Glu Met Arg Glu Leu Leu Glu Glu Thr Cys Lys 

485 490 495 

Asn Lys Lys Thr Met Glu Ala Lys He Lys Gin Leu Ala Phe Ala Leu 

500 505 510 

Asn Glu He Gin Gin Asp Met 
515 

<210> 2917 

<211> 2636 

<212> DNA 

<213> Homo sapiens 

<400> 2917 

ncctgcgtgt gccaccgctg gttccagccg gccatcccct cctggctgca gaagacgtac 
60 

aacgaggccc tggcgcgggt gcagcggnct gtgcagatgg atgagctggt gcccctgggt 
120 

gaactgacca agcacagcac atcagcggtg gatctatcca ctngctttgc ccagatcagc 
180 

cacactgccc ggcagctgga ctggccagac ccagaggagg ccttcatgat taccgtcaag 
240 

tttgtggagg acacctgtcg cctggccctg gtgtactgca gccttataaa ggcccgggcc 
300 

cgcgagctct cttcaggcca gaaggaccaa ggccaggcag ccaacatgct gtgtgtggtg 
360 

gtgaatgaca tggagcagct gcggctggtg atcggcaagt tgcccgccca gctggcatgg 
420 
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gaggccctgg agcagcgggt 
480 

catgcccagc tgcagagcgc 
540 

accctggccg agcagttgga 
600 

agggagtctg tcctgcctga 
660 

ctttgctaca tgaacaccaa 
720 

tggacccaca cactcacagt 
780 

gcttccaaca ggctgaagat 
840 

tgtggcctgc cacccaaggc 
900 

gagctgcagg cggcctccag 
960 

cagcaggcag aaaccacctc 
1020 

gcctctgagc agaagctgcg 
1080 

tccaatggct ccagcgaccc 
1140 

gagctggccg cccgggagac 
1200 

acctttgaat tcctggtgcc 
1260 

accgtgctgg actacgacac 
1320 

ctgcgtgagg tgcccgggct 
1380 

ctgcccctca cgtaccccgc 
1440 

aagggtgacc gagaagccca 
1500 

tcccagcatg ccttgcggcc 
1560 

cggtggggac ttgcaagggc 
1620 

ctccagcctg gcctaacact 
1680 

cccctgcctc ccatggtgat 
1740 

tccagccctg gctgcaatgt 
1800 

ctgcccgcct ctcagaaaag 
1860 

ccctggccca tctgcctcct 
1920 

ctgggaccag ggctacaggc 
1980 

atgaggctcc agctgccctg 
2040 



aggggccgtg ctggagcagg 
gctggccggg ctgggccatg 
ggtgggcatc gccaagcaca 
ggatgccatt ctgcccctga 
cttggtgcag gagaacttca 
gctggtggag gcggccgcct 
tgccctgcag aacctggaga 
cctgcacact gccaccttcc 
ccgggaactc atccggaagt 
tgaggagctg ggggctgtga 
tgtggagctg ctcagcgcct 
ctttgtccag ctgaccttgg 
ccagaagcac aagaaggacc 
tgctgagccg tgccgcaagg 
gctgggggcc gacgacctgg 
gagtggctct gaggagcctg 
acccaacggg gacccaatcc 
ggtctttgtg aggctgcggc 
ggcaccgtag ccgtagaggt 
cttcctgtag ggtctggggc 
tggggagccc cagcatgcgg 
gggggctcag cagcgacatc 
ctctaccaca tcccagcacc 
ctgctgtggt gggcagggga 
ggccttcctg ttccagccac 
acagagtctc ctggaaaagg 
gggggagggt ggtggccatt 



ggcagctgca gaacacgctg 
agatccgcac tggcgtccgc 
tccagaaact ggtgggcgtc 
tgaagttcct ggaggtggag 
gcagcctcct gaccctgctc 
cccagcgcag ctcatccctg 
tctgcttcca cgctgagggc 
aggctctgca gagggacctg 
acttctgcag ccgaatccag 
cagtcaaggc ctcctaccgc 
ccagcctgct gcccctggac 
agcccaggca tgagttccct 
ttcacccatt gtttgatgag 
ctggggcatg cctcctgctc 
aaggcgaggc cttcctgccg 
gtgaggtgcc tcagacccgc 
tgcagctgct ggagggccgg 
ggcaccgggc caagcaggcc 
ttgcggtggg gctgggtccc 
ttccccgcca catcgcggcc 
agtgcccaga gtgcagacct 
tctactcccg cctccctgcc 
agggggagca aaccctgccc 
ttgggccatc tgtctcctgg 
tggggtgggg gccaggttca 
gagaggggac cctgccaaag 
actagagggg gcctgggtcc 
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tctccccagg ggctgccagc 
2100 

tgagggagca agagctggca 
2160 

agtttggctg ctgtgtctgt 
2220 

ctttcttagc aaaaaaatta 
2280 

ctacagtggg gcctggaatg 
2340 

actttgagta ccgccacctt 
2400 

gaggcagagg cagggctagg 
2460 

ggcataccag ttcctgtggt 
2520 

gagcaggggc ctccccaggg 
25S0 

cgtagaggaa ctgggtcctt 
2636 



atccaggcca ggaagcctgg 
ggcggcaggg ctggcacaga 
gcgcacgccc cctccccgga 
ataaaaacaa atccattgtc 
cgagccaggc cgggtagctt 
ggggtagcta caaagcaggg 
gtgatttttg gccgtgggct 
gacacccagg acagggaccc 
tgcaggttga ggcctgaggg 
cccctccctg gggggtcaaa 



agccaagaac cttctggctc 
cagacggaag cagaaaggac 
cagcacctgc cacctagaaa 
ctcttaaaat atcctttggc 
cctcctccag ccctcagggg 
gggtaggtgt ggaaataact 
ttgaataaat tgctttacca 
gttcctcggg ggagcacagt 
ctgctcttga gacagtaggg 
acctgagcct gggctg 



<210> 2918 

<211> 509 

<212> PRT 

<213> Homo sapiens 



<400> 2918 

Xaa Cys Val Cys His Arg Trp Phe Gin Pro Ala He Pro Ser Trp Leu 

1 5 10 15 

Gin Lys Thr Tyr Asn Glu Ala Leu Ala Arg Val Gin Arg Xaa Val Gin 

20 25 30 

Met Asp Glu Leu Val Pro Leu Gly Glu Leu Thr Lys His Ser Thr Ser 

35 40 45 

Ala Val Asp Leu Ser Thr Xaa Phe Ala Gin He Ser His Thr Ala Arg 

50 55 60 

Gin Leu Asp Trp Pro Asp Pro Glu Glu Ala Phe Met He Thr Val Lys 
65 70 75 80 

Phe Val Glu Asp Thr Cys Arg Leu Ala Leu Val Tyr Cys Ser Leu He 

85 90 95 

Lys Ala Arg Ala Arg Glu Leu Ser Ser Gly Gin Lys Asp Gin Gly Gin 

100 105 HO 

Ala Ala Asn Met Leu Cys Val Val Val Asn Asp Met Glu Gin Leu Arg 

115 120 125 

Leu Val He Gly Lys Leu Pro Ala Gin Leu Ala Trp Glu Ala Leu Glu 

130 135 140 

Gin Arg Val Gly Ala Val Leu Glu Gin Gly Gin Leu Gin Asn Thr Leu 
145 150 155 160 

His Ala Gin Leu Gin Ser Ala Leu Ala Gly Leu Gly His Glu He Arg 

165 170 175 

Thr Gly Val Arg Thr Leu Ala Glu Gin Leu Glu Val Gly He Ala Lys 

180 185 190 

His He Gin Lys Leu Val Gly Val Arg Glu Ser Val Leu Pro Glu Asp 

195 200 205 

Ala He Leu Pro Leu Met Lys Phe Leu Glu Val Glu Leu Cys Tyr Met 
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210 

Asn Thr Asn Leu 
225 

Trp Thr His Thr 

Ser Ser Ser Leu 
260 

Glu lie Cys Phe 
275 

His Thr Ala Thr 
290 

Ala Ser Ser Arg 
305 

Gin Gin Ala Glu 

Ala Ser Tyr Arg 
340 

Ala Ser Ser Leu 
355 

Val Gin Leu Thr 
370 

Arg Glu Thr Gin 
385 

Thr Phe Glu Phe 

Cys Leu Leu Leu 
420 

Leu Glu Gly Glu 
435 

Gly Ser Glu Glu 
450 

Tyr Pro Ala Pro 
465 

Lys Gly Asp Arg 

Ala Lys Gin Ala 
500 



215 

Val Gin Glu Asn 
230 

Leu Thr Val Leu 
245 

Ala Ser Asn Arg 

His Ala Glu Gly 
280 

Phe Gin Ala Leu 
295 

Glu Leu lie Arg 
310 

Thr Thr Ser Glu 
325 

Ala Ser Glu Gin 

Leu Pro Leu Asp 
360 

Leu Glu Pro Arg 
375 

Lys His Lys Lys 
390 

Leu Val Pro Ala 
405 

Thr Val Leu Asp 

Ala Phe Leu Pro 
440 

Pro Gly Glu Val 
455 

Asn Gly Asp Pro 
470 

Glu Ala Gin Val 
485 

Ser Gin His Ala 



220 

Phe Ser Ser Leu 
235 

Val Glu Ala Ala 
250 

Leu Lys lie Ala 
265 

Cys Gly Leu Pro 

Gin Arg Asp Leu 
300 

Lys Tyr Phe Cys 
315 

Glu Leu Gly Ala 
330 

Lys Leu Arg Val 
345 

Ser Asn Gly Ser 

His Glu Phe Pro 
380 

Asp Leu His Pro 
395 

Glu Pro Cys Arg 
410 

Tyr Asp Thr Leu 
425 

Leu Arg Glu Val 

Pro Gin Thr Arg 
460 

lie Leu Gin Leu 
475 

Phe Val Arg Leu 
490 

Leu Arg Pro Ala 
505 



Leu Thr Leu Leu 
240 

Ala Ser Gin Arg 
255 

Leu Gin Asn Leu 
270 

Pro Lys Ala Leu 
285 

Glu Leu Gin Ala 

Ser Arg lie Gin 
320 

Val Thr Val Lys 
335 

Glu Leu Leu Ser 
350 

Ser Asp Pro Phe 
365 

Glu Leu Ala Ala 

Leu Phe Asp Glu 
400 

Lys Ala Gly Ala 
415 

Gly Ala Asp Asp 
430 

Pro Gly Leu Ser 
445 

Leu Pro Leu Thr 

Leu Glu Gly Arg 
480 

Arg Arg His Arg 
495 

Pro 



<210> 2919 

<211> 455 

<212> DNA 

<213> Homo sapiens 



<400> 2919 

ggatcctcct gctcactgtt taaggagggg acagagtagc tccagggtgg gagctccacg 
60 

tttccacagt cttctacgct catcaggggc agcgccgccc ggcacagctg gagaataata 
120 

aggactagct ttggagacgg gcgttggtca agcagcaggg agaggagttt ggacacacaa 
180 

gctggctggc tcaggatggc tttacctatg tggctccttg agagatcatt gagaagacta 
240 

aggacatcct ggagcgcgtc attcccagca gcctggttgc cacagcactc tgtggctcgg 
300 
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gcaagatggt tagtgagaag gctggacacc 
360 

gtggagccac cttcctcttt ttcccactca 
420 

gcccaagcca tggtggccac cttctgcttc 
455 



tgccgggcca gacctgagtg cacagcctct 
aaacaacgga tggcaagcac ctggaaggca 
ttggt 



<210> 2920 

<211> 143 

<212> PRT 

<213> Homo sapiens 



<400> 2920 

Met Ala Trp Ala Ala Phe Gin Val Leu Ala lie Arg Cys Phe Glu Trp 

15 10 15 

Glu Lys Glu Glu Gly Gly Ser Thr Glu Ala Val His Ser Gly Leu Ala 

20 25 30 

Arg Gin Val Ser Ser Leu Leu Thr Asn His Leu Ala Arg Ala Thr Glu 

35 40 45 

Cys Cys Gly Asn Gin Ala Ala Gly Asn Asp Ala Leu Gin Asp Val Leu 

50 55 60 

Ser Leu Leu Asn Asp Leu Ser Arg Ser His lie Gly Lys Ala lie Leu 
65 70 75 80 

Ser Gin Pro Ala Cys Val Ser Lys Leu Leu Ser Leu Leu Leu Asp Gin 

85 90 95 

Arg Pro Ser Pro Lys Leu Val Leu lie He Leu Gin Leu Cys Arg Ala 

100 105 110 

Ala Leu Pro Leu Met Ser Val Glu Asp Cys Gly Asn Val Glu Leu Pro 

115 120 125 

Pro Trp Ser Tyr Ser Val Pro Ser Leu Asn Ser Glu Gin Glu Asp 
130 135 140 

<210> 2921 

<211> 1855 

<212> DNA 

<213> Homo sapiens 



<400> 2921 

gggcccggag cggggccttg gaggcccagc 
60 

ggcaccgact gacggccacc caccatggcc 
120 

gccctgaggc aacggctcat cagctcttcc 
180 

aagattgtcc gggcccaagg gcagtacatg 
240 

tgcatcagca atgtggcgca cgttgggcac 
300 

gagcagaacc aggtgctcaa caccaacagc 
360 

gcgcagaggc tgtcagagac cctgccggag 
420 

gggtcagaag ccaatgacct ggccctgagg 
480 



ccgcgcggcg acgtctccgc gtggcgtcac 
gcagaccagc gcccgaaggc cgacacgctg 
tgcagactct tttttcccga ggatcctgtt 
tacgatgaac agggggcaga atacatcgat 
tgccaccctc tcgtggtcca agcagcacat 
cggtacctgc atgacaacat cgtggactat 
cagctctgtg tgttctattt cctgaattct 
ctggctcgcc actacacggg acaccaggac 
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gtggtggtat tagatcatgc gtatcacggc cacctgagct ccctgattga catcagtccc 
540 

tacaagttcc gcaacctgga tggccagaag gagtgggtcc acgtggcacc tctcccagac 
600 

acctaccggg gcccctaccg gnngaggacc accccaaccc agctatggnc ctatgccaac 
660 

gaggtgaaac gtgtggtcag cagtgcacag gagaagggca ggaagattgc agccttcttc 
720 

gctgagtctc tgcccagtgt gggagggcag atcattcccc ctgctggcta cttctcccaa 
780 

gtggcagagc acatccgcaa ggccggaggg gtctttgttg cagatgagat ccaggttggc 
840 

tttggccggg taggcaagca cttctgggcc ttccagctcc agggaaaaga cttcgtccct 
900 

gacatcgtca ccatgggcaa gtccattggc aacggccacc ctgttgcctg cgtggccgca 
960 ^ 

acccagcctg tggcgagggc atttgaagcc accggcgttg agtacttcaa cacgtttggg 
1020 

ggcagcccag tgtcctgcgc tgtggggctg gccgccctga atgtcttgga gaaggagcag 
1080 

ctccaggatc atgccaccag tgtaggcagc ttcctgatgc agctcctctg gcagcaaaaa 
1140 

atcagacatc ccatcgtcgg ggatgtcagg ggtgttgggc tcttcattgg tgtggatctg 
1200 

atcaaagatg aggccacaag gacaccagca actgaagagg canntgtcta cttggtatca 
1260 

aggctgaagg agaactacgt tttgctgagc actgatggcc ctgggaggaa catcctgaag 
1320 

tzttaagcccc caatgtgctt cagcctggac aatgcacggc aggtggtggc aaagctggat 
1380 

gccattctga ctgacatgga agagaaggtg agaagttgtg aaacgctgag gctccagccc 
1440 

taagccagcc ctgctctgcc taagtgtact ccagaagaaa ctcatctcat ccaaatacac 
1500 

gctattgaga aggcgagcct gacctccctc ttacagataa agtcagcttt cagaggctca 
1560 

gggtgggggg gcctgcccga ggccataatg ctacccaccc cctcctccta accactggtc 
1620 

tgttggaata acccagatgt ctgcatcccc tcaagtcagt caatttcctt tctgtccact 
1680 

gggggtggaa tggggtaggg tgggatactt taaagtgctc ctgcttaaat aaattagacc 
1740 

agaccagtgt atttctaaag aaaatcctga catgcacacc cattaaaaat agtacatttt 
1800 

acagtgtccc agtcatactt ttaattggca aattaaaata atgcaatctg aaaaa 
1855 

<210> 2922 
<211> 452 
<212> PRT 

<213> Homo sapiens 
<400> 2922 

Met Ala Ala Asp Gin Arg Pro Lys Ala Asp Thr Leu Ala Leu Arg Gin 
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1 






5 








10 








15 




Arg Leu 


He 


Ser 
20 


Ser 


Ser 


Cys 


Arg 


Leu Phe 
25 


Phe 


Pro Glu 


Asp 
30 


Pro 


Val 


Lys lie 


Val 


Arg Ala 


Gin Gly Gin Tyr Met 


Tyr 


Asp Glu Gin Gly 


Ala 




35 










40 






45 








Glu Tyr 


lie Asp Cys 


He 


Ser 


Asn 


Val Ala 


His 


Val Gly His Cys 


His 


50 










55 








60 








Pro Leu 


Val 


Val 


Gin 


Ala 


Ala 


His 


Glu Gin 


Asn 


Gin Val 


Leu 


Asn 


Thr 


65 








70 








75 








80 


Asn Ser 


Arg 


Tyr 


Leu 


His 


ASP 


Asn 


He Val 


Asp 


Tyr Ala Gin Arg 


Leu 








85 








90 








95 




Ser Glu 


Thr 


Leu 
100 


Pro 


Glu 


Gin 


Leu 


Cys Val 
105 


Phe 


Tyr Phe 


Leu 
110 


Asn 


Ser 


Gly Ser 


Glu 


Ala 


Asn 


Asp 


Leu 


Ala 


Leu Arg 


Leu 


Ala Arg His 


Tyr 


Thr 




115 










120 






125 








Gly His 


Gin Asp Val 


Val 


Val 


Leu 


Asp His 


Ala 


Tyr His 


Gly His 


Leu 


130 










135 








140 








Ser Ser 


Leu 


He 


Asp 


He 


Ser 


Pro Tyr Lys 


Phe 


Arg Asn 


Leu 


Asp 


Gly 


145 








150 








155 








160 


Gin Lvs 


Glu Trp Val 


His 


Val 


Ala 


Pro Leu 


Pro 


Asp Thr 


Tyr Arg 


Glv 








165 








170 








175 




Pro Tyr 


Arg 


Xaa 
180 


Arg 


Thr 


Thr 


Pro 


Thr Gin 
185 


Leu 


Trp Xaa 


Tyr 
190 


Ala 


Asn 


Glu Val 


Lys Arg Val 


Val 


Ser 


Ser 


Ala Gin 


Glu 


Lys Gly Arg 


Lys 


He 




195 










200 






205 








Ala Ala 


Phe 


Phe 


Ala 


Glu 


Ser 


Leu 


Pro Ser 


Val 


Gly Gly Gin He 


He 


210 










215 








220 








Pro Pro 


Ala 


Gly Tyr 


Phe 


Ser 


Gin 


Val Ala 


Glu 


His He 


Arg 


Lys 


Ala 


225 








230 








235 








240 


Glv Glv 


Val 


Phe 


Val 


Ala 


Asp 


Glu 


He Gin 


Val 


Gly Phe 


Gly Arg 


Val 








245 








250 








255 




Glv Lvs 


His 


Phe 


Trp 


Ala Phe Gin Leu Gin Gly 


Lys Asp 


Phe 


Val 


Pro 






260 










265 






270 






Asp lie 


val 


Thr 


Met 


Gly Lys 


Ser 


He Gly Asn 


Gly His 


Pro 


Val 


Ala 




275 










280 






285 








Cys Val 


Ala 


Ala 


Thr 


Gin 


Pro 


Val 


Ala Arg 


Ala 


Phe Glu 


Ala 


Thr 


Gly 


290 










295 








300 








Val Glu 


Tyr 


Phe 


Asn 


Thr Phe Gly Gly Ser Pro 


Val Ser 


Cys 


Ala 


Val 


305 








310 








315 








320 


Gly Leu 


Ala 


Val 


Leu 


Asn 


Val 


Leu Glu Lys Glu 


Gin Leu 


Gin 


Asp 


His 








325 








330 








335 




Ala Thr 


Ser 


Val 
340 


Gly 


Ser 


Phe 


Leu 


Met Gin 
345 


Leu 


Leu Trp 


Gin 
350 


Gin 


Lys 


He Arg 


His 


Pro 


He 


Val 


Gly Asp Val Arg Gly 


Val Gly 


Leu 


Phe 


He 




355 










360 






365 








Gly Val 


Asp 


Leu 


He 


Lys Asp Glu Ala Thr Arg 


Thr Pro 


Ala 


Thr 


Glu 


370 










375 








380 








Glu Ala 


Xaa 


Val 


Tyr 


Leu 


Val 


Ser 


Arg Leu Lys 


Glu Asn 


Tyr 


Val 


Leu 


385 








390 








395 








400 


Leu Ser 


Thr Asp Gly 


Pro Gly Arg Asn He 


Leu 


Lys Phe 


Lys 


Pro 


Pro 








405 








410 








415 




Met Cys 


Phe 


Ser 
420 


Leu 


Asp 


Asn 


Ala 


Arg Gin 
425 


Val 


Val Ala 


Lys 
430 


Leu 


Asp 


Ala He 


Leu 


Thr 


Asp 


Met 


Glu Glu Lys Val Arg 


Ser Cys 


Glu 


Thr 


Leu 
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435 440 445 

Arg Leu Gin Pro 
450 

<210> 2923 
<211> 572 
<212> DNA 

<213> Homo sapiens 
<400> 2923 

gcccctccag gagtcacaga tgaggccccc gcagagactg gtgattggtg accctgtcat 
60 

gtacaggagg gaccctgaaa atgtccttaa agcctcctcc atgtaagaaa ctggcaggcc 
120 

tggagcccct cccccgtggg accaccctcc ttccagcaaa atgccggcca agctcaagga 
180 

gaaacagcgt ttattgtgga ggggagctgg gcggggctca gcctcggaga actggcagta 
240 

cagccgcccc agcctcggct ccacccatag ccggaacggg atctccagga tggcagagaa 
300 

gccttcagcc agcgttgggg cctcgaactg cttcctggca gtggtgggaa cagtgaggga 
360 

cagcctggat catgtggccc agccagtgcc cctgccccct gctatcccca acagtacctg 
420 

tagccataca tgaccatgtc tgacacgggg atatgagagg agtccgtcat ctctcgaaac 
480 

cggttgttgt ggcgcgcctg ctccagagtg gcggtgaaga ggaagcagcg gcaggggacg 
540 

cccgcggctc gggcacactg gacgtacctg gc 
572 

<210> 2924 
<211> 91 
<212> PRT 

<213> Homo sapiens 

<400> 2924 
Met Ser Leu Lys Pro 

1 5 
Leu Pro Arg Gly Thr 
20 

Arg Arg Asn Ser Val 
35 

Arg Arg Thr Gly Ser 
50 

Gly Thr Gly Ser Pro 
65 

Pro Arg Thr Ala Ser 
85 

<210> 2925 
<211> 1999 
<212> DNA 
<213> Homo sapiens 



Pro Pro Cys Lys Lys Leu Ala Gly Leu Glu Pro 

10 15 
Thr Leu Leu Pro Ala Lys Cys Arg Pro Ser Ser 

25 30 
Tyr Cys Gly Gly Glu Leu Gly Gly Ala Gin Pro 

40 45 
Thr Ala Ala Pro Ala Ser Ala Pro Pro lie Ala 

55 60 
Gly Trp Gin Arg Ser Leu Gin Pro Ala Leu Gly 
70 75 80 

Trp Gin Trp Trp Glu Gin 
90 
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<400> 2925 

ngcgcgccag gggggggctg ctggggtgtt 
60 

ggagctgcta ggatggagca ggttgcggag 
120 

gctgccgaca gcactgagga gttggccgaa 
180 

gataatgacg cagccgcgag aggagcggag 
240 

gatgtgttcg aggtggagaa gatcctggac 
300 

aaagttcgct ggaaaggcta tacatcggat 
360 

gaggactgta aagaagtgct tcttgaattt 
420 

gcagtcagga aggatattca gagactatcc 
430 

gatagcgatc agcaaagtga gacaaaagaa 
540 

ttgaggcaga gagaagagaa aagcccagat 
600 

aagctaaaag acaagtccaa accagacctg 
660 

ttaaggacaa agaaaagaat ttctgaagcc 
720 

aaaaaagatg aagtaaaaga aacaaaagaa 
780 

gatttaaaga cgaaaacaag agaagatccc 
840 

tttgtcgaat cccaggtgga atctgaatca 
900 

gatgacaatg aagggctaca ttccgacagc 
960 

agagagagag cagggcagga catggggctg 
1020 

gccatgagtg ctgaggagga taccgatgtc 
1080 

aaggctgagg acactagaga gaacaggaag 
1140 

aaaactgtgc ctaaaaagca gaggaatcaa 
1200 

aagctgatgc ctgtatctgc ccaaacgcca 
1260 

ggcctctggt ccacggactc agccgaggag 
1320 

gaaaaatatc agaaaaggca tgattctgac 
1380 

ggattaaaga cacttaagga aatcagaaat 
1440 

gaaaaaaatg atgtttctga gaataatcgg 
1500 

accatagacg atcacaaaac caaggaaaac 
1560 



tgtcgcagcg ggttttcctc ggcggtttgc 
ggagcaaggg tgaccgcagt ccctgtgtca 
gtcgaagaag gagttggagt agtgggcgaa 
gcctttggcg acagtgagga ggacggagag 
atgaagaccg aggggggtaa agttctttac 
gatgatacct gggagcccga gattcacctg 
aggaagaaaa ttgcagagaa caaagccaaa 
ttaaataacg acatatttga ggcgaactct 
gatacttccc caaagaagaa aaagaaaaaa 
gatctgaaaa agaaaaaagc aaaggccggg 
gagagctcct tggaaagttt agtttttgat 
aaagaagaac taaaggagtc caaaaagccc 
ttaaagaaag ttaaaaaggg tgaaataaga 
aaagaaaata gaaaaacaaa aaaagaaaaa 
agtgtactta atgattctcc ctttccagag 
agagaagaga aacaaaacac taagagtgca 
gagcatggct ttgagaagcc cctagacagt 
agaggcagga ggaaaaagaa gaccccgaga 
ctagagaaca agaacgcttt cttagagaag 
gacagaagca aaagtgctgc agagttagag 
aagggccgga ggttgagcgg ggaagagaga 
gacaaagaaa ccaaaagaaa tgaatccaaa 
aaggaagaaa aaggcagaaa agagccaaaa 
gcatttgatt tatttaaatt aactccagaa 
aaaagggaag aaataccact ggattttaaa 
aaacagtcac ttaaagaaag gagaaacacc 
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agagacgaaa cggatacttg ggcatacatt gctgcagaag gtgatcagga ggttttagac 
1620 

agcgtgtgcc aagcagatga gaattcaggt gagtttggaa tcattttgta gaatttttca 
1680 

aggtagtgca ccatattatt ttactgtact cttctctgta tttctgatct caacgatcaa 
1740 

aaaataatgg agtcgaagag tttatttgga tctcctgaat aaataacatt ttatattgaa 
1800 

gacgggtcat tctgtgactt ctcaatggat caaacaattt ttctgagttc ctataatgtt 
1860 

ctcagcacgt atagaaatta aaagatttct gattttctac cttacctact cttacctggc 
1920 

agccccattt tatatcttac tatttaatag atttctttca ggaaattatc aaatataaac 
1980 

ttatttgtat tttaccctt 
1999 

<210> 2926 
<211> 305 
<212> PRT 

<213> Homo sapiens 



<400> 2926 



Lys 


Lys 


Val 


Lys 


Lys 


Gly Glu 


He 


Arg 


Asp 


Leu Lys 


Thr 


Lys 


Thr 


Arg 


1 








5 










10 








15 




Glu 


Asp 


Pro 


Lys 


Glu 


Asn Arg 


Lys 


Thr 


Lys 


Lys Glu 


Lys 


Phe 


Val 


Glu 








20 










25 








30 






Ser 


Gin 


Val 


Glu 


Ser 


Glu 


Ser 


Ser 


Val 


Leu 


Asn Asp 


Ser 


Pro 


Phe 


Pro 






35 










40 








45 








Glu 


Asp 


Asp 


Asn 


Glu 


Gly 


Leu 


His 


Ser Asp 


Ser Arg 


Glu 


Glu 


Lys 


Gin 




50 










55 








60 










Asn 


Thr 


Lys 


Ser 


Ala 


Arg Glu Arg 


Ala Gly Gin Asp Met Gly 


Leu 


Glu 


65 










70 










75 








80 


His 


Gly 


Phe 


Glu 


Lys 


Pro 


Leu Asp 


Ser 


Ala 


Met Ser 


Ala 


Glu 


Glu 


Asp 










85 










90 








95 




Thr 


Asp 


Val 


Arg 


Gly 


Arg 


Arg 


Lys 


Lys 


Lys 


Thr Pro 


Arg 


Lys 


Ala 


Glu 








100 










105 








110 






Asp 


Thr 


Arg 


Glu 


Asn 


Arg 


Lys 


Leu 


Glu 


Asn 


Lys Asn 


Ala 


Phe 


Leu 


Glu 






115 










120 








125 








Lys 


Lys 


Thr 


Val 


Pro 


Lys 


Lys 


Gin 


Arg 


Asn 


Gin Asp 


Arg 


Ser 


Lys 


Ser 




130 










135 








140 










Ala 


Ala 


Glu 


Leu 


Glu 


Lys 


Leu 


Met 


Pro 


Val 


Ser Ala 


Gin 


Thr 


Pro 


Lys 


145 










150 










155 








160 


Gly 


Arg 


Arg 


Leu 


Ser 


Gly Glu Glu 


Arg Gly Leu Trp 


Ser 


Thr 


Asp 


Ser 










165 










170 








175 




Ala 


Glu 


Glu 


Asp 


Lys 


Glu 


Thr 


Lys 


Arg 


Asn 


Glu Ser 


Lys 


Glu 


Lys 


Tyr 








180 










185 








190 






Gin 


Lys 


Arg 


His 


Asp 


Ser Asp 


Lys 


Glu 


Glu 


Lys Gly Arg 


Lys 


Glu 


Pro 






195 










200 








205 








Lys 


Gly 


Leu 


Lys 


Thr 


Leu 


Lys 


Glu 


He 


Arg 


Asn Ala 


Phe 


Asp 


Leu 


Phe 




210 










215 








220 










Lys 


Leu 


Thr 


Pro 


Glu 


Glu 


Lys 


Asn 


Asp 


Val 


Ser Glu 


Asn 


Asn 


Arg 


Lys 


225 










230 










235 








240 


Arg 


Glu 


Glu 


lie 


Pro 


Leu Asp 


Phe 


Lys 


Thr 


1-1 e Asp Asp 


His 


Lys 


Thr 
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245 

Lys Glu Asn Lys Gin Ser Leu Lys 
260 

Thr Asp Thr Trp Ala Tyr lie Ala 
275 280 
Asp Ser Val Cys Gin Ala Asp Glu 
290 295 

Leu 
305 



250 255 
Glu Arg Arg Asn Thr Arg Asp Glu 
265 270 
Ala Glu Gly Asp Gin Glu Val Leu 
285 

Asn Ser Gly Glu Phe Gly He He 
300 



<210> 2927 

<211> 1084 

<212> DNA 

<213> Homo sapiens 



<400> 2927 

nnctcgagtt tcgctgggct acggagcaca 
60 

aggcggccct gggatgtgag gggcctgcgg 
120 

ggtgttaact gtctggccta tgatgaagcc 
180 

gagattgctg tgcagaaccc tctggtgtca 
240 

gagtatgctg aagatgacaa catctatcaa 
300 

tcgtacatcc gcaagaccag gcctgacggc 
360 

cacttggagg cactgctgga tgacagcaag 
420 

aagagcaagg aagacctggt gtcccagggc 
480 

aacacgttca tggacctgat tgagcaggtg 
540 

gcctccttca atgaccagag cacctccgac 
600 

tcgggctacc tgcagcgcga gagcaagttc 
660 

gtcaaggagt tctgccagca ggaggtggag 
720 

atcattgcgc tggcccaggc cctcagcgtg 
780 

gagggcggca ccaccaatcc gcacatcttc 
840 

ctctaccggc ctggacacta cgatatcctc 
900 

gccctgctgc ccccctctgc caggcgctag 
960 

atggtcctat ttcaccccct tcttcctgtc 
1020 

gggtgctggt ggtgaaaaaa aaaaaaaaaa 

1080 

aaaa 

1084 



aaggtccggg cgggccattc gggatgtcgt 
gatctguccc tgaggcctgc cactttttct 
atcatggctc agcaggaccg aattcagcaa 
gagcggctgg agctctcggt cctatacaag 
cagaagatca aggacctcca caaaaagtac 
aactgtttct atcgggcttt cggattctcc 
gagttgcagc ggttcaaggc tgtgtctgcc 
ttcactgaat tcacaattga ggatttccac 
gagaagcaga cctctgtcgc cgacctgctg 
taccttgtgg tctacctgcg gctgctcacc 
ttcgagcact tcatcgaggg tggacggact 
cccatgtgca aggagagcga ccacatccac 
tccatccagg tggagtacat ggaccgcggc 
cctgagggct ccgagcccaa ggtctacctt 
tacaaatagg gctggctcca gcccgctgct 
acatgtacag aggtttttct gtggttgtaa 
acatgacccc cccccatgtt ttattaaagg 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
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<210> 2928 

<211> 292 

<212> PRT 

<213> Homo sapiens 



<400> 2928 



Xaa 


Ser 


OCi 


Phe 


Ala Gly 


Leu 


Arg Ser 


Thr 


Lys 


Val Arg Ala Gly His 


1 








5 








10 






15 


Ser Gly 






Arg Arg Pro Trp Asp Val Arg 


Gly Leu Arg Asp Leu 








z u 








25 






30 




ber 


T All 

Leu 


Arg 


Pro 


Ala 


Thr 


Phe 


Ser Gly Val 


Asn 


Cys Leu Ala 


Tyr Asp 
















40 






45 




GlU 


a j. a 


Tl a 

lie 




Ala 


Gin 


Gin 


Asp Arg 


He 


Gin 


Gin Glu He 


Ala Val 




bU 










55 








60 




bin 


Asn 


Pro 


Leu 




'Ser 


Glu 


Arg Leu 


Glu 


Leu 


Ser Val Leu 


Tyr Lys 


C tr 
O D 










70 








75 




80 


GlU 


Tyr 


Aid 


bill 


Asp 


Asp Asn 


He Tyr 


Gin 


Gin 


Lys lie Lys 


Asp Leu 










85 








90 






95 


His 


Lys 


Lys 


Tyr 


Ser 


Tyr 


He 


Arg Lys 


Thr 


Arg 


Pro Asp Gly Asn Cys 








100 








105 






110 




Phe 


Tyr 


Arg 


Aia 


Phe Gly 


Phe 


Ser His 


Leu 


Glu 


Ala Leu Leu 


Asp Asp 






115 










120 






125 




Ser 


Lys 


ulU 


Leu 


Gin Arg 


Phe 


Lys Ala 


Val 


Ser 


Ala Lys Ser 


Lys Glu 




130 










135 








140 




Asp 


Leu 


Ua 1 
val 


OCI 


Gin Gly Phe 


Thr Glu 


Phe 


Thr 


He Glu Asp 


Phe His 


145 










150 








155 




160 


Asn 


Thr 




1*1 G L. 


Asp 


Leu 


He 


Glu Gin 


Val 


Glu 


Lys Gin Thr 


Ser Val 










165 








170 






175 


Ala 


Asp 


Leu 


Leu 


Ala 


Ser 


Phe 


Asn Asp 


Gin 


Ser 


Thr Ser Asp 


Tyr Leu 








180 








185 






190 




Val 


val 


Tyr 


Leu 


Arg 


Leu 


Leu 


Thr Ser Gly Tyr 


Leu Gin Arg Glu Ser 






195 










200 






205 




Lys 


Phe 


Phe 


Glu 


His 


Phe 


He Glu Gly Gly Arg 


Thr val Lys 


Glu Phe 




210 










215 








220 




Cys 


Gin 


Gin 


Glu 


Val 


Glu 


Pro 


Met Cys 


Lys 


Glu 


Ser Asp His 


He His 


225 










230 








235 




240 


He 


He 


Ala 


Leu 


Ala 


Gin 


Ala 


Leu Ser 


Val 


Ser 


He Gin Val 


Glu Tyr 










245 








250 






255 


Met Asp 


Arg 


Gly 


Glu Gly Gly Thr Thr 


Asn 


Pro 


His He Phe 


Pro Glu 








260 








265 






270 




Gly Ser 


Glu 


Pro 


Lys Val Tyr Leu Leu Tyr Arg 


Pro Gly His 


Tyr Asp 






275 










280 






285 




He 


Leu 


Tyr 


Lys 



















290 



<210> 2929 

<211> 4920 

<212> DNA 

<213> Homo sapiens 

<400> 2929 

cggcgcccgc gggctgggag ccggggcccg caggtggaag cgcacccggg aggcgggccg 
60 



2157 



WO 00/58473 



PCT/US00/08621 



gccggggctg 
120 

ggaaggcgcg 
180 

ctgggagctg 
240 

caggacgccc 
300 

aaatatactg 
360 

cagaaagaaa 
420 

atcaaatcta 
480 

gcacagtatc 
540 

cacattaaat 
600 

aagccaaaaa 
660 

gtagtgatta 
720 

cttcaagagc 
780 

ttgttgaaag 
840 

ggactaagag 
900 

ctagatatta 
960 

aaaaagcgag 
1020 

acttttacaa 
1080 

gcacccaaga 
1140 

gaccttgcac 
1200 

gagacagata 
1260 

agcatgtctg 
1320 

tccaaaatac 
1380 

gatggagttc 

1440 

gaaacctttc 
1500 

gaaacctctg 
1560 

ggaataagct 
1620 

cctaaagttg 
1680 



gagcggctcg 

cgtcccgccc 
gagcccgcgc 
cagccaggag 
atgtctcttc 
acatgataga 
ctactgttca 
acttaaatcc 
ttaagccaaa 
tgttggataa 
attttaagaa 
ttgcccctat 
attatcaatc 
aattatatgc 
tgaaggagaa 
accaaactgc 
ggtccaatac 
agaggcgggc 
acatccagga 
agagtccctg 
cagggaattc 
ccccgcatca 
ctccagacag 
accctgggct 
tctttgagtg 
ctgattatag 
aagctgaaaa 



ggcgggctct 
tgacccgccg 
agcgccccgc 
aaaaccaaaa 
agctgctgat 
taaagacgtt 
tggcagtaaa 
atcaagttac 
cacaccaata 
gaaaaaacct 
aacacagaag 
tatatgtagc 
gcaggagcct 
gatggatgtc 
agaaaataaa 
aagtgcccct 
catttccaaa 
tccactgccc 
gaggcctgct 
tgaagcagga 
atctttgaga 
aagtgatgaa 
tgcttcagaa 
ttccagtcag 
ccctgggaca 
ccttgaagag 
tatttctccg 



tgacgctcag 
gcctctccca 
agggcgatgg 
gccaaggcac 
tctgtagaat 
gaactctcag 
cctatgatgg 
acaatcgatc 
ggaatgttgg 
acacctataa 
accatagtga 
aaatgtgagt 
cttgacttga 
aacagagagt 
gggtttttca 
gcaacccctc 
ccatatattt 
ccgatgccag 
tcttgtatag 
agagtgaggg 
aggacaaagc 
aatagtcgtg 
gcaaactctc 
gagcagtgca 
cctgaggcag 
atagatgaaa 
aagtcacaag 



ccagcttcgc 
ccccagcagt 
acggccgaac 
cacttcctcc 
ccactgcttt 
tggtcctacc 
acttgttgat 
tgttgtcagc 
aggtagagaa 
taccagagaa 
gagtgagtcc 
ttgatccgtt 
caaaatctct 
cctgccaaat 
gtttttttca 
tagtaaataa 
ccaacaccct 
catctcagag 
tgaaatccat 
caggttcact 
gaaaagcacc 
tgactgcctt 
ctgaggagct 
ctgcgcccaa 
ccataacatc 
aggaagaact 
atattccttt 



tccggcctcg 
gacgcgccgc 
cccgcgcccg 
agctgagacc 
catcatggaa 
tggggatatt 
attcctttgt 
tgaacagaac 
ggtaatttta 
aactgtgaga 
acatgcatcg 
gcatacacta 
taatgacctg 
atcacaaaac 
acgcagtaag 
gcaccgccca 
gccgtcggat 
tgtcccccaa 
gagcgtggat 
gcagctcagc 
ttccccaccc 
acagccagta 
atccagccca 
actgatggag 
attgacatct 
gagtgaagtg 
tgtatctact 
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gatataataa atacactgaa aaatgatcct 
1740 

ttctcacaaa actccatgga agaaaaacaa 
1800 

cacagtgtag tatatgatac aagcaatgga 
1860 

aagtcgttgg gcccaaacca agagaatgtt 
1920 

acagaagaca atatgaaaaa tggagtgaag 
1980 

aaaaataaca acattgatat ggaagttgag 
2040 

gatactgcta taagttacaa ggaaaaccat 
2100 

ctgaatcaac ccagtgcaga aaagacaaaa 
2160 

aacagttttg atgggaaaca ccaagatcat 
2220 

gtgcaaactt caaataacaa catatcaact 
2280 

gtaaatacct caagggaatt caggagtcaa 
2340 

cttaccgtaa aagatccaat ttgtgcacat 
2400 

aggattgaca aaaattccac tgcttcttac 
2460 

tacaatccca agccaaaacc ttcaaatgaa 
2520 

atgactactt ataaaatagt gcctcccaaa 
2580 

gaaaccatag agtataaaga tgatcaggac 
2640 

gagaatgtga aagaaactgc catccaaaca 
2700 

gagccactgc caaaccttaa accgaagcct 
2760 

tctgtgagct cacctgatga tgccatggtt 
2820 

agagacactg gcacagctcc ttttgcacca 
2880 

tcaaaattta aatctcgggc ttcaaatgcc 
2940 

atgcagaaga gagtatcggg tcactatgtg 
3000 

gcccctaatc ctgctccaaa agaactgaca 
3060 

tctccggagc agactctttc tcccttaagt 
3120 

gttgaaaaaa ctgatgatga tgtcatcggt 
3180 

atagctccaa aacctgtgac aattcctgct 
3240 

ttgaaaactt ttggtgcccc acgaccatac 
3300 



gactcagccc ttggcaatgg tagtggagag 
gaaactaaaa gcacagatgg acaagaacca 
aagaaggtag ttgacagtat aagaaacttg 
caaaatgaaa taattgtcta tccagagaac 
aaaacagaaa tcaatgtaga aggtgttgcc 
agaccatcaa actctgaggc acatgaaact 
ctagcagctt catcagtacc agatcaaaaa 
gatgcagcaa ttcagacaac cccttcttgt 
aatttatctg actccaaagt tgaagaatgt 
caacactcat gcttaagttc acaagactct 
ggcaccctaa ttatacattc agaagatccg 
ggtaatgatg atcttttgcc tcctgtagat 
ctaaagaatt acccacttta tagacaggac 
attacacgag agtatatacc caaaattggc 
tccttggaaa tatcgaaaga ctggcaatca 
atgcatgctt tagggaaaaa gcacactcat 
gaagattctg ctatttctga aagcccagaa 
aacctgagaa cagagcatca agtgcccagt 
agtcctctga aacctgctcc caaaatgaca 
aatttggaag aaataaacaa tattttggaa 
caggccaaac ccagctcttt ttttttgcag 
acatctgcag ctgccaagag tgtccatgct 
aataaagagg cagaaaggga tatgctgcct 
aaaatgcctc actctgttcc acaacccctt 
caggctcctg ctgaagcctc ccctcctccc 
agtcaggtat ccacacaaaa tctgaagact 
tcaagttctg gtccttcacc gtttgctctt 
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gctgtagtga aaaggtcaca 
3360 

gcattggtcc aacctccagc 
3420 

gtggacatcc cacagcttgg 
3480 

aattcccaaa taccaactcc 
3540 

ttaacattcc aaagctctga 
3600 

tcgggagagg ctgctgccaa 
3660 

aatggaaggt caagactcag 
3720 

ttaccctgcc acaccactgc 
3780 

attttggcaa atgtatattc 
3840 

tgtgttgtgg cttttaatgc 
3900 

tttgatcttt tttttgcctt 
3960 

taaatgattt tcatttttta 
4020 

gcacattctc tacaatggtg 
4080 

atgacataca actaggacaa 
4140 

aatatttata agttatatga 
4200 

gataccaaat aagtatattc 
4260 

aagacttgcc ttgtgtattc 
4320 

catagtattt taatatttta 
4380 

attctacaat aattttaaat 
4440 

cacattttat gtgccagaag 
4500 

agttatttca catttgatat 
4560 

actttaaaga ctatttggaa 
4620 

atagtcatta tatagttcag 
4680 

ctaaaactgt taagcaaaac 
4740 

gcctgttggt gttctgtccc 
4800 

gttcaaacaa gatgatatta 
4860 

gggatttttt tttcaattta 
4920 



gtctttcagt aaagagcgca 
caacacagag gaagggaaga 
tgtgtctgat aaggaaaata 
aactgatggc ccatcattca 
cccagaacag atgcgacaga 
attgaaaagg gttaccattc 
ccattccatg tcccctgatg 
acttcacttc cacttcagac 
agatgtacac taatatatta 
cagaagaaaa gttaccagaa 
aagagttgaa tatgctgctt 
caaatgaaaa ataattcctt 
acttagacaa aagtataaga 
acatagatat gacatttgct 
aagcctgttt tgggctgaaa 
agttcaataa ttattttcaa 
tttatgtaat tacaaatcac 
ttaacatgga actcttgttt 
attttctgta tataattatg 
ccttaaacat ctttctgtga 
gtagagagga ataggggtta 
gttccagaaa ttctggtttt 
atgctaatat tctaagtaat 
aatgcccatt tgtcggctta 
tactttaaga atttaattgc 
aatttgtttt cactaaaact 
ataaaagcaa gttgtatatt 



ccgagtcacc tagtgccagt 
ctcattctgt aaataaattt 
actctgcaca taatgaacag 
ctgttatgag acaaagttct 
gtttgctgac tgcaatccgt 
catcaaatac aatatctgtg 
cccaggacgg ccattaaatg 
caacttcata ctaatggaac 
tctattaaaa tattagaatt 
tttataattt atagtaattt 
tagaacttta aaacaaggtg 
tgtattgatt tcacttacca 
ttcatagact ttatatttgt 
gcctcagtgt agcaattgga 
gaattattta gaaaactagt 
tgatgaatca cttagtgtga 
tgtcaatttt atgggaagct 
ttttaatctt tagaacttaa 
acattgtcac acagaaatta 
aaatgctgat atattgtgac 
gtttatgttt atattgaaaa 
aattcaagta aaatgataaa 
aatatatatt tacattgaag 
cagctcttcc ggagtctaga 
tcacttattc tgaaagcttt 
actgggatat ctgcctcttg 
tggggtgctt tttaaaatat 
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<210> 2930 

<211> 1166 

<212> PRT 

<213> Homo sapiens 



<400> 2930 



Met 


Asp 


Gly 


Arg 


Thr 


Pro 


Arg 


Pro 


Gin 


Asp 


Ala 


Pro 


Ala 


Arg 


Arg 


Lys 


1 








5 










10 










15 




Pro 


Lys 


Ala 


Lys 


Ala 


Pro 


Leu 


Pro 


Pro 


Ala 


Glu 


Thr 


Lys 


Tyr 


Thr Asp 








20 










25 










30 






Val 


Ser 


Ser 
35 


Ala 


Ala 


Asp 


Ser 


Val 
40 


Glu 


Ser 


Thr 


Ala 


Phe 
45 


He 


Met 


Glu 


Gin 


Lys 


Glu 


Asn 


Met 


He Asp Lys Asp 


Val 


Glu 


Leu 


Ser 


Val 


Val 


Leu 




50 










55 










60 










Pro 


Gly 


Asp 


He 


He 


Lys 


Ser 


Thr 


Thr 


Val 


His 


Gly Ser Lys 


Pro 


Met 


65 










70 










75 










80 


Met 


Asp 


Leu 


Leu 


He 


Phe 


Leu Cys 


Ala 


Gin Tyr His 


Leu 


Asn 


Pro 


Ser 










85 










90 










95 




Ser 


Tvr 


Thr 


He 
100 


Asp 


Leu 


Leu 


Ser 


Ala 
105 


Glu 


Gin 


Asn 


His 


He 
110 


LVS 


Phe 


Lvs 

Jr 


Pro 


Asn 


Thr 


Pro 


He 


Gly Met 


Leu 


Glu 


Val 


Glu 


Lys 


Val 


He 


Leu 






115 










120 










125 








Lvs 


Pro 


Lvs 


Met 


Leu Asp Lys 


Lys 


Lys 


Pro 


Thr 


Pro 


He 


He 


Pro 


Glu 




130 










135 










140 










Lys 


Thr 


Val 


Arcr 


Val 


Val 


He 


Asn 


Phe 


Lys 


Lys 


Thr Gin Lys 


Thr 


He 


145 










150 










155 










160 


Val 


Arq 


Val 


Ser 


Pro 
165 


His 


Ala 


Ser 


Leu 


Gin 
170 


Glu 


Leu 


Ala 


Pro 


He 
175 


He 


Cvs 

2 


Ser 


Lvs 


Cvs 
180 


Glu 


Phe 


Asp 


Pro 


Leu 
185 


His 


Thr 


Leu 


Leu 


Leu 
190 


Lys 


Asp 


Tyr 


Gin 


Ser 
195 


Gin 


Glu 


Pro 


Leu 


Asp 
200 


Leu 


Thr 


Lys 


Ser 


Leu 
205 


Asn 


Asp 


Leu 


Gly 


Leu 


Arg 


Glu 


Leu Tyr 


Ala 


Met Asp 


Val Asn Arg Glu Ser 


Cys 


Gin 




210 










215 










220 










He 


Ser 


Gin 


Asn 


Leu 


Asp 


He 


Met 


Lys 


Glu 


Lys 


Glu 


Asn 


Lys 


Gly 


Phe 


225 










230 










235 










240 


Phe 


Ser 


Phe 


Phe 


Gin Arg 


Ser 


Lys Lys 


Lys 


Arg 


Asp 


Gin 


Thr 


Ala 


Ser 










245 










250 










255 




Ala 


Pro 


Ala 


Thr 


Pro 


Leu 


Val 


Asn Lys 


His 


Arg 


Pro 


Thr 


Phe 


Thr Arg 








260 










265 










270 






Ser 


Asn 


Thr 


He 


Ser 


Lys 


Pro 


Tyr 


He 


Ser 


Asn 


Thr 


Leu 


Pro 


Ser Asp 






275 










280 










285 








Ala 


Pro 


Lys 


Lys 


Arg Arg Ala 


Pro 


Leu 


Pro 


Pro 


Met 


Pro 


Ala 


Ser 


Gin 




290 










295 










300 










Ser 


Val 


Pro 


Gin 


Asp 


Leu 


Ala 


His 


He 


Gin 


Glu 


Arg 


Pro 


Ala 


Ser 


Cys 


305 










310 










315 










320 


He 


Val 


Lys 


Ser 


Met 


Ser Val Asp Glu 


Thr Asp 


Lys 


Ser 


Pro 


Cys 


Glu 










325 










330 










335 




Ala 


Gly 


Arg 


Val 


Arg Ala Gly Ser Leu 


Gin 


Leu 


Ser 


Ser 


Met 


Ser 


Ala 








340 










345 










350 






Gly 


Asn 


Ser 


Ser 


Leu Arg Arg Thr Lys 


Arg 


Lys 


Ala 


Pro 


Ser 


Pro 


Pro 






355 










360 










365 








Ser 


Lys 


He 


Pro 


Pro 


His 


Gin 


Ser Asp 


Glu 


Asn 


Ser Arg Val 


Thr 


Ala 
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370 

Leu Gin Pro Val 
385 

Ser Pro Glu Glu 

Ser Gin Glu Gin 
420 

Phe Glu Cys Pro 
435 

Gly lie Ser Ser 
450 

Leu Ser Glu Val 
465 

Gin Asp lie Pro 

Asp Pro Asp Ser 
500 

Ser Met Glu Glu 
515 

His Ser Val Val 
530 

lie Arg Asn Leu 
545 

Glu lie He Val 

Val Lys Lys Thr 
580 

He Asp Met Glu 
595 

Asp Thr Ala He 
610 

Pro Asp Gin Lys 
625 

Ala He Gin Thr 

Asp His Asn Leu 
660 

Asn Asn Asn He 
675 

Val Asn Thr Ser 
690 

Ser Glu Asp Pro 
705 

Asp Asp Leu Leu 

Ser Tyr Leu Lys 
740 

Pro Lys Pro Ser 
755 

Met Thr Thr Tyr 
770 

Asp Trp Gin Ser 
785 

Ala Leu Gly Lys 



375 

Asp Gly val Pro 
390 

Leu Ser Ser Pro 
405 

Cys Thr Ala Pro 

Gly Thr Pro Glu 
440 

Asp Tyr Ser Leu 
455 

Pro Lys Val Glu 
470 

Phe Val Ser Thr 
485 

Ala Leu Gly Asn 

Lys Gin Glu Thr 
520 

Tyr Asp Thr Ser 
535 

Lys Ser Leu Gly 
550 

Tyr Pro Glu Asn 
565 

Glu He Asn Val 

Val Glu Arg Pro 
600 

Ser Tyr Lys Glu 
615 

Leu Asn Gin Pro 
630 

Thr Pro Ser Cys 
645 

Ser Asp Ser Lys 

Ser Thr Gin His 
680 

Arg Glu Phe Arg 
695 

Leu Thr Val Lys 
710 

Pro Pro Val Asp 
725 

Asn Tyr Pro Leu 

Asn Glu He Thr 
760 

Lys He Val Pro 
775 

Glu Thr He Glu 
790 

Lys His Thr His 



380 

Pro Asp Ser Ala 
395 

Glu Thr Phe His 
410 

Lys Leu Met Glu 
425 

Ala Ala He Thr 

Glu Glu He Asp 
460 

Ala Glu Asn He 
475 

Asp He He Asn 
490 

Gly Ser Gly Glu 
505 

Lys Ser Thr Asp 

Asn Gly Lys Lys 
540 

Pro Asn Gin Glu 
555 

Thr Glu Asp Asn 
570 

Glu Gly Val Ala 
585 

Ser Asn Ser Glu 

Asn His Leu Ala 
620 

Ser Ala Glu Lys 
635 

Asn Ser Phe Asp 
650 

Val Glu Glu Cys 
665 

Ser Cys Leu Ser 

Ser Gin Gly Thr 
700 

Asp Pro He Cys 
715 

Arg lie Asp Lys 
730 

Tyr Arg Gin Asp 
745 

Arg Glu Tyr He 

Pro Lys Ser Leu 
780 

Tyr Lys Asp Asp 
795 

Glu Asn Val Lys 



Ser Glu Ala Asn 
400 

Pro Gly Leu Ser 
415 

Glu Thr Ser Val 
430 

Ser Leu Thr Ser 
445 

Glu Lys Glu Glu 

Ser Pro Lys Ser 
480 

Thr Leu Lys Asn 
495 

Phe Ser Gin Asn 
510 

Gly Gin Glu Pro 
525 

Val Val Asp Ser 

Asn Val Gin Asn 
560 

Met Lys Asn Gly 
575 

Lys Asn Asn Asn 
590 

Ala His Glu Thr 
605 

Ala Ser Ser Val 

Thr Lys Asp Ala 
640 

Gly Lys His Gin 
655 

Val Gin Thr Ser 
670 

Ser Gin Asp Ser 
685 

Leu He He His 

Ala His Gly Asn 
720 

Asn Ser Thr Ala 
735 

Tyr Asn Pro Lys 
750 

Pro Lys He Gly 
765 

Glu He Ser Lys 

Gin Asp Met His 
800 

Glu Thr Ala He 
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805 










810 










815 




Gin 


Thr 


Glu 


ASD 


Ser 


Ala 


He 


Ser 


Glu 


Ser 


Pro 


Glu 


Glu 


Pro 


Leu 


Pro 








820 










825 










830 






Asn 


Leu 


Lys 


Pro 


Lvs 


Pro 


Asn 


Leu 


Arq 


Thr 


Glu 


His 


Gin 


Val 


Pro 


Ser 






835 










840 










845 








Ser 


Val 


Ser 


Ser 


Pro 


Asn 


Asp 


Ala 


Met 


Val 


Ser 


Pro 


Leu 


Lys 


Pro 


Ala 




850 










855 










860 










Pro 


Lys 


Met 


Thr 


Arg 


Asp 


Thr 


Gly 


Thr 


Ala 


Pro 


Phe 


Ala 


Pro 


Asn 


Leu 


865 










870 










875 










880 


Glu 


Glu 


He 


Asn 


Asn 


He 


Leu 


Glu 


Ser 


Lys 


Phe 


Lys 


Ser 


Arg 


Ala 


Ser 










885 










890 










895 




Asn 


Ala 


Gin 


Ala 


Lys 


Pro 


Ser 


Ser 


Phe 


Phe 


Leu 


Gin 


Met 


Gin 


Lys 


Arg 








900 










905 










910 






Val 


Ser 


Glv 


His 


Tyr 


Val 


Thr 


Ser 


Ala 


Ala 


Ala 


Lvs 


Ser 


Val 


His 


Ala 






915 










920 










925 








Ala 


Pro 


Asn 


Pro 


Al4#i?ro 


Lys 


Glu 


Leu 


Thr 


Asn 


Lvs 


Glu 


Ala 


Glu 


Arg 




930 










935 










940 










* — zr 


Met 


Leu 


Pro 


Ser 


Pro 


Glu 


Gin 


Thr 


Leu 


Ser 


Pro 


Leu 


Ser Lys 


Met 












950 










955 










360 


Pro 


His 


Ser 


Val 


Pro 


Gin 


Pro 


Leu 


Val 


Glu 


Lys 


Thr 


Asp 


Asp Asp 


val 










965 










970 










975 




He 


Gly 


Gin 


Ala 


Pro 


Ala 


Glu 


Ala 


Ser 


Pro 


Pro 


Pro 


He 


Ala 


Pro 


Lys 








980 










985 










990 






Pro 


Val 


Thr 


He 


Pro 


Ala 


Ser 


Gin 


Val 


Ser 


Thr 


Gin 


Asn 


Leu 


Lys 


Thr 






995 










1000 








1005 






Leu 


Lys 


Thr 


Phe 


Gly 


Ala 


Pro 


Arg 


Pro 


Tyr 


Ser 


Ser 


Ser Gly 


Pro 


Ser 




1010 








1015 








1020 








Pro 


Phe 


Ala 


Leu 


Ala 


Val 


Val 


Lys 


Arg 


Ser 


Gin 


Ser 


Phe 


Ser 


Lys 


Glu 


1025 








1030 








1035 








104< 


Arg Thr Glu 


Ser 


Pro 


Ser 


Ala 


Ser 


Ala 


Leu 


val 


Gin 


Pro 


Pro 


Ala 


Asn 










1045 








1050 








1055 


Thr 


Glu 


Glu 


Gly 


Lys 


Thr 


His 


Ser 


Val 


Asn 


Lys 


Phe 


Val 


Asp 


He 


Pro 



1060 1065 1070 



Gin Leu Gly Val Ser Asp Lys Glu Asn Asn Ser Ala His Asn Glu Gin 

1075 1080 1085 

Asn Ser Gin He Pro Thr Pro Thr Asp Gly Pro Ser Phe Thr Val Met 

1090 1095 1100 

Arg Gin Ser Ser Leu Thr Phe Gin Ser Ser Asp Pro Glu Gin Met Arg 
1105 1110 1115 1120 

Gin Ser Leu Leu Thr Ala He Arg Ser Gly Glu Ala Ala Ala Lys Leu 

1125 1130 1135 

Lys Arg Val Thr He Pro Ser Asn Thr He Ser Val Asn Gly Arg Ser 

1140 1145 1150 

Arg Leu Ser His Ser Met Ser Pro Asp Ala Gin Asp Gly His 
1155 1160 1165 

<210> 2931 

<211> 625 

<212> DNA 

<213> Homo sapiens 

<400> 2931 

ttactttcca cattgtctgc cctccatgga acacctgtct ctcctggtga tggaagcaac 
60 
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ccaatgtcca ctttgctcct ttggcccggc tcactcttct ccttaccctg agatgtgctg 
120 

ttagagatct tcgaagccat attttctcca gatgttttgg gatgaggaga cacaacaaca 
180 

gtgtttttag gttcactctg atgagttgcc atgaaatcaa accaatctaa actgtcatct 
240 

ctgttatttt tgtgctgagc tgaatgtttc ctacttgttg atctattagg ctccagatgc 
300 

ggtgggggat ctagaactgg gcttccctcg gggctgcctc caggagagaa gatatgtgtg 
360 

agccaggcca aaggagcaaa gtggacattg ggttgcttcc atcaccagga gagacaggtg 
420 

ttccatggag ggcagacaat gtggaaagta acaagaaaaa aaggctagca ctagattctg 
480 

aagcagcagt ctctgctgat aaaccagact cagtactgac tcatcatgtc cccaggaacc 
540 

tgcagaagct gtgcaaagag agggcccaga agttgtgcag aaatagcacc agggtgcctg 
600 

cacagtgcac agtcccttca cgcgt 
625 

<210> 2932 
<211> 90 
<212> PRT 

<213> Homo sapiens 



<400> 2932 




















Met 


Cys 


Glu 


Pro 


Gly Gin Arg 


Ser 


Lys 


Val 


Asp 


He 


Gly Leu Leu 


Pro 


1 








5 






10 






15 




Ser 


Pro 


Gly 


Glu 


Thr Gly Val 


Pro Trp 


Arg 


Ala 


Asp 


Asn Val Glu 


Ser 








20 






25 








30 




Asn 


Lys 


Lys 


Lys 


Arg Leu Ala 


Leu 


Asp 


Ser 


Glu 


Ala 


Ala Val Ser 


Ala 






35 






40 










45 




Asp 


Lys 


Pro 


Asp 


Ser Val Leu 


Thr 


His 


His 


Val 


Pro 


Arg Asn Leu 


Gin 




50 






55 










60 






Lys 


Leu 


Cys 


Lys 


Glu Arg Ala 


Gin 


Lys 


Leu 


Cys 


Arg 


Asn Ser Thr 


Arg 


65 








70 








75 






80 


Val 


Pro 


Ala 


Gin 


Cys Thr Val 


Pro 


Ser 


Arg 











85 90 



<210> 2933 

<211> 688 

<212> DNA 

<213> Homo sapiens 

<400> 2933 

caattgcgcc aagaacttaa aacagtgaaa aaaaattatg aagctctcaa acagagacaa 
60 

gatgaggaaa ggatggtaca gagctctcct ccaatatctg gtgaagacaa caaatgggag 
120 

cgagaaagtc aagaaacgac tagagaactt ctgaaagtta aagacagatt aattgaagta 
180 

gaaagaaata atgctacact gcaagcagag aagcaagcgt tgaaaactca actgaagcaa 
240 
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cttgagacac agaacaataa tttgcaggct 
300 

tcattacaag aacagaatac cactcttcaa 
360 

tccaccctta attcccaaag tacctcactc 
420 

cagtcttcct tagaaaatga aaatgaatct 
480 

ctctatgatt ctctgatcaa agatcatgaa 
540 

tcagagtatg aatctcttat ctctaaacat 
600 

gaggtggaac atagagacct tgaagaccgt 
660 

ttggaagatt tggaaaaaat gctcaaag 
688 



cagattcttg cacttcagag gcagacagtg 
acacagaatg ccaagcttca ggttgaaaat 
atgaaccaga atgcccaact cctaatccag 
gtaatcaaag agcgagaaga cctaaaatct 
aagctggaac ttcttcatga acgtcaggct 
ggaactctga agtctgccca caaaaatctt 
tacaatcagt tattaaaaca gaaaggacag 



<210> 2934 
<211> 229 
<212> PRT 

<213> Homo sapiens 
<400> 2934 

Gin Leu Arg Gin Glu Leu Lys Thr Val Lys Lys Asn Tyr Glu Ala Leu 

15 10 15 

Lys Gin Arg Gin Asp Glu Glu Arg Met Val Gin Ser Ser Pro Pro lie 

20 25 30 

Ser Gly Glu Asp Asn Lys Trp Glu Arg Glu Ser Gin Glu Thr Thr Arg 

35 40 45 

Glu Leu Leu Lys Val Lys Asp Arg Leu lie Glu Val Glu Arg Asn Asn 

50 55 60 

Ala Thr Leu Gin Ala Glu Lys Gin Ala Leu Lys Thr Gin Leu Lys Gin 
65 70 75 80 

Leu Glu Thr Gin Asn Asn Asn Leu Gin Ala Gin lie Leu Ala Leu Gin 

85 90 95 

Arg Gin Thr Val Ser Leu Gin Glu Gin Asn Thr Thr Leu Gin Thr Gin 

100 105 110 

Asn Ala Lys Leu Gin Val Glu Asn Ser Thr Leu Asn Ser Gin Ser Thr 

115 120 125 

Ser Leu Met Asn Gin Asn Ala Gin Leu Leu lie Gin Gin Ser Ser Leu 

130 135 140 

Glu Asn Glu Asn Glu Ser Val He Lys Glu Arg Glu Asp Leu Lys Ser 
145 150 155 160 

Leu Tyr Asp Ser Leu He Lys Asp His Glu Lys Leu Glu Leu Leu His 

165 170 175 

Glu Arg Gin Ala Ser Glu Tyr Glu Ser Leu He Ser Lys His Gly Thr 

180 185 190 

Leu Lys Ser Ala His Lys Asn Leu Glu Val Glu His Arg Asp Leu Glu 

195 200 205 

Asp Arg Tyr Asn Gin Leu Leu Lys Gin Lys Gly Gin Leu Glu Asp Leu 

210 215 220 

Glu Lys Met Leu Lys 
225 
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<210> 2935 
<211> 1200 
<212> DNA 

<213> Homo sapiens 
<400> 2935 

ngacacaata gggcattcaa gtcactgggg aaatatggcc tcttttcctg gaccatttta 
60 

tttgaaggta tgggggaacg aaaaaaatac tattatggag tgcagtgcac agtttgcatg 
120 

aactctaaaa gataaagcaa gaaatgtcaa gtaggttttg cacattgggc tgctttaggc 
180 

tgtgccctct gattcttctg gtgtactcat gatactctcc cttggtgccc tccaggctga 
240 

cgcagctatt tacgttcaga gtgaaatggg ctgtgtggct gggattggga aaggccttgt 
300 

taaagctggg agaggtttgg tcatggtgac aggggacctg aaggcccagc tcctcttccc 

360 

tcttgccaat acagggacaa gttaaagaag aagaagaaag taaaggtaaa gacggaaaag 
420 

aaatccacgc cctctagggg ctcatcatcc aagtcgtcct caaggcagct aagcgagagc 
480 

ttcaagagca aagagtttgt gtctagtgat gagagctctt cgggagagaa caagagcaaa 
540 

aagaagagga ggaggagcga ggactctgaa gaagaagaac tagccagtac tccccccagc 
600 

tcagaggact cagcgtcagg atccgatgag tagaaacgga ggaaggttct ctttgcgctt 
660 

gccttctcac accccccgga agtcagcagg gaaacgcaga gaactcctat gaaccaccaa 
720 

aaggctgtaa atgatgaaac atgcaaagct agccacataa catcaagtgt ctttccttca 
780 

gcctctctcg gtaaagcatc atctcgaaag ccatttggga tcctttctcc aaatgttctg 
840 

tgcagtatga gtgggaagag tcctgtagag agcagcttga atgttaaaac caaaaagaat 
900 

gcaccatctg caacgatcca ccagggcgaa gaagaaggac cacttgatat ctgggctgtt 
960 

gtgaaacctg gaaataccaa ggaaaaaatt gcattctttg catcccacca gtgtagtaac 
1020 

aggataggat ctatgaaaat aaaaagttcc tgggatattg atgggagagc tactaagaga 
1080 

aggaaaaaat caggggatct taaaaaagcc aaggtacagg tggaaaggat gagggaggtt 
1140 

aacagcaggt gctaccaacc tgagcctttt gcatgtggca ttgagcactg ttctgtgcac 
1200 

<210> 2936 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 2936 

Ser Trp Glu Arg Phe Gly His Gly Asp Arg Giy Pro Glu Gly Pro Ala 
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1 








5 






10 






15 




Pro 


Leu 


Pro 


Ser 


Cys 


Gin Tyr Arg 


Asp 


Lys 


Leu Lys Lys 


Lys 


Lys 


Lys 








20 






25 






30 






Val 


Lys 


Val 


Lys 


Met 


Glu Lys Lys 


Ser 


Thr 


Pro Ser Arg Gly Ser 


Ser 






35 






40 






45 








Ser Lys 


Ser 


Ser 


Ser 


Arg Gin Leu 


Ser 


Glu 


Ser Phe Lys 


Ser 


Lys 


Glu 




50 








55 






60 








Phe 


val 


Ser 


Ser 


Asp 


Glu Ser Ser 


Ser 


Gly Glu Asn Lys 


Ser 


Lys 


Lys 


65 










70 






75 






80 


Lys 


Arg 


Arg 


Arg 


Ser 


Glu Asp Ser 


Glu 


Glu 


Glu Glu Leu 


Ala 


Ser 


Thr 










85 






90 






95 




Pro 


Pro 


Ser 


Ser 


Glu 


Asp Ser Ala 


Ser Gly 


Ser Asp Glu 














100 






105 













<210> 2937 

<211> 749 

<212> DNA 

c213> Homo sapiens 

<400> 2937 

nngaattcca gtgaaagtgg gagccttgaa gtcgtagaca gcagcgggga aatcattcac 
60 

cgagtcaaaa agctgacatg tcgggtaaaa attaaagaag caacggggct gcccttaaac 
120 

ctctcaaatt ttgtcttctg tcaatacaca ttctgggacc agtgtgagtc tacggtggct 
180 

gccccggtgg tggaccccga ggtgccttca ccacagtcca aggatgccca gtacacagtg 
240 

accttctccc actgtaagga ctatgtggtg aatgtaacag aagaatttct ggagttcatt 
300 

tcagatggag cactggccat tgaagtatgg ggccaccggt gtgctggaaa tggcagctcc 
360 

atctgggagg tcgattctct tcatgctaag acaagaacac tgcatgacag gtggaatgaa 
420 

gtaacgcgaa gaatagaaat gtggatctcc atattagaat tgaatgagtt aggagagtat 
480 

gctgcagtgg aacttcatca ggcaaaagat gtcaacacag gaggcatctt tcaacttaga 
540 

cagggtcatt cccgtagagt acaagtcacg gtgaaacctg tgcagcattc agggacactg 
600 

ccacttatgg ttgaagccat cctgtcagta tccatcggct gtgtaactgc caggtccacc 
660 

aaactccaaa gagggctgga cagttaccag agagatgatg aggatggtga tgatatggat 
720 

agttatcagg aagaagactt aaactgcag 
749 

<210> 2938 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<400> 2938 

Xaa Asn Ser Ser Glu Ser Gly Ser Leu Glu Val Val Asp Ser Ser Gly 
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1 






5 






10 










15 




Glu lie 


lie 


His 


Arg Val Lys 


Lys 


Leu 


Thr 


Cys 


Arg 


Val 


Lys 


He 


Lys 






20 






25 










30 






Glu Ala 


Thr 


Glv 


Leu Pro Leu 


Asn 


Leu 


Ser 


Asn 


Phe 


Val 


Phe 


Cys 


Gin 




35 






40 










45 








Tyr Thr 


Phe 


Tro 

LT 


Asp Gin Cys 


Glu 


Ser 


Thr 


Val 


Ala 


Ala 


Pro 


Val 


Val 


50 






55 










60 










Asp Pro 


Glu 


Val 


Pro Ser Pro 


Gin 


Ser 


Lys Asp Ala Gin 


Tyr 


Thr 


Val 


65 






70 








75 










80 


Thr Phe 


Ser 


His 


Cys Lys Asp 


Tyr 


Val 


Val 


Asn 


Val 


Thr 


Glu 


Glu 


Phe 








85 






90 










95 




Leu Glu 


Phe 


lie 


Ser Asp Gly Ala 


Leu 


Ala 


He 


Glu 


val 


Trp Gly His 






100 






105 










110 






Arg Cys 


Ala 


Glv 


Asn Gly Ser 


Ser 


He 


Trp 


Glu 


Val 


Asp 


Ser 


Leu 


His 




115 






120 










125 








Al a T.VC5 


Thr 


Ai"cr 

rti y 


Thr Leu His 


Asp 


Arg 


Trp 


Asn 


Glu 


Val 


Thr 


Arg 


Arg 


130 






135 










140 










lie Glu 


Met 


Tro 


He Ser He 


Leu 


Glu 


Leu 


Asn 


Glu 


Leu 


Gly Glu 


Tyr 


145 






150 








155 










160 


Ala Ala 


Val 


Glu 


Leu His Gin 


Ala 


Lys 


Asp 


Val 


Asn 


Thr 


Gly Gly 


He 








165 






170 










175 




Phe Gin 


Leu 


Arg 


Gin Gly His 


Ser 


Arg 


Arg 


Val 


Gin 


val 


Thr 


Val 


Lys 






180 






185 










190 






Pro val 


Gin 


His 


Ser Gly Thr 


Leu 


Pro 


Leu 


Met 


val 


Glu 


Ala 


He 


Leu 




195 






200 










205 








Ser Val 


Ser 


lie 


Gly Cys Val 


Thr 


Ala 


Arg 


Ser 


Thr 


Lys 


Leu 


Gin 


Arg 


210 






215 










220 










Gly Leu 


Asp 


Ser 


Tyr Gin Arg 


Asp 


Asp 


Glu Asp 


Gly Asp 


Asp Met 


Asp 


225 






230 








235 










240 


Ser Tyr 


Gin 


Glu 


Glu Asp Leu 


Asn 


Cys 

















245 



<210> 2939 

<211> 2405 

<212> DNA 

<213> Homo sapiens 

<400> 2939 

nncgtacgtc tccccactac cggttcccac cactgattct gggggcgaag gaaggagcca 
60 

gagtgcaatt gcagatccag accccagagt cagaaggagt gagaaccctg acccctaatc 
120 

ccactgcatc cagccaatag gagcccagcc accatggcgg agctgcagga ggtgcagatc 
180 

acagaggaga agccactgtt gccaggacag acgcctgagg cggccaagac tcactctgtg 
240 

gagacaccat acggctctgt cactttcact gtctatggca cccccaaacc caaacgccca 
300 

gcgatcctta cctaccacga tgtgggactc aactataaat cttgcttcca gccactgttt 
360 

cagttcgagg acatgcagga aatcattcag aactttgtgc gggttcatgt ggatgcccct 
420 

ggaatggaag agggagcccc tgtgttccct ttgggatatc agtacccatc tctggaccag 
480 



2168 



WO 00/58473 



PCT/US00/08621 



cttgcagaca tgatcccttg 
540 

ggtgttggag ctggagccta 
600 

gaaggtcttg tcctcatcaa 
660 

cacaagctaa caggcctcac 
720 

caggaagagc tctctggaaa 
780 

gcacccaacc tggataacat 
840 

aactttgagc gtggaggtga 
900 

caagcacctc atgaagatgc 
960 

tcgttcctca agatggctga 
1020 

accgaggcct tcaagtactt 
1080 

cgcctgtccc ggtctcgtac 
1140 

tcccgctctc gcaccctgtc 
1200 

gggcacacca tggaggtctc 
1260 

ctcacctccc ccagagctaa 
1320 

gggaaaaagg gcagatcatg 
1380 

gacctttaac ccgtgattcc 
1440 

cccagacccc taaattctcc 
1500 

atcctctgtc ctgatctagg 
1560 

ggtgcctcca tcagactctc 
1620 

tggggctcca ttcaccaaag 
1680 

tatggaccta cgtgaatgtg 
1740 

atgtgataga aacatccagt 
1800 

gagtgtgggg aaggattggt 
i860 

ctaactttgg tagctcagtg 
1920 

tgggctgctt ggggcttggc 
1980 

tagtatgtgt ggagggtgcc 
2040 

gaggaatcaa agatcaaggt 
2100 



cgtcctgcag tacctaaatt 
catcctggcg agatatgctc 
cattgatccc aatgccaagg 
ctcttccatt ccggagatga 
ttctgagttg atacaaaagt 
tgaattgtac tggaacagct 
tatcaccctc aggtgtcctg 
agtggtggaa tgtaactcaa 
ctccggaggt cagccccagc 
cctgcaaggc atgggctaca 
agcctctctg accagtgcag 
ccagagcagc gagtctggaa 
ctgttgaatg gcccttgttg 
cctgggaggt gctgaagggg 
cggggagatg accttgatct 
ccccagctcc tggaagagat 
tcctccccca ttttggtgtt 
tgtctatagc tgaggggtaa 
cctacttgtc ccatatttgc 
ctgaggtggc ttctcattaa 
tgtcaggggg agacttgctg 
gtaaaaagga agttggaatg 
gctggggcaa caggaagggg 
tgcatctaga gtgggactgg 
atagggtgga aagggctacc 
ctcccgtctc ccacaacttc 
catctccccg catgatctgc 



tctctacaat aattggagtt 
ttaaccaccc ggacactgtt 
gttggatgga ttgggcagcc 
tccttggaca tcttttcagc 
acagaaatat cattacacat 
acaacaaccg ccgagacctg 
tgatgctggt ggtaggagac 
aactggaccc cacccagacc 
tgactcagcc aggcaagctg 
tggcctcatc ctgcatgacc 
catccgttga tggcaaccgg 
ctctttcttc ggggcccccg 
ccctagagtg ggacccagcc 
cattgggcca ccgtaagcaa 
ttgattgcta ccctaacctt 
gtcctaatat ctcttaggga 
aaggtggaga gggcatatgc 
gaggttgttg tagttgtcct 
aa <jggg a 999 gatttggggc 
ccctttagga ctctgaaggg 
gtgggttagt ggtcctcagg 
ggagttggcg ggcagtgaac 
cctggggccg tttggctgca 
ggagggagct aagcttgggc 
ctggggctct gaccacactg 
tgctataaca ataaactgta 
cctttttccc ttgcttacgg 
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tgaaccaatg tcccttcagc acctcccagg ttagatatgg gggaggtgag ggctgggtcc 
2160 

cactctatgg caacaagggc aattcaacag gagacctcca tggttttcca cgggggcccc 
2220 

gaagaaagat ttccagactc gactgctctg ggaccagggt gtcatgagcg taaaatgggc 
2280 

aagggagagc gggcggaggg ccccgaggtg gcagcagggg tcagggaagt gggcttccga 
2340 

gtgccctctg ttgaaattgt caccccacag ctgcccgccg tggaaattga ggaagggttt 

2400 

ttttt 

2405 

<210> 2940 
<211> 357 
<212> PRT 

<213> Homo sapiens 
<400> 2940 

Met Ala Glu Leu Gin Glu Val Gin lie Thr Glu Glu Lys Pro Leu Leu 

1 5 10 15 

Pro Gly Gin Thr Pro Glu Ala Ala Lys Thr His Ser Val Glu Thr Pro 

20 25 30 

Tyr Gly Ser Val Thr Phe Thr Val Tyr Gly Thr Pro Lys Pro Lys Arg 

35 40 45 

Pro Ala lie Leu Thr Tyr His Asp Val Gly Leu Asn Tyr Lys Ser Cys 

50 55 60 

Phe Gin Pro Leu Phe Gin Phe Glu Asp Met Gin Glu lie lie Gin Asn 
65 70 75 80 

Phe Val Arg Val His Val Asp Ala Pro Gly Met Glu Glu Gly Ala Pro 

85 90 95 

Val Phe Pro Leu Gly Tyr Gin Tyr Pro Ser Leu Asp Gin Leu Ala Asp 

100 105 110 

Met lie Pro Cys Val Leu Gin Tyr Leu Asn Phe Ser Thr lie lie Gly 

115 120 125 

Val Gly Val Gly Ala Gly Ala Tyr lie Leu Ala Arg Tyr Ala Leu Asn 

130 135 140 

His Pro Asp Thr Val Glu Gly Leu Val Leu lie Asn lie Asp Pro Asn 
145 150 155 160 

Ala Lys Gly Trp Met Asp Trp Ala Ala His Lys Leu Thr Gly Leu Thr 

165 170 175 

Ser Ser He Pro Glu Met He Leu Gly His Leu Phe Ser Gin Glu Glu 

180 185 190 

Leu Ser Gly Asn Ser Glu Leu He Gin Lys Tyr Arg Asn He He Thr 

195 200 205 

His Ala Pro Asn Leu Asp Asn He Glu Leu Tyr Trp Asn Ser Tyr Asn 

210 215 220 

Asn Arg Arg Asp Leu Asn Phe Glu Arg Gly Gly Asp He Thr Leu Arg 
225 230 235 240 

Cys Pro Val Met Leu Val Val Gly Asp Gin Ala Pro His Glu Asp Ala 

245 250 255 

Val Val Glu Cys Asn Ser Lys Leu Asp Pro Thr Gin Thr Ser Phe Leu 

260 265 270 

Lys Met Ala Asp Ser Gly Gly Gin Pro Gin Leu Thr Gin Pro Gly Lys 



2170 



WO 00/58473 



PCT/US00/08621 



275 280 285 

Leu Thr Glu Ala Phe Lys Tyr Phe Leu Gin Gly Met Gly Tyr Met Ala 

290 295 300 

Ser Ser Cys Met Thr Arg Leu Ser Arg Ser Arg Thr Ala Ser Leu Thr 
305 310 315 320 

Ser Ala Ala Ser Val Asp Gly Asn Arg Ser Arg Ser Arg Thr Leu Ser 

325 ,330 335 

Gin Ser Ser Glu Ser Gly Thr Leu Ser Ser Gly Pro Pro Gly His Thr 

340 345 350 

Met Glu Val Ser Cys 
355 

<210> 2941 
<211> 847 
<212> DNA 

<213> Homo sapiens 
<400> 2941 

nacgcgttgt cgtctctccg ggccctgggc agccaggatc ttcctctggg cggcaatgcg 
60 

ccctgcatcc tgcagctgga tcttcagcat ctccatgggc gtggtcacga tcacctggca 
120 

ggtgccagcc ccacagcccg ccagcatctc tttaagcagg gtcagctctc ggcccagggg 
180 

ggtgcccagc cctcagtgga ggctccagct gcccctcggc ccacggccac ccagctgacc 
240 

cgcgacctgc tgcggagccg tggcattgcc ggtctctaca agggactcgg ggccacgctg 
300 

ctcagggatg tccccttctc tgtggtgtac ttcccgctct ttgccaacct gaaccagctg 
360 

ggccgcccgg cgtccgagga gaagtcgcct ttctacgtgt ccttcctggc cggctgtgtg 
420 

gctgggagtg ccgccgctgt ggccgtcaac ccctgtgatg tggtgaagac gcggctccag 
480 

tcacttcagc gaggcgtcaa cgaggacacc tactctggga tcctggactg tgccaggaag 
540 

atcctgcggc acgagggccc ctcggccttc ctgaagggcg cctactgccg cgcgctggtc 
600 

atcgcgcccc ttttcggcat cgcacaggtg gtctacttcc tgggcatcgc ggagtccctg 
660 

ctggggctgc tgcaggaccc ccaggcctga gcccagcacc cgctccaccc cagccagctg 
720 

ggcagggccg gtgtggggct ggagccaggc agctagccca ggacggagca agggaagacc 
780 

cctccccagc cctcccgtcg gcaggggcag cagggggcag ggtgcagggt ccacataggt 
840 

ggtgcac 
847 

<210> 2942 
<211> 229 
<212> PRT 

<213> Homo sapiens 
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<400> 2942 

Xaa Ala Leu Ser Ser Leu Arg Ala Leu Gly Ser Gin Asp Leu Pro Leu 

15 10 15 

Gly Gly Asn Ala Pro Cys He Leu Gin Leu Asp Leu Gin His Leu His 

20 25 30 

Gly Arg Gly His Asp His Leu Ala Gly Ala Ser Pro Thr Ala Arg Gin 

35 40 45 

His Leu Phe Lys Gin Gly Gin Leu Ser Ala Gin Gly Gly Ala Gin Pro 

50 55 60 

Ser Val Glu Ala Pro Ala Ala Pro Arg Pro Thr Ala Thr Gin Leu Thr 
65 70 75 80 

Arg Asp Leu Leu Arg Ser Arg Gly He Ala Gly Leu Tyr Lys Gly Leu 

85 90 95 

Gly Ala Thr Leu Leu Arg Asp Val Pro Phe Ser Val Val Tyr Phe Pro 

100 105 HO 

Leu Phe Ala Asn Leu Asn Gin Leu Gly Arg Pro Ala Ser Glu Glu Lys 

115 120 125 

Ser Pro Phe Tyr Val Ser Phe Leu Ala Gly Cys Val Ala Gly Ser Ala 

130 135 140 

Ala Ala Val Ala Val Asn Pro Cys Asp Val Val Lys Thr Arg Leu Gin 
145 150 155 160 

Ser Leu Gin Arg Gly Val Asn Glu Asp Thr Tyr Ser Gly He Leu Asp 

165 170 175 

Cys Ala Arg Lys He Leu Arg His Glu Gly Pro Ser Ala Phe Leu Lys 

180 185 190 

Gly Ala Tyr Cys Arg Ala Leu Val He Ala Pro Leu Phe Gly He Ala 

195 200 205 

Gin Val Val Tyr Phe Leu Gly He Ala Glu Ser Leu Leu Gly Leu Leu 

210 215 220 

Gin Asp Pro Gin Ala 
225 

<210> 2943 
<211> 1501 
<212> DNA 

<213> Homo sapiens 
<400> 2943 

tccggatttt cagccgggtc ttccggggat ggagagcaaa aggacttggt gctctcggag 
60 

agagcctgca ggggccggaa gtcgaggcgg gagtgactct gcttccgttt ctggttttgc 
120 

tctagtgttt gggtttcttc gcggctgctc aagatgaacc gactcttcgg gaaagcgaaa 
180 

cccaaggctc cgccgcccag cctgactgac tgcattggca cggtggacag tagagcagaa 
240 

tccattgaca agaagatttc tcgattggat gctgagctag tgaagtataa ggatcagatc 
300 

aagaagatga gagagggtcc tgcaaagaat atggtcaagc agaaagcctt gcgagtttta 
360 

aagcaaaaga ggatgtatga gcagcagcgg gacaatcttg ccaacagtca ttcaacatgg 
420 

aacgccaatt ataccatcca gtctttgaag gacaccaaga ccacggttga tgctatgaaa 
480 
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ctgggagtaa aggaaatgaa gaaggcatac aagcaagtga agatcgacca gattgaggat 
540 

ttacaagacc agctagagga tatgatggaa gatgcaaatg aaatccaaga agcactgagt 
600 

cgcagttatg gcaccccaga actggatgaa gatgatttag aagcagagtt ggatgcacta 
660 

ggtgatgagc ttctggctga tgaagacagt tcttatttgg atgaggcagc atctgcacct 
720 

gcaattccag aaggtgttcc cactgataca aaaaacaagg atggagttct ggtggatgaa 
780 

tttggattgc cacagatccc tgcttcatag atttgcatca ttcaagcata tcttgtaaaa 
840 

caaacacata ttatgggact aggaaatatt tatctttcca aatttgccat aacagattta 
900 

ggtttctttc ctttctttga aggaaagttt aattacattg ctcttttatt ttttccatta 
960 

agagactcat tgcttgggaa atgctttctt cgtactaaaa tttgattcct ttttttctta 
1020 

tgaaaaacga actcagttta aaagtatttt tagctcgtat gacttgtttt cattcattaa 
1080 

taataatttg aaataaaact aaggaaatgg aatcttaaaa gtctatgaca gtgtaactct 
1140 

acagtctcaa aatgacctga taaattgata agacaaagat gagattattg gggctgttca 
1200 

tattatgatt cagaatcatt ttctattgtg gtattatagg ttggttaaag tgatggcctt 
1260 

tttgatgggt tttgttgtgt cttgtgaaca agtcgttact gtgtccatta ttggaatgga 
1320 

attatcacta ctgtatcatg agtgggtatt ttgattctat ggttccctca gtattacatc 
1380 

ttgacttgta atcaattatg aatatttctt gatatttaat gtataggaca tttatttata 
1440 

ctcaataaat atttttcaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1500 

a 

1501 

<210> 2944 
<211> 218 
<212> PRT 

<213> Homo sapiens 
<400> 2944 

Met Asn Arg Leu Phe Gly Lys Ala Lys Pro Lys Ala Pro Pro Pro Ser 

15 10 15 

Leu Thr Asp Cys lie Gly Thr Val Asp Ser Arg Ala Glu Ser He Asp 

20 25 30 

Lys Lys He Ser Arg Leu Asp Ala Glu Leu Val Lys Tyr Lys Asp Gin 

35 40 45 

He Lys Lys Met Arg Glu Gly Pro Ala Lys Asn Met Val Lys Gin Lys 

50 55 60 

Ala Leu Arg Val Leu Lys Gin Lys Arg Met Tyr Glu Gin Gin Arg Asp 
65 70 75 80 

Asn Leu Ala Asn Ser His Ser Thr Trp Asn Ala Asn Tyr Thr lie Gin 
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85 


90 




95 




Ser 


Leu 


Lys 


Asp 


Thr 


Lys Thr Thr Val Asp Ala 


Met Lys 


Leu Gly 


Val 








100 




105 




110 




Lys 


Glu 


Met 


Lys 

2 


Lys 


Ala Tyr Lys Gin Val Lys 


lie Asp 


Gin He 


Glu 






115 






120 


125 






Asp 


Leu 


Gin 


Asp 


Gin 


Leu Glu Asp Met Met Glu 


Asp Ala 


Asn Glu 


He 




130 








135 


140 






Gin 


Glu 


Ala 


Leu 


Ser 


Arg Ser Tyr Gly Thr Pro 


Glu Leu Asp Glu 


Asp 


145 










150 155 






160 


Asp 


Leu 


Glu 


Ala 


Glu 


Leu Asp Ala Leu Gly Asp 


Glu Leu 


Leu Ala 


Asp 










165 


170 




175 




Glu Asp 


Ser 


Ser 


Tyr 


Leu Asp Glu Ala Ala Ser 


Ala Pro 


Ala He 


Pro 








180 




185 




190 




Glu Gly 


Val 


Pro 


Thr 


Asp Thr Lys Asn Lys Asp 


Gly Val 


Leu Val 


Asp 






195 






200 


205 






Glu 


Phe 


Gly 


Leu 


Pro 


Gin lie Pro Ala Ser 










210 








215 









<210> 2945 

<211> 3331 

<212> DNA 

<213> Homo sapiens 

<400> 2945 

nngcggcggt tagctcccag ttcggcctct gaggaaaacg ggcgttcgcc tgcggttggt 
60 

ccgactgtta gcaacatgag cggcctggat ggggtcaaga ggaccactcc cctccaaacc 
120 

cacagcatca ttatttctga ccaagtcccg agcgaccagg acgcacacca gtacctgagg 
180 

ctccgcgacc aaagcgaggc gacacaggtg atggcggagc cgggtgaggg aggctcggag 
240 

accgtcgcgc tcccgcctcc accgccttca gaggaggggg gcgtacccca ggatgccgcg 
300 

ggccgtggcg gtactcccca gatccgagtt gttgggggtc gcggtcatgt ggcgatcaaa 
360 

gccgggcagg aagagggcca gcctcccgcc gaaggcctgg cagccgcttc tgtggtgatg 
420 

gcagccgacc gcagcctgaa aaagggcgtt cagggtggag agaaggccct agaaatctgt 
480 

ggcgcccaga gatccgcgtc tgagctgacg gcgggggcgg aggctgaggc ggaggaggtg 
540 

aagacaggaa agtgcgccac cgtctcagca gccgtggctg agagggagag cgctgaggtg 
600 

gtggtgaagg aaggcctggc ggagaaggag gtaatggagg agcagatgga ggtagaggag 
660 

cagccgccag aaggtgaaga aatagaagtg gcggaggagg atagattgga ggaggaggcg 
720 

agggaggaag aagggccctg gcctttgcat gaggctctcc gcatggaccc tctggaggcc 
780 

atccagctgg aactggacac tgtgaatgct caggccgaca gggccttcca acagctggag 
840 

cacaagtttg ggcggatgcg tcgacactac ctggagcgga ggaactacat cattcagaat 
900 
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atcccgggct 
960 

ggccaagatg 
1020 

cctagaaccg 
1080 

ctgattgtca 
1140 

attatatggc 
1200 

tgcagcttct 
1260 

attattaaag 
1320 

cgtagagccc 
1380 

cagtctggtt 

1440 

ctggacctgt 
1500 

acttttctgc 
1560 

tggtgggtat 

1620 

acgaggtcat 
1680 

tttatctgca 
1740 

tggatttcta 
1800 

acatgccctg 
1860 

cttgttctgt 
1920 

tgctacctgc 
1980 

tttttttttt 
2040 

gtgcagtggc 
2100 

tgcctcagcc 
2160 

tatattttta 
2220 

tcgtgatccg 
2280 

tttgtaaaag 
2340 

ggcctgtaaa 
2400 

tcctagccct 
2460 

aggtgcccta 
2520 



tctggatgac 
cagagatgtt 
gttgcaagtt 
aggaatatga 
gcagggggca 
tcacttggtt 
aggatctgtg 
gacgtcgccc 
aacatttgcc 
gcttgggcat 
accctgtttc 
gcttctccac 
ccttcacact 
ctgcttggac 
gctttgggag 
tggacagtta 
gtgatttatg 
cctacattgg 
tttttttttt 
gcgatctcgg 
tcccgagtag 
gtagagacgg 
ccctccttag 
caaggttttt 
atagagtgct 
tttatcaact 
agcaggagaa 



tgcttttcga 
aaggtacata 
caagttcttc 
ggtaagatcc 
tgaaccccag 
ttcagaccac 
gccaaatcca 
gctaagggag 
cttgggaata 
cagcaatgag 
ctttggatat 
ttccatatga 
acttgtaagc 
cctgtttatt 
cctgttccac 
ctggacgtta 
gtacttcatt 
ctcctgccaa 
gagacggagg 
ctcactgcaa 
ctgggactac 
ggtttcacca 
cctcccaatc 
atttcatttt 
agagctctta 
cctagaatag 
actgaacaaa 



aaccaccccc 
accaatttag 
tttagaagaa 
tccggccgag 
tccttcattc 
agccttccag 
ctgcaatact 
cctgtagaga 
ctcctgcaca 
tatgccttct 
tcagttctct 
ccttcatgct 
caagcaaatg 
cccagggcct 
ctactcagct 
atgaactcag 
gctcttcctt 
ggtccctctc 
acggagtctt 
cctccacctc 
aggcgcgcgc 
tgctggccag 
ctctcttaaa 
ggctctgtca 
cgcccctccc 
ttaaagagag 
aggctagagg 



agttgtccgc 
aggtgaagga 
acccctactt 
tggtgtctct 
gcagaaacca 
agtccgacaa 
acctgttgcg 
tccccaggcc 
aggtctccta 
attgtgcttt 
caacctcaag 
gttctggaat 
atactgtaga 
ctgaactggt 
ctgcattgag 
aggagaaaag 
cacctctagt 
tctccctgtt 
gctctgtcgc 
ccgggttcaa 
cgccacgccc 
gctggtctcg 
aaagtgatag 
ttttcagagg 
cttcttccca 
acacatctag 
catgggccag 



catgattagg 
actcagacac 
cagaaacaag 
ttctactcca 
agacctcatc 
aattgctgag 
tgaaggagtc 
ctttgggttc 
ccaccttctg 
gtttttgctg 
attgagacgg 
atcacatgct 
ttgtactgcc 
tgctgtcact 
cagtatgggc 
cagtgagcca 
cactttctat 
ttcctttttt 
ccaggttgga 
gcgattctcc 
ggctaatttt 
aaccccgatc 
ctcagaaaca 
caaagaagtt 
acttcctact 
atgggatgaa 
gtaaaaattg 
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ggcctagagt gaagactgtg 
2580 

aatgatgatg aatggaaaaa 
2640 

tgttgcctag acaagggttc 
2700 

gttttgtgac ctaatttatg 
2760 

tttctgattc taaacttatt 
2820 

gggaacattt ggaagaacaa 
2880 

tcataacagt tttcaacttg 
2940 

gaacaacttg gtctttgtta 
3000 

gtatggttta attgattgtc 
3060 

atatcttttt tcctaaattg 
3120 

ccattggcat atttgtcttc 
3180 

ctagatttct tatttttcac 
3240 

taattaaaaa ttatggaatc 
3300 

aatcattaaa gttcttaatg 
3331 



ctgtcgttaa gagctttcga 
tacttttcag ggagaattga 
tttaaagaaa gacagcgcaa 
tggaagattg ttatttcatt 
gtgaaaattg agctgtacag 
cagtcttact tgcctgtaca 
ttcttgtttc tgttaaacta 
ggcttgtcaa attgccttca 
ttacatgata attttccctg 
cttaaatact gtgaaattgc 
ctttttatgc atgatggtaa 
cttacccata aatgtaatgc 
attaaagtcc tttaatccat 
gattaaaatc a 



ggaaggagta cttactcccc 
aggggttaaa gtgttaaata 
ctttgaatgc tttcttactt 
aggatttagt aaaatttttt 
atattctttt gatttcaatt 
atatagagac atatgaatag 
tattcctaga aacatagttt 
tggaaaaata atctacaaaa 
gtaacaactt agtaagtgat 
tctgacaaat tggaagcgta 
aataaaagca tgttgttctg 
ttgaatgaag ttgttcatat 
taaagttctt aatggattaa 



<210> 2946 
<211> 463 
<212> PRT 

<213> Homo sapiens 
<400> 2946 

Xaa Arg Arg Leu Ala Pro Ser Ser Ala Ser Glu Glu Asn Gly Arg Ser 

1 5 10 15 

Pro Ala Val Gly Pro Thr Val Ser Asn Met Ser Gly Leu Asp Gly Val 

20 25 30 

Lys Arg Thr Thr Pro Leu Gin Thr His Ser He He He Ser Asp Gin 

35 40 45 

Val Pro Ser Asp Gin Asp Ala His Gin Tyr Leu Arg Leu Arg Asp Gin 

50 55 60 

Ser Glu Ala Thr Gin Val Met Ala Glu Pro Gly Glu Gly Gly Ser Glu 
65 70 75 80 

Thr Val Ala Leu Pro Pro Pro Pro Pro Ser Glu Glu Gly Gly Val Pro 

85 90 95 

Gin Asp Ala Ala Gly Arg Gly Gly Thr Pro Gin He Arg Val Val Gly 

100 105 110 

Gly Arg Gly His Val Ala He Lys Ala Gly Gin Glu Glu Gly Gin Pro 

115 120 125 

Pro Ala Glu Gly Leu Ala Ala Ala Ser Val Val Met Ala Ala Asp Arg 

130 135 140 

Ser Leu Lys Lys Gly Val Gin Gly Gly Glu Lys Ala Leu Glu He Cys 
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14 5 










150 










155 








160 


Gly 


Ala 


Gin 


Arg 


Ser 


Ala 


Ser 


Glu 


Leu Thr Ala Gly 


Ala 


Glu 


Ala Glu 










165 










170 










175 


Ala 


Glu 


Glu 


Val 


Lys 


Thr 


Gly Lys 


Cys 


Ala 


Thr 


Val 


Ser 


Ala 


Ala Val 








180 










185 










190 




Ala 


Glu 


Arg 


Glu 


Ser 


Ala 


Glu 


Val 


Val 


Val 


Lys 


Glu 


Gly 


Leu 


Ala Glu 






195 










200 










205 






Lys 


Glu 


Val 


Met 


Glu 


Glu 


Gin 


Met 


Glu 


Val 


Glu 


Glu 


Gin 


Pro 


Pro Glu 




210 










215 










220 








Gly 


Glu 


Glu 


He 


Glu 


Val 


Ala 


Glu 


Glu Asp 


Arg 


Leu 


Glu 


Glu 


Glu Ala 


225 










230 










235 








240 


Arq 


Glu 


Glu 


Glu 


Gly 


Pro 


TrD 


Pro 


Leu 


His 


Glu 


Ala 


Leu 


Arg 


Met Asp 










245 










250 










255 


Pro 


Leu 


Glu 


Ala 


He 


Gin 


Leu 


Glu 


Leu Asp 


Thr 


Val 


Asn 


Ala 


Gin Ala 








260 










265 










270 




Asd 


Arcr 


Ala 


Phe 


Gin 


Gin 


Leu 


Glu 


His 


Lys 


Phe 


Gly 


Arg 


Met 


Arg Arg 






275 










280 










285 






His 


Tyr 


Leu 


Glu 


Arg 


Arg 


Asn 


Tvr 


He 


He 


Gin 


Asn 


He 


Pro Gly Phe 




290 










295 










300 








Trr> 


Met 


Thr 


Ala 


Phe 


Arq 


Asn 


His 


Pro 


Gin 


Leu 


Ser 


Ala 


Met 


He Arg 


305 










310 










315 








320 


Glv 


Gin 


ASP 


Ala 


Glu 


Met 


Leu 


Arg 


Tyr 


He 


Thr 


Asn 


Leu 


Glu 


Val Lys 










325 










330 










335 


Glu 


Leu 


Arq 


His 


Pro 


Arq 


Thr 


Gly 


Cys 


Lys 


Phe 


Lys 


Phe 


Phe 


Phe Arg 








340 










345 










350 




Arcr 


Asn 


Pro 


Tvr 


Phe 


Arq 


Asn 


Lys 


Leu 


He 


Val 


Lys 


Glu Tyr Glu Val 






355 










360 










365 






Arcr 


Ser 


Ser 


Gly 


Arg 


Val 


Val 


Ser 


Leu 


Ser 


Thr 


Pro 


He 


He Trp Arg 




370 










375 










380 








Arcr 


Glv 

<< 


His 


Glu 


Pro 


Gin 


Ser 


Phe 


He 


Arg 


Arg 


Asn 


Gin 


Asp 


Leu He 


385 










390 










395 








400 


Cys 


Ser 


Phe 


Phe 


Thr 


Trp 


Phe 


Ser 


Asp 


His 


Ser 


Leu 


Pro 


Glu 


Ser Asp 










405 










410 










415 


Lys 


lie 


Ala 


Glu 


He 


He 


Lys 


Glu 


Asp 


Leu 


Trp 


Pro 


Asn 


Pro 


Leu Gin 








420 










425 










430 




Tyr 


Tyr 


Leu 


Leu 


Arg 


Glu 


Gly Val 


Arg 


Arg 


Ala 


Arg 


Arg 


Arg 


Pro Leu 






435 










440 










445 






Arg 


Glu 


Pro 


Val 


Glu 


He 


Pro Arg 


Pro 


Phe 


Gly Phe 


Gin 


Ser Gly 




450 










455 










460 









<210> 2947 
<211> 997 
<212> DNA 

<213> Homo sapiens 
<400> 2947 

nacgcgtccg ccgccgtgcc cgtcgccatg aaccgcttca gggtgtccaa gttccggcac 
60 

accgaggctc ggccgccccg ccgcgagtcc tggatcagtg acattcgagc aggaaccgcc 
120 

ccttcatgca ggaaccacat caaatcaagc tgcagcttga tcgccttcaa ctccgaccgt 
180 

cctggtgtac tgggcattgt gcctctgcaa ggccaaggag aggacaagcg acgcgtggcc 
240 
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cacctgggct gccattcaga 
300 

ctcctggcca caggctcggc 
360 

caggccctgc cctcagcacc 
420 

ctgcagttcc accccacctc 
480 

gtctgggacg cagccaagca 
540 

cagagcgccg tctggagccg 
600 

ctgcagatct ttgaccccag 
660 

aacagcaggg atagccggct 
720 

ctcaaccaga tgcgtgagcg 
780 

ctggcctccc tcaccttgga 
840 

tctgggctcc tggtcctggc 
900 

ccgcagcagc cggcgctgag 
960 

gctgcccttg tgccccggca 
997 



cctagtcacc gacttggact 
tgacaggacg gtaaaactct 
cggggtggtg ctgggccccg 
tgacggcatt ctggtgagcg 
gcagcccctg acagagctgg 
agatggagcc ctggtgggca 
aacaaagccg cgggcctctc 
ggcatggatg ggcacctggg 
cgaagtgaag ctgtgggaca 
cacctcgctt gggtgtctcg 
aggaaagggc gagaggcagc 
cccagtgacc cagtgtgtcc 
ggcgctggcc gtcatga 



tctcgccctt 


cga LydCtcc 


ggcgactgcc 


agggcccggc 


aggacctccc 


agtggaggta 


cagcaggcac 


cactgtgaag 


cagcccatgg 


ggacctggtg 


cggcgtgcaa 


ggacaagcag 


agagcacgca 


ggcccatgag 


agcaccttgt 


gtctactgga 


cgcggttctt 


ctccagcgcc 


tgcctctgcc 


ggaccctgac 


tgtactgtta 


cgaggtggtc 


tggagagcgt 


gctgcgtggg 



<210> 2948 

<211> 332 

<212> PRT 

<213> Homo sapiens 



<400> 2948 
Xaa Ala Ser Ala 
1 

Lys Phe Arg His 
20 

Ser Asp lie Arg 
35 

Ser Ser Cys Ser 
50 

Gly He Val Pro 
65 

His Leu Gly Cys 

Phe Asp Asp Phe 
100 

Leu Trp Arg Leu 
115 

Val Val Leu Gly 
130 

Pro Thr Ser Asp 
145 

Val Trp Asp Ala 



Ala Val Pro Val 
5 

Thr Glu Ala Arg 

Ala Gly Thr Ala 
40 

Leu lie Ala Phe 
55 

Leu Gin Gly Gin 
70 

His Ser Asp Leu 
85 

Leu Leu Ala Thr 

Pro Gly Pro Gly 
120 

Pro Glu Asp Leu 
135 

Gly He Leu Val 
150 

Ala Lys Gin Gin 



Ala Met Asn Arg 
10 

Pro Pro Arg Arg 
25 

Pro Ser Cys Arg 

Asn Ser Asp Arg 
60 

Gly Glu Asp Lys 
75 

Val Thr Asp Leu 
90 

Gly Ser Ala Asp 
105 

Gin Ala Leu Pro 

Pro Val Glu Val 
140 

Ser Ala Ala Gly 
155 

Pro Leu Thr Glu 



Phe Arg Val Ser 
15 

Glu Ser Trp He 
30 

Asn His He Lys 
45 

Pro Gly Val Leu 

Arg Arg Val Ala 
80 

Asp Phe Ser Pro 
95 

Arg Thr Val Lys 
110 

Ser Ala Pro Gly 
125 

Leu Gin Phe His 

Thr Thr Val Lys 
160 

Leu Ala Ala His 
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165 

Gly Asp Leu Val Gin 
180 

Gly Thr Ala Cys Lys 
195 

Lys Pro Arg Ala Ser 
210 

Ser Arg Leu Ala Trp 
225 

Phe Asn Gin Met Arg 
245 

Phe Ser Ser Ala Leu 
260 

Leu Val Pro Leu Leu 
275 

Lys Gly Glu Arg Gin 
290 

Ala Leu Ser Pro Val 
305 

Ala Ala Leu Val Pro 
325 

<210> 2949 
<211> 880 
<212> DNA 

<213> Homo sapiens 
<400> 2949 

actagtatca ctcctcccag tggagccttt tctggggatt tagctgaatc cttgtgagta 
60 

acattctgaa tcacttgctt gatgattgtt attgggatta gtttccttgg gacatatgct 
120 

ggcactgtgt ggtcttggtc ataggtactt tggattttcc catttacttt tttacttcca 
180 

acaacagtct tgtgattgaa aatcttactc caaattccac cttccacatt gtctttcact 
240 

ccaaattcat aaactgtgtt gggctttagg ttttccacaa ttgtttcagg ggctggacag 
300 

atttgaaaaa tccacttctt ttctttatcc ttttctcgat agcgaattgt ataaaatctg 
360 

tcattgggac agtgacttgg caatgtccag tcatggtgtg ggttgatgag gaaaccccag 
420 

gacaggaaga ctgagctcgg tgtcagagtg ccaaccacca gctgcagagg tttgcgagaa 
480 

cgagttttac ctgaacatga cttcttttga cttggaggtg gagcaggtcg cacaactatc 
540 

agatatttcg gctctgcatc aactatagct tctgtgaatt tcccttcagc gggaagaggg 
600 

aagtactggt ttggtgatac attgctgcca tatcccagga gaagaccttc aagctttaca 
660 

tttggacttg gacgcaagaa cttcaagagg atggagtcac ttgtggtatt gatgtggact 
720 

ttgaggtttg gccttttacc ttttggcaat ttctgtgcat ttcccagggc tagtgtaata 
780 



Ser Ala Val 

Asp Lys Gin 
200 

Gin Ser Thr 

215 
Met Gly Thr 
230 

Glu Arg Glu 

Ala Ser Leu 

Asp Pro Asp 
280 

Leu Tyr Cys 

295 
Thr Gin Cys 
310 

Arg Gin Ala 



170 
Trp Ser 
185 

Leu Gin 

Gin Ala 

Trp Glu 

Val Lys 
250 
Thr Leu 
265 

Ser Gly 

Tyr Glu 

Val Leu 

Leu Ala 
330 



Arg Asp Gly 

lie Phe Asp 
205 

His Glu Asn 

220 
His Leu Val 
235 

Leu Trp Asp 

Asp Thr Ser 

Leu Leu Val 
285 

Val Val Pro 

300 
Glu Ser Val 
315 

Val Met 



175 
Ala Leu Val 
190 

Pro Arg Thr 

Ser Arg Asp 

Ser Thr Gly 
240 

Thr Arg Phe 

255 
Leu Gly Cys 
270 

Leu Ala Gly 

Gin Gin Pro 

Leu Arg Gly 
320 
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cttccacaga gaagtagaca ccccaaactg gagagcatgt tgcatttgcc acctcgcatg 
840 

gggaatgatg ctggtgggtg cctcgcaacc ctggagctga 
880 

<210> 2950 
<211> 279 
<212> PRT 

<213> Homo sapiens 



<400> 2950 
Met Arg Gly Gly 
1 

Leu Cys Gly Ser 
20 

Lys Gly Lys Arg 
35 

Ser He Leu Leu 
50 

Gly Leu Leu Leu 
65 

Pro Leu Pro Ala 

Pro Lys Tyr Leu 
100 

Lys Ser Cys Ser 
115 

Val Gly Thr Leu 
130 

lie Asn Pro His 
145 

Arg Phe Tyr Thr 

He Phe Gin He 
180 

Pro Asn Thr Val 
195 

He Trp Ser Lys 
210 

Val Asn Gly Lys 
225 

Ala Tyr Val Pro 

He Gin Asn Val 
260 

Pro Leu Gly Gly 
275 



Lys Cys Asn Met 
5 

He Thr Leu Ala 

Pro Asn Leu Lys 
40 

Lys Phe Leu Arg 
55 

Gly Tyr Gly Ser 
70 

Glu Gly Lys Phe 
85 

He Val Val Arg 

Gly Lys Thr Arg 
120 

Thr Pro Ser Ser 
135 

His Asp Trp Thr 
150 

He Arg Tyr Arg 
165 

Cys Pro Ala Pro 

Tyr Glu Phe Gly 
200 

He Phe Asn His 
215 

He Gin Ser Thr 
230 

Arg Lys Leu He 
245 

Thr His Lys Asp 
Val He Leu 



Leu Ser Ser Leu 
10 

Leu Gly Asn Ala 
25 

Val His He Asn 

Pro Ser Pro Asn 
60 

Asn Val Ser Pro 
75 

Thr Glu Ala He 
90 

Pro Ala Pro Pro 
105 

Ser Arg Lys Pro 

Val Phe Leu Ser 
140 

Leu Pro Ser His 
155 

Glu Lys Asp Lys 
170 

Glu Thr He Val 
185 

Val Lys Asp Asn 

Lys Thr Val Val 
220 

Tyr Asp Gin Asp 
235 

Pro He Thr He 
250 

Ser Ala Lys Ser 
265 



Gly Cys Leu Leu 
15 

Gin Lys Leu Pro 
30 

Thr Thr Ser Asp 
45 

Val Lys Leu Glu 

Asn Gin Tyr Phe 
80 

Val Asp Ala Glu 
95 

Pro Ser Gin Lys 
110 

Leu Gin Leu Val 
125 

Trp Gly Phe Leu 

Cys Pro Asn Asp 
160 

Glu Lys Lys Trp 
175 

Glu Asn Leu Lys 
190 

Val Glu Gly Gly 
205 

Gly Ser Lys Lys 

His Thr Val Pro 
240 

He Lys Gin Val 
255 

Pro Glu Lys Ala 
270 



<210> 2951 

<211> 3478 

<212> DNA 

<213> Homo sapiens 



<400> 2951 
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aaatgaggct gctgcggacg gcctgaggat 
60 

gcactgaggc agcggctgac gctactgtga 
120 

ccccctggcc agccctggcc ccagcctctg 
180 

gagcccagtg aggcagggct gcttggcagc 
240 

aggccatgga caggctgccc cgctgacggc 
300 

agccaagcag gagggaagag gctttcatag 
360 

gcaaggacca tgaggccact gtgcgtgaca 
420 

ggagctgttg caggccagga ggacggtttt 
480 <3c£ 
ttcatttacc taaacaggta caagcgggcg 
540 

ttcattgtgc cccagcagcg ggtcacgggt 
600 

gtgcttctgg agaaccgagt gcataagcag 
660 

aagcagaagc ggcagatcga gacgctgcag 
720 

agcgaggtga agctgctgcg caaggagagc 
780 

tacatgcagc tcctgcacga gatcatccgc 
840 

ctggagaaca ggatcctgaa ccagacagct 
900 

gacctggagc acaagttcca gcacctggct 
960 

gcgcagcttg aggagcactg ccagagggtg 
1020 

ccagcagctc cacctcgggt ctaccaacca 
1080 

tctaccaacg agatccagag tgaccagaac 
1140 

atgcccactc tcaccagcct cccatcttcc 
1200 

tgcctgcagg ccctggagga tggccacgac 
1260 

aacaccaacc gcctcatgca ggtgtggtgc 
1320 

gtcatccaga gacgcctgga tggctctgtt 
1380 

caagggtttg ggaacattga tggcgaatac 
1440 

acgaaccaag gcaactacaa actcctggtg 
1500 

tttgcagaat acgccagttt ccgcctggaa 
1560 

gggcgctacc atggcaatgc gggtgactcc 
1620 



ggaccccaag ccctggacct gccgagcgtg 
gggaaagaag gttgtgagca gccccgcagg 
ccggagccct ctgtggaggc agagcagtgc 
caccggcctg caactcagga acccctccag 
cagggtgaag catgtgagga gccgccccgg 
attctattca caaagaataa ccaccatttt 
tgctggtggc tcggactgct ggctgccatg 
gagggcactg aggagggctc gccaagagag 
ggcgagtccc aggacaagtg cacctacacc 
gccatctgcg tcaactccaa ggagcctgag 
gagctagagc tgctcaacaa tgagctgctc 
cagctggtgg aggtggacgg cggcattgtg 
cgcaacatga actcgcgggt cacgcagctc 
aagcgggaca acgcgttgga gctctcccag 
gacatgctgc agctggccag caagtacaag 
atgctggccc acaaccaatc agagatcatc 
ccctcggcca ggcccgtccc ccagccaccc 
cccacctaca accgcatcat caaccagatc 
ctgaaggtgc tgccaccccc tctgcccact 
accgacaagc cgtcgggccc atggagagac 
accagctcca tctacctggt gaagccggag 
gaccagagac acgaccccgg gggctggacc 
aacttcttca ggaactggga gacgtacaag 
tggctgggcc tggagaacat ttactggctg 
accatggagg actggtccgg ccgcaaagtc 
cctgagagcg agtattataa gctgcggctg 
tttacatggc acaacggcaa gcagttcacc 
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accctggaca gagatcatga 
1680 

tggtggtata acgcctgtgc 
1740 

taccggagcc gctaccagga 
1800 

ctcaagaaag tggtgatgat 
1860 

ccctcctgac ctctcgtggc 
1920 

aaagaacaac tcctcaccag 
1980 

tttccgaagt cactgcagcg 
2040 

tactttcctt cacaccagac 
2100 

ctctttcttt aaataaatta 
2160 

atatacatgt gtatgagcct 
2220 

agatatacat cacatgtgat 
2280 

tacacatata ttcagttctc 
2340 

aaagcatttc attagtgttg 
2400 

tcaactgaaa ggatcaccct 
2460 

gctaatctct cacatagagg 
2520 

tttcaaaatc cctcccccca 
2580 

ccatcaccca cttatccctt 
2640 

cctggccact cactgcagtt 
2700 

actccttgcc ttttctgtcg 
2760 

gtaggaaaca ctccgggctc 
2820 

caccggccgt atagataatg 
2880 

aggtcatttg agtcttcaca 
2940 

agaagtcatc agatcatcag 
3000 

ggctgactag agtccgcatc 
3060 

aaaatgaaaa caggccactt 
3120 

tgatgcactg cagcatggtg 
3180 

actcccggga ctattgccaa 
3240 



tgtctacaca ggaaactgtg 
ccactccaac ctcaacgggg 
cggagtctac tgggctgagt 
gatccgaccg aaccccaaca 
cattgccagg agcccaccct 
ttcatcctga ggctgggagg 
gatgatggaa ctgaatcgat 
agcccctcat gtctccagga 
agtctctaca ataaaaacac 
cccttgtgca cgtatgtgta 
atatctagat ccatatatag 
agatgttgaa gctgtcacca 
tattacttga gtctaagggt 
tggcatctgt gtgcctggat 
ttcccagctt cttaagaacc 
cattttcata cttttcccca 
catttgacac cattcattaa 
caaggccccc tttccgctct 
cacagcccct tctttccagg 
caggtttctg gttgggaagg 
tactcgcagt tttgtatctt 
caaataataa cctatctggc 
agcccccaga tggctacaga 
tcatctccaa actacacttc 
ctcaggagtt gaataatcag 
gctttctgag tcctgttggc 
gaaggggcaa gggatgagtc 



cccactacca gaagggaggc 
tctggtaccg cgggggccat 
tccgaggagg ctcttactca 
ccttccacta agccagctcc 
ggtcacgctg gccacagcac 
accgggatgc tggattctgt 
acggtgtttt ctgtccctcc 
caggacagga ctacagacaa 
aactgcaaag taccttcata 
taccacatat atatgcattt 
gtttgcctta gatacctaaa 
gcagctttgc tcttaggaga 
agatcacaga ctgtgtggtc 
tcttccagaa tgtctacaat 
ccttttggca cctaatcaaa 
ttctcaggac ttttcaccat 
gtgccttctg tgtgtcagtc 
gctgtactcc tcgcctacct 
cgagattcct cagcttctga 
gaaggccagg ccaaaagctc 
ccattcatac tttaacctac 
caggagaatt atctcagaac 
ccagagattc cacgctctca 
cctggagaac aagtgccaca 
gggtcaccgg accccttggt 
caccaagtgt cagcctcagc 
aagaaggtga gacccttccc 
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ggtgggcacg tgggccaggc tgtgtgagat gttggatgtt tggtactgtc catgtctggg 
3300 

tgtgtgccta ttacctcagc atttctcaca aagtgtacca tgtagcatgt tttgtgtata 
3360 

taaaagggag ggttttttta aaaatatatt cccagattat ccttgtaatg acacgaatct 
3420 

gcaataaaag ccatcagtgc tatttggatg tatctacaaa aaaaaaaaaa aaaaaaaa 
3478 

<210> 2952 
<211> 493 
<212> PRT 

<213> Homo sapiens 
<400> 2952 

Met Arg Pro Leu Cys Val Thr Cys Trp Trp Leu Gly Leu Leu Ala Ala 

15 10 15 

Met Gly Ala Val Ala Gly Gin Glu Asp Gly Phe Glu Gly Thr Glu Glu 

20 25 30 

Gly Ser Pro Arg Glu Phe lie Tyr Leu Asn Arg Tyr Lys Arg Ala Gly 

35 40 45 

Glu Ser Gin Asp Lys Cys Thr Tyr Thr Phe lie Val Pro Gin Gin Arg 

50 55 60 

Val Thr Gly Ala lie Cys Val Asn Ser Lys Glu Pro Glu Val Leu Leu 
65 70 75 80 

Glu Asn Arg Val His Lys Gin Glu Leu Glu Leu Leu Asn Asn Glu Leu 

85 90 95 

Leu Lys Gin Lys Arg Gin lie Glu Thr Leu Gin Gin Leu Val Glu Val 

100 105 110 

Asp Gly Gly lie Val Ser Glu Val Lys Leu Leu Arg Lys Glu Ser Arg 

115 120 125 

Asn Met Asn Ser Arg Val Thr Gin Leu Tyr Met Gin Leu Leu His Glu 

130 135 140 

He He Arg Lys Arg Asp Asn Ala Leu Glu Leu Ser Gin Leu Glu Asn 
145 150 155 160 

Arg He Leu Asn Gin Thr Ala Asp Met Leu Gin Leu Ala Ser Lys Tyr 

165 170 175 

Lys Asp Leu Glu His Lys Phe Gin His Leu Ala Met Leu Ala His Asn 

180 185 190 

Gin Ser Glu He He Ala Gin Leu Glu Glu His Cys Gin Arg Val Pro 

195 200 205 

Ser Ala Arg Pro Val Pro Gin Pro Pro Pro Ala Ala Pro Pro Arg Val 

210 215 220 

Tyr Gin Pro Pro Thr Tyr Asn Arg He He Asn Gin He Ser Thr Asn 
225 230 235 240 

Glu lie Gin Ser Asp Gin Asn Leu Lys Val Leu Pro Pro Pro Leu Pro 

245 250 255 

Thr Met Pro Thr Leu Thr Ser Leu Pro Ser Ser Thr Asp Lys Pro Ser 

260 265 270 

Gly Pro Trp Arg Asp Cys Leu Gin Ala Leu Glu Asp Gly His Asp Thr 

275 280 285 

Ser Ser He Tyr Leu Val Lys Pro Glu Asn Thr Asn Arg Leu Met Gin 

290 295 300 

Val Trp Cys Asp Gin Arg His Asp Pro Gly Gly Trp Thr Val He Gin 
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305 


310 


315 










320 


Arg Arg Leu Asp 


Gly Ser Val Asn Phe Phe 
325 330 


Arg 


Asn 


Trp 


Glu 


Thr 
335 


Tyr 


Lys Gin Gly Phe 


Gly Asn lie Asp Gly Glu 


Tyr 


Trp 


Leu 


Gly 


Leu 


Glu 


340 


345 








350 






Asn lie Tyr Trp 


Leu Thr Asn Gin Gly Asn 


Tyr 


Lys 


Leu 


Leu 


Val 


Thr 


355 


360 






365 








Met Glu Asp Trp 


Ser Gly Arg Lys Val Phe 


Ala 


Glu 


Tyr 


Ala 


Ser 


Phe 


370 


375 




380 










Arg Leu Glu Pro 


Glu Ser Glu Tyr Tyr Lys 


Leu 


Arg 


Leu 


Gly 


Arg 


Tyr 


385 


390 


395 










400 


His Gly Asn Ala 


Gly Asp Ser Phe Thr Trp 
405 410 


His 


Asn 


Gly 


Lys 


Gin 
415 


Phe 


Thr Thr Leu Asp 


Arg Asp His Asp Val Tyr 


Thr 


Gly 


Asn 


Cys 


Ala 


His 


420 


425 








430 






Tyr Gin Lys Gly 


Gly Trp Trp Tyr Asn Ala 


Cys 


Ala 


His 


Ser 


Asn 


Leu 


435 


440 






445 








Asn Gly Val Trp 


Tyr Arg Gly Gly His Tyr 


Arg 


Ser 


Arg 


Tyr 


Gin 


Asp 


450 


455 




460 










Gly Val Tyr Trp 


Ala Glu Phe Arg Gly Gly 


Ser 


Tyr 


Ser 


Leu 


Lys 


Lys 


465 


470 


475 










480 


Val Val Met Met 


lie Arg Pro Asn Pro Asn 


Thr 


Phe 


His 









485 490 

<210> 2953 
<211> 1377 
<212> DNA 

<213> Homo sapiens 
<400> 2953 

nnggctcagg ctgcgggaaa gcggtgcgcg tgcagcgggg tgggtgccct ggtccgcggg 
60 

cgagctcgag cagccaaccc cgggcgcgtc ggggccatgg acggcctgag gcagcgcgtg 
120 

gagcacttcc tggagcaaag gaacctggtc accgaagtgc tgggggcgct ggaggccaag 
180 

accggggtgg agaagcggta tctggctgca ggagccgtca ctctgctaag cctgtatctg 
240 

ctgttcggct acggagcgtc tctgctgtgc aatctcatcg gatttgtgta ccccgcatat 
300 

gcctcaatca aagctatcga gagcccaagc aaggacgacg acactgtgtg gctcacctac 
360 

tgggtggtgt acgccctgtt tgggctggcc gagttcttca gcgatctact cctgtcctgg 
420 

ttccctttct actacgtggg caagtgcgcc ttcctgttgt tctgcatggc tcccaggccc 
480 

tggaacgggg ctctcatgct gtatcagcgc gtcgtgcgtc cgctgttcct aaggcaccac 
540 

ggggccgtag acagaatcat gaacgacctc agcgggcgag ccctggacgc ggcggccgga 
600 

ataaccagga acgtcaagcc aagccagacc ccgcagccga aggacaagtg aagcagcccc 
660 

ctgagcctca caaggacctc ctggctggtg aggagggggc cgcgccaggc tcccaggcct 
720 
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ccacagagtc ttcagcgcat cccccaacag 
780 

aggccctggg ggtctcctta aatgccacct 
840 

cccccagctc tggatcccag ggccagctgc 
900 

ccggcagggc ccagggccag cgtcgggcac 
960 

cccagccgcc tggtacttcc tccagcccct 
1020 

tgcagccacc caacgtcacc tccagcccgg 
1080 

gcaacatccc cacgcagccc cccagcaagt 
1140 

agaccagcgg acagcgccag aaggaatcgt 
1200 

ccgagctggt cccctgccat tccgggacct 
1260 

agatcacctg cagctggcca caccacaggc 
1320 

aacacctggc ctgctaggag gctccaataa 
1377 



cagcccctgc cagtccctcg ggtccaggca 
cgggcaagtc ccagtcccag tcctcggcca 
cctctggctc tggctgtggc tcccgcctgt 
agggcagctc ccactggtct cggcaacaca 
cccagtcagc cctcccgtcc tcggggcccc 
tctcacccat ggtccagtct cccagcagca 
cctctggcaa gccggaggac gcagccccca 
cgaaacagcc tgccagcagc gcctcagtgc 
ctctggagta cacttcggag tccaccaccg 
ccccgtgcct gcagcactac tggtgcctga 
agctaacccg gaccagaaaa aaaaaaa 



<210> 2954 
<211> 181 
<212> PRT 

<213> Homo sapiens 
<400> 2954 

Leu Arg Gin Arg Val Glu His Phe Leu Glu Gin Arg Asn Leu Val Thr 

15 10 15 

Glu Val Leu Gly Ala Leu Glu Ala Lys Thr Gly Val Glu Lys Arg Tyr 

20 25 30 

Leu Ala Ala Gly Ala Val Thr Leu Leu Ser Leu Tyr Leu Leu Phe Gly 

35 40 45 

Tyr Gly Ala Ser Leu Leu Cys Asn Leu He Gly Phe Val Tyr Pro Ala 

50 55 60 

Tyr Ala Ser He Lys Ala He Glu Ser Pro Ser Lys Asp Asp Asp Thr 
65 70 75 80 

Val Trp Leu Thr Tyr Trp Val Val Tyr Ala Leu Phe Gly Leu Ala Glu 

85 90 95 

Phe Phe Ser Asp Leu Leu Leu Ser Trp Phe Pro Phe Tyr Tyr Val Gly 

100 105 110 

Lys Cys Ala Phe Leu Leu Phe Cys Met Ala Pro Arg Pro Trp Asn Gly 

115 120 125 

Ala Leu Met Leu Tyr Gin Arg Val Val Arg Pro Leu Phe Leu Arg His 

130 135 140 

His Gly Ala Val Asp Arg He Met Asn Asp Leu Ser Gly Arg Ala Leu 
145 150 155 160 

Asp Ala Ala Ala Gly He Thr Arg Asn Val Lys Pro Ser Gin Thr Pro 

165 170 175 

Gin Pro Lys Asp Lys 
180 
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<210> 2955 

<211> 295 

<212> DNA 

<213> Homo sapiens 



<400> 2955 

acgcgtgaag gggtgagaat atgttttccc 
60 

agatgtgtta tcacctaact gttcacttgt 
120 

aaggcatgcc ctgcccctgt ctcactttcc 
180 

caatttccca ctataaaggg catacagtgc 
240 

ctccaccatt ctcactcatt atagggatta 
295 



tggctcaact taccacacct caatgcctac 
ttctgtcatg tgttttcatg tccatttcac 
ccttattctg gcatatcaac tcgtatttcc 
taccacttcc tctctcctcc aaaatagctt 
gcaagcaagc cgctgctcaa gccag 



<210> 2956 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 2956 
Met Phe Ser Leu 
1 

Tyr His Leu Thr 
20 

Ser Gin Gly Met 
35 

lie Asn Ser Tyr 
50 

Pro Leu Pro Leu 
65 

He Gly He Ser 



Ala Gin Leu Thr 
5 

Val His Leu Phe 

Pro Cys Pro Cys 
40 

Phe Pro He Ser 
55 

Ser Ser Lys He 
70 

Lys Gin Ala Ala 
85 



Thr Pro Gin Cys 
10 

Leu Ser Cys Val 
25 

Leu Thr Phe Pro 

His Tyr Lys Gly 
60 

Ala Ser Pro Pro 

75 

Ala Gin Ala 
90 



Leu Gin Met Cys 
15 

Phe Met Ser He 
30 

Leu Phe Trp His 
45 

His Thr Val Leu 

Phe Ser Leu He 
80 



<210> 2957 

<211> 4724 

<212> DNA 

<213> Homo sapiens 



<400> 2957 

ctgaattgaa caacagtctt catccaacac 
60 

gtgtggggtg ttggatgaag actgttgttc 
120 

tgtgggggaa gacctgatac cgccaggccc 
180 

tcctcactta cagggtaaaa acggggtctc 
240 

ccgggacctc gcgtgattct cggaacccga 
300 

actctggaca aagacgctta ttatcggcga 
360 



tccaaaccag ttggcagggt aggacccttg 
aattcagggg ccggtggggc tgagggtttc 
cgaagccctt caggagccag tcggtggggg 
tgaggtgggc cctgaccagg aaacgctgag 
ggagaagcgg cgtccggggc tatggctgtg 
gtgaagagac tgtacagcaa ttggcggaaa 
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ggagaagatg agtatgccaa 
420 

attgtttatg ccaaatcaac 
480 

actatcatgg tcttttgtga 
540 

ttcttgaaac agattgccaa 
600 

acactgctaa tacgagaaaa 
660 

gccattaaag aaagcaagaa 
720 

ggagagttca tgaagagctg 
780 

atcagtgcag ttgtggcata 
840 ^ 
aagaaagcag ccagcatcac 
900 

gaaatagttg atgcagatga 
960 

gccattgaag agaaaaaata 
1020 

cctcctatca ttcagagtgg 
1080 

aatcatatgc actttggggc 
1140 

tccaaccttg ttcgcacttt 
1200 

tttttgctcc agcttcaaga 
1260 

gacgtgtata acgctgtcat 
1320 

attaccaaaa acctagggtt 
1380 

aatagcaaaa atcaatacaa 
1440 

tcagacctga ctaacaagga 
1500 

ggtgacacag tgcttgtgga 
1560 

aaagtgaaga atgtggggat 
1620 

aaagatgagg cagaggacct 
1680 

acaagaaatg aaatgactgc 
1740 

caactcaatg aagaagcaaa 
1800 

aaagctcgca agtctaatgt 
1860 

attcgggaaa tgaagatcta 
1920 

ggcattgcaa caccgtttca 
1980 



cgttgatgcc attgttgtat 
tgccttacag acatggctct 
tgacaaaatc atctttatgg 
cactaagggc aatgagaatg 
gaatgaaagt aataagagta 
tggcaagaag attggagtgt 
gaatgactgc ctcaacaaag 
taccatcgct gtgaaggagg 
ttctgaagtc ttcaacaaat 
gaaagttcga cacagcaaac 
ccttgctggg gcagaccctt 
tggcaactat aatctcaagt 
tatcacttgt gccatgggta 
gatggttgat ccttctcaag 
ggagctgctg aaggaattaa 
ggacgtggtt aaaaagcaga 
tgggatggga attgaattcc 
actgaagaaa ggaatggttt 
ggggaaaaag cccgaagaga 
tgaggatggc ccagctactg 
tttcctaaag aatgaagatg 
tttgggaaga ggttctcggg 
agaagagaag cgaagagcac 
gaggcgattg actgaacaaa 
gtcctataaa aacccatctc 
catcgataag aaatatgaga 
cattgccaca atcaagaata 



cagtgggtgt 


tgatgaagaa 


ttggttatga 


actaactgat 


ccagcaagaa 


aaaagtggag 


ctaatggagc 


ccctgccatc 


gctttgacaa 


aatgattgaa 


tcagcaaaga 


caaattccct 


aaggctttga 


caaaatagat 


atggggagct 


caacctaatg 


tcttcaagga 


aagagtcatg 


tggctgagtc 


tgcggaaaag 


ctactgtgga 


aatgtgttac 


tcagtgtggt 


gagtgacaag 


ttcgcttcaa 


gtcttactgc 


aagttcaaga 


aaattataac 


gacatggtgt 


gaagatatgt 


agccagaact 


gctgaacaaa 


gtgaaggctc 


cctagtaatc 


tcagcatcaa 


tttaggattc 


aaacctatgc 


cctgttcatt 


ttctcacttc 


tgtgaagaag 


aggaagaaga 


ggaggaggag 


cagcattact 


tacagaaaga 


atcagaaaga 


actagcggct 


agggagaaca 


gcagattcag 


tgatgcctaa 


ggaaccgcat 


ctgtaataat 


gcccgtgttt 


taagtatgtc 


cgtggaagga 
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gattatactt acttgcgaat 
2040 

ggcaacatct ttcctaaccc 
2100 

aatattaagg cacccggaga 
2160 

attattaaag aagtacagaa 
2220 

ggcattgtaa aacaagactc 
2280 

gatctataca ttcgcccaaa 
2340 

gtcaatggct tccgcttcac 
2400 

attaagcatg ctttgttcca 
2460 

ctcaagaatg ccatcatgtt 
2520 

gtgggagaga taaccacgga 
2580 

tatgctgagc agatggaacg 
2640 

attgagaaag tagaggctct 
2700 

ttgggattta acggagctcc 
2760 

ctggtaaatg ctacggaatg 
2820 

cactttgagc gggtccagtt 
2880 

tacagcaaga aagtgaccat 
2940 

gaatggttga attcctgcga 
3000 

aaaatcatga agaccattgt 
3060 

ttcctggagc ctgagggtga 
3120 

gaagatgaga cttttaatcc 
3180 

gaagattatt catcagaagc 
3240 

gaagagagtg gaaaggattg 
3300 

agtcgttacg aggaagaaga 
3360 

gtgcacagtt cgggccgtgg 
3420 

aaaaagagga agtaacttct 
3480 

ctgaaaattt tacatgacat 
3540 

ccatttgtgt ttatgggttt 
3600 



caacttttat tgcccaggca 
tgaagcgact tttgtcaagg 
acagacagta ccagccttga 
acgttataaa actcgagaag 
actggtgatc aatctaaacc 
tattgcccaa aagaggatgc 
atctgttcga ggagacaaag 
gccctgtgat ggagaaatga 
tgggaagaag cggcacacgg 
cttggggaaa catcagcata 
agaaatgagg cacaaactga 
aactaaggag gaactggaat 
ctataggagt acctgcctcc 
gccacctttt gtggtgacat 
tcacctgaag aactttgata 
gatcaacgcc attcctgtag 
cctgaaatac acagaaggag 
tgatgaccct gagggcttct 
ggggagtgat gctgaagaag 
ttcagaagat gactatgaag 
agaagagtca gactattcta 
ggatgaactg gaggaagaag 
agaacaaagt cgaagtatga 
ctctaaccgt ggttccagac 
gaactttggc cctgagctcc 
agaaactgta tttttccttt 
agggggccat ttgtgtggac 



gtgctctggg caggaatgaa 
aaattacata ccgagcatca 
accttcagaa tgctttccga 
ctgaagagaa agagaaggag 
ggagtaatcc gaaactgaaa 
aaggctcact ggaggcccat 
tggatatttt gtacaataat 
ttattgtctt gcactttcac 
atgtgcagtt ctacacagaa 
tgcatgaccg agatgacctc 
aaacagcctt taaaaatttc 
ttgaagtgcc ttttagggac 
ttcagcccac tagtagtgcg 
tggatgaggt agagctgatc 
tggtaatcgt ctacaaggac 
cctctcttga ccccatcaag 
tacagtccct caactggact 
tcgaacaagg tggctggtct 
gggattcaga gtctgaaatt 
aggaagagga ggacagtgat 
aggagtcatt gggtagtgaa 
cccgaaaagc ggaccgagaa 
gccggaagag gaaggcatct 
acagctctgc accccccaag 
attcttcctc cagctaaccc 
cgttttcatt tgaagttttg 
caatctactc ggggaattcc 
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aggcccacca ggacacgtgc 
3660 

aagacaggag gaggctcccg 
3720 

ccttctgcca agacattgat 
3780 

caagacagtg gtacaaggtg 
3840 

caatcctcca acctacccta 
3900 

aatactcaag gttctcggaa 
3960 

tgaggcagat tgggctggtg 
4020 

tctgaggtat atctgctgcc 
4080 

attttctcca tacaatgcac 
4140 

ttttttttct catatatcta 
4200 

tgaaatgtag aggaaggctc 
4260 

cttgggccta gaataccctg 
4320 

cagcctc.tcg gcactgctgc 
4380 

acagtttctg ttgaacagct 
4440 

ctggttctct gcacccacct 
4500 

aagaaggggg gaggggtccc 
4560 

cttgatattt tcaattttgg 
4620 

tgtttttgta aaaaaaaaaa 
4680 

aaaaaccccc caaggggccc 
4724 

<210> 2958 
<211> 1047 
<212> PRT 
<213> Homo sapiens 

<400> 2958 
Met Ala Val Thr Leu Asp 

1 5 
Leu Tyr Ser Asn Trp Arg 
20 

Ala lie Val Val Ser Val 
35 

Ser Thr Ala Leu Gin Thr 
50 

lie Met Val Phe Cys Asp 



caatggcccc attcagatgg 
ctgttaataa atattgtttc 
ggcttctgac atcttatttg 
acccttaatt acccgtatca 
ctgccatgac cttccgcaca 
atttgctaat ggttgtgata 
ccttcgtctg agttttcctg 
ttggaagaca taagaagcag 
acatggtaca atgatagaag 
aggaagatat atcaggttgt 
aaaggagtca acatttagat 
atgagaaaag agaagaggaa 
tccttatttt aactttgtct 
tttcaagtat ttggggagtt 
gtcccactgc agttccttcc 
ggattttatg tttgtttgtt 
aagaactaaa agatgaataa 
aaaaaaaaaa aaccaaaaaa 
ccccccgaaa aaaaaaaaaa 



Lys Asp Ala Tyr Tyr 
10 

Lys Gly Glu Asp Glu 
25 

Gly Val Asp Glu Glu 
40 

Trp Leu Phe Gly Tyr 
55 

Asp Lys lie lie Phe 



caagggagga ggtgttcttg 
attcttctct cttcctgtca 
gtgtctcaaa gctgtatttc 
tggttcttga ccagcacatt 
tctctaagtt ttatctttgc 
aaccatacag cttgagccag 
ctttcctgcc tcgtgcagat 
tgatactccc tggctcggtt 
gcaaaattgc cactgtcttc 
gcctcatgta ccgcttctag 
ctggaaggga caagtcatgc 
gggaggccat atctacaaca 
tgcattgtcc tgtatttatc 
tatcttgcca tcctcccctt 
gtgctctgtg actttaagag 
ttttctcctt agcagtagga 
actgggtttt ttttgttgtt 
attaaaaaaa aaaaaaaaaa 
aaaa 



Arg Arg val Lys Arg 
15 

Tyr Ala Asn Val Asp 
30 

He Val Tyr Ala Lys 
45 

Glu Leu Thr Asp Thr 
60 

Met Ala Ser Lys Lys 
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65 

Lys Val Glu Phe 

Ala Asn Gly Ala 
100 

Ser Asn Lys Ser 
115 

Lys Asn Gly Lys 
130 

Glu Phe Met Lys 
145 

Lys lie Asp He 

Asp Gly Glu Leu 
180 

Val Phe Asn Lys 
195 

Asp Glu Lys Val 
210 

He Glu Glu Lys 
225 

Met Cys Tyr Pro 

Phe Ser Val val 
260 

Cys Ala Met Gly 
275 

Thr Leu Met Val 
290 

Leu Leu Gin Leu 
305 

Lys He Cys Asp 

Lys Pro Glu Leu 
340 

Gly He Glu Phe 
355 

Tyr Lys Leu Lys 
370 

Asp Leu Thr Asn 
385 

Leu Phe He Gly 

Val Leu Thr Ser 
420 

Lys Asn Glu Asp 
435 

Asp Leu Leu Gly 
450 

Arg Asn Glu Met 
465 

Leu Ala Ala Gin 
Lys Gly Glu Gin 



70 

Leu Lys Gin He 
85 

Pro Ala He Thr 

Ser Phe Asp Lys 
120 

Lys He Gly Val 
135 

Ser Trp Asn Asp 
150 

Ser Ala Val Val 
165 

Asn Leu Met Lys 

Phe Phe Lys Glu 
200 

Arg His Ser Lys 
215 

Lys Tyr Leu Ala 
230 

Pro He lie Gin 
245 

Ser Asp Lys Asn 

He Arg Phe Lys 
280 

Asp Pro Ser Gin 
295 

Gin Glu Glu Leu 
310 

Val Tyr Asn Ala 
325 

Leu Asn Lys He 

Arg Glu Gly Ser 
360 

Lys Gly Met Val 
375 

Lys Glu Gly Lys 
390 

Asp Thr Val Leu 
405 

Val Lys Lys Lys 

Glu Glu Glu Glu 
440 

Arg Gly Ser Arg 
455 

Thr Ala Glu Glu 
470 

Leu Asn Glu Glu 
485 

Gin He Gin Lys 



75 

Ala Asn Thr Lys 
90 

Leu Leu He Arg 
105 

Met He Glu Ala 

Phe Ser Lys Asp 
140 

Cys Leu Asn Lys 
155 

Ala Tyr Thr He 
170 

Lys Ala Ala Ser 
185 

Arg Val Met Glu 

Leu Ala Glu Ser 
220 

Gly Ala Asp Pro 
235 

Ser Gly Gly Asn 
250 

His Met His Phe 
265 

Ser Tyr Cys Ser 

Glu Val Gin Glu 
300 

Leu Lys Glu Leu 
315 

Val Met Asp Val 
330 

Thr Lys Asn Leu 
345 

Leu Val He Asn 

Phe Ser He Asn 
380 

Lys Pro Glu Glu 
395 

Val Asp Glu Asp 
410 

Val Lys Asn Val 
425 

Glu Glu Glu Lys 

Ala Ala Leu Leu 
460 

Lys Arg Arg Ala 
475 

Ala Lys Arg Arg 
490 

Ala Arg Lys Ser 



80 

Gly Asn Glu Asn 
95 

Glu Lys Asn Glu 
110 

He Lys Glu Ser 
125 

Lys Phe Pro Gly 

Glu Gly Phe Asp 
160 

Ala Val Lys Glu 
175 

lie Thr Ser Glu 
190 

He Val Asp Ala 
205 

Val Glu Lys Ala 

Ser Thr Val Glu 
240 

Tyr Asn Leu Lys 
255 

Gly Ala He Thr 
270 

Asn Leu Val Arg 
285 

Asn Tyr Asn Phe 

Arg His Gly Val 
320 

Val Lys Lys Gin 
335 

Gly Phe Gly Met 
350 

Ser Lys Asn Gin 
365 

Leu Gly Phe Ser 

Lys Thr Tyr Ala 
400 

Gly Pro Ala Thr 
415 

Gly lie Phe Leu 
430 

Asp Glu Ala Glu 
445 

Thr Glu Arg Thr 

His Gin Lys Glu 
480 

Leu Thr Glu Gin 
495 

Asn Val Ser Tyr 
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500 

Lys Asn Pro Ser 
515 

lie Tyr lie Asp 
530 

He Ala Thr Pro 
545 

Val Glu Gly Asp 

Ser Ala Leu Gly 
580 

Thr Phe Val Lys 
595 

Gly Glu Gin Thr 
610 

He Lys Glu Val 
625 

Glu Lys Glu Gly 

Arg Ser Asn Pro 
660 

Gin Lys Arg Met 
675 

Phe Thr Ser Val 
690 

Lys His Ala Leu 
705 

His Phe His Leu 

Asp Val Gin Phe 
740 

Lys His Gin His 
755 

Glu Arg Glu Met 
770 

Glu Lys Val Glu 
785 

Phe Arg Asp Leu 

Leu Gin Pro Thr 
820 

Phe Val Val Thr 
835 

Gin Phe His Leu 
850 

Ser Lys Lys Val 
865 

Pro He Lys Glu 

Val Gin Ser Leu 
900 

Pro Glu Gly Phe 
915 

Gly Glu Gly Ser 



Leu Met Pro Lys 
520 

Lys Lys Tyr Glu 
535 

Phe His He Ala 
550 

Tyr Thr Tyr Leu 
565 

Arg Asn Glu Gly 

Glu He Thr Tyr 
600 

Val Pro Ala Leu 
615 

Gin Lys Arg Tyr 
630 

He Val Lys Gin 
645 

Lys Leu Lys Asp 

Gin Gly Ser Leu 
680 

Arg Gly Asp Lys 
695 

Phe Gin Pro Cys 
710 

Lys Asn Ala He 
725 

Tyr Thr Glu Val 

Met His Asp Arg 
760 

Arg His Lys Leu 
775 

Ala Leu Thr Lys 
790 

Gly Phe Asn Gly 
805 

Ser Ser Ala Leu 

Leu Asp Glu Val 
840 

Lys Asn Phe Asp 
855 

Thr Met He Asn 
870 

Trp Leu Asn Ser 
885 

Asn Trp Thr Lys 

Phe Glu Gin Gly 
920 

Asp Ala Glu Glu 



505 

Glu Pro His He 

Thr Val He Met 
540 

Thr He Lys Asn 
555 

Arg He Asn Phe 
570 

Asn He Phe Pro 
585 

Arg Ala Ser Asn 

Asn Leu Gin Asn 
620 

Lys Thr Arg Glu 
635 

Asp Ser Leu Val 
650 

Leu Tyr He Arg 
665 

Glu Ala His Val 

Val Asp He Leu 
700 

Asp Gly Glu Met 
715 

Met Phe Gly Lys 
730 

Gly Glu He Thr 
745 

Asp Asp Leu Tyr 

Lys Thr Ala Phe 
780 

Glu Glu Leu Glu 
795 

Ala Pro Tyr Arg 
810 

Val Asn Ala Thr 
825 

Glu Leu He His 

Met Val He Val 
860 

Ala He Pro Val 
875 

Cys Asp Leu Lys 
890 

He Met Lys Thr 
905 

Gly Trp Ser Phe 
Gly Asp Ser Glu 
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510 

Arg Glu Met Lys 
525 

Pro Val Phe Gly 

He Ser Met Ser 
560 

Tyr Cys Pro Gly 
575 

Asn Pro Glu Ala 
590 

He Lys Ala Pro 
605 

Ala Phe Arg He 

Ala Glu Glu Lys 
640 

He Asn Leu Asn 
655 

Pro Asn He Ala 
670 

Asn Gly Phe Arg 
685 

Tyr Asn Asn He 

He He Val Leu 
720 

Lys Arg His Thr 
735 

Thr Asp Leu Gly 
750 

Ala Glu Gin Met 
765 

Lys Asn Phe He 

Phe Glu Val Pro 
800 

Ser Thr Cys Leu 
815 

Glu Trp Pro Pro 
830 

Phe Glu Arg Val 
845 

Tyr Lys Asp Tyr 

Ala Ser Leu Asp 
880 

Tyr Thr Glu Gly 
895 

He Val Asp Asp 
910 

Leu Glu Pro Glu 
925 

Ser Glu He Glu 
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930 










935 






94 0 






Asp Glu Thr 


true 


Asn 


Pro 


Ser 


Glu 


Asp Asp Tyr 


Glu Glu Glu 


Glu 


Glu 


945 










950 






955 






960 


Asp 


Ser 


Asp 


Glu 


Asp 


Tyr 


Ser 


Ser 


Glu Ala Glu 


Glu Ser Asp 


Tyr 


Ser 










965 








970 




975 




Lys 


Glu 


Ser 


Leu 


Gly 


Ser 


Glu 


Glu 


Glu Ser Gly Lys Asp Trp Asp Glu 








980 










985 


990 






Leu 


Glu 


Glu 


Glu 


Ala 


Arg 


Lys 


Ala 


Asp Arg Glu 


Ser Arg Tyr 


Glu 


Glu 






995 










1000 


1005 






Glu 


Glu 


Glu 


Gin 


Ser 


Arg 


Ser 


Met 


Ser Arg Lys 


Arg Lys Ala 


Ser 


val 




1010 








1015 




1020 






His 


Ser 


Ser 


Gly 


Arg Gly Ser Asn Arg Gly Ser 


Arg His Ser 


Ser 


Ala 


1025 








1030 




1035 




1040 


Pro 


Pro 


Lys 


Lys 


Lys 


Arg 


Lys 













1045 



<210> 2959 

<211> 3323 

<212> DNA 

<213> Homo sapiens 

<400> 2959 

ttcacgtgac cgcggacagc ttaaggaccc 
60 

gggaagttgc cggacccgga acgcaggcgg 
120 

agtccgccag cccagtacct ctctctcctc 
180 

gcccgaacgg cggcggaggc gctgatcatg 
240 

acctcagagg tggacctggc caagccgctg 
300 

ggcggggaag agcaggccca gtactgccgc 
360 

gccgcagtcg gtcgtccgct ggacaagcac 
420 

tatgatcaga tttgttctat tgaacccaaa 
480 

acatttacct ggaaggatgc tttcgataaa 
540 

gctcttgcaa gcttaggata tgaaaagagc 
600 

agccaaattg cagcagaaca gaacctggat 
660 

cattaccagt ttgctagtgg tgccttttta 
720 

agtcgagagc cgaccgtgga catatctcca 
780 

ctggcacagg ctcaagaagt atttttttta 
840 

atcatagcta aattggctaa tcaggctgca 
900 

caatacaaag atactctccc caaggaggtg 
960 



cgcatcccag tgcgcctgcg ctggagctcc. 
agcgcaagtc cgtcagccag tcagtccgcc 
ggccctcgta agctgtccgc ggtctgtttg 
gcgacattca tctcggtgca gctgaaaaag 
gtgaagttca tccagcagac ttacccaagc 
gcggcggagg agctcagcaa gctgcgccgc 
gagggcgcgc tcgagacgct cctgagatat 
ttcccatttt ctgaaaatca gatctgcttg 
ggttcacttt ttggaggctc tgtaaaactg 
tgtgtgttgt tcaattgtgc agccttagct 
aatgatgaag gattgaaaat cgctgctaaa 
catattaaag agacggtttt atctgcctta 
gatactgttg ggaccctcag tcttattatg 
aaagccacaa gagataaaat gaaagatgcc 
gattattttg gtgatgcttt caaacagtgt 
ttccctgtct tggctgcaaa gcactgtatc 
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atgcaggcca atgctgagta 
1020 

gaagaaattg caaggttaca 
1080 

gatgaatatg ttaatgtgaa 
1140 

aagaaggata atgacttcat 
1200 

attggcaaag ccacacttgt 
1260 

actgatctgt ttgagaagat 
1320 

cagaggaaag ccgatttggt 
1380 

gcaaatgggg tgctagcttc 
1440 

actgtacctc agtctatatt 
1500 

actgttgatc agctgataaa 
1560 

gaggagtcac taagattgtt 
1620 

ttcaaggacc ggtggcaaag 
1680 

ggaaccaact tcagaacagt 
1740 

tgttaccagt ctcatcgtga 
1800 

gctgccatcc cttctgctaa 
1860 

ttaaaatcct tattgtcaaa 
1920 

gacttgaaat ctgtgaattt 
1980 

ggtgtgataa atgaagaagc 
2040 

acaactaaag tccaagaatc 
2100 

tcacatcagg aattttcaaa 
2160 

gttttgaaga atttagctac 
2220 

gaaggcacaa agttttacaa 
2280 

agtgatatag tttttgcacg 
2340 

agcattgcca gagaacctag 
2400 

gcaggaggac atgcaccaac 
2460 

ccccagcccc cagccaggcc 
2520 

actgctccat ctccagtggg 
2580 



ccatcagtct atcctggcaa 
gcatgcagca gaactgatta 
ggatttttct gacaaaatca 
ttatcatgat cgagttccag 
gaaatctacc ccggtcaatg 
ggttcccgtg tcagtacagc 
taacagatca attgctcaga 
ccttaatctt ccagcagcaa 
gactaaatcc agatctgtga 
agagctgcct gagctgctac 
ggatgaagaa gaagcaactg 
gactccatcc aatgacctgt 
tttagataaa gctgtgcagg 
caccatcgtg cttttgtgta 
tccagcaaag accatgcagg 
tcttgatgaa gtaaagaagg 
tgacatgaca agcaagtttt 
tctttctgtt actgaactag 
tctaaagaaa caggagggac 
aatgaaacaa tctaataatg 
tgcatatgac aactttgttg 
tgagttgact gaaatcctgg 
gaagacagaa agagatgaac 
tgctccttca attcctacac 
tcctccaact ccagcgccaa 
tccaccacct gtgcttccag 
ggctgggact gctgcgccag 



aacagcagaa gaaatttgga 
aaacagtggc atctcgctat 
atcgtgccct tgctgcagca 
accttaaaga tctagatcct 
tacccatcag tcagaaattt 
agtctttggc tgcctataat 
tgagagaagc caccactttg 
ttgaagatgt gtctggagac 
ttgaacaggg aggcatccag 
aaagaaatag ggaaatatta 
ataatgactt aagagcaaaa 
ataagccttt aagagcagag 
cagatggaca agtgaaagaa 
agccagagcc tgagctgaat 
gcagtgaggt tgtaaatgtc 
aaagagaggg tctggagaat 
tgacagccct ggctcaagat 
atcgagtcta tggaggtctt 
ttcttaaaaa tattcaggtc 
aagctaactt aagagaagaa 
aacttgtagc taatttgaag 
tcaggttcca gaacaaatgc 
tcttaaagga cttgcaacaa 
ctgcgtatca gtccttacca 
gaaccatgcc gcctactaag 
caaatcgagc tccttctgct 
ctccatcaca aacgcctggc 
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tcagctcctc ctccacaggc 
2640 

tattgccaaa tgcccatgcc 
2700 

ccatatccac cagtgtatca 
2760 

ccttcatacc ccttccctca 
2820 

tgctcagcag ctcagctgat 
2880 

tactaaactc tacgctctgg 
2940 

tttctgtcta cagctagaag 
3000 

gctgctgttg cagtataaac 
3060 

aaaattgaaa atgagaaatt 
3120 

cataagacat ggttgggaca 
3180 

aaaattaagt tttctttctc 
3240 

tgcataatca aggcactgta 
3300 

aaaaaaaaaa aaaaaaaaaa 
3323 



gcagggacca ccctatccca 
catgggctat aatccttatg 
ccagagtcct ggacaggctc 
gcccccacag cagtcttact 
tcagatcaga gggaaagaaa 
ttaatgtaat gtactctcct 
ctgtgcccca gttccacatt 
actaggtata ataggatttg 
aaacctgcaa gtgaaacatt 
tcagatactt acaaagatgg 
tttggtttat tgatttggtt 
aatcttataa ttttaaaata 
aaa 



cctatccagg atatcctggg 
cgtatggcca gtataatatg 
catacccggg accccagcag 
atccacagca gtaatatgtc 
taccaaccct gcaataagtg 
ggactgaatg cagtgtataa 
tgattacaca tgtgagattt 
aaattgcatt acagttcata 
tgaaacgatt atactttcta 
tttaagtatg gatactagag 
taatttccat tatgctattt 
aattacttaa gaacaaaaaa 



<210> 2960 

<211> 868 

<212> PRT 

<213> Homo sapiens 



<400> 2960 

Met Ala Thr Phe He Ser Val Gin Leu Lys Lys Thr Ser Glu Val Asp 

15 10 15 

Leu Ala Lys Pro Leu Val Lys Phe He Gin Gin Thr Tyr Pro Ser Gly 

20 25 30 

Gly Glu Glu Gin Ala Gin Tyr Cys Arg Ala Ala Glu Glu Leu Ser Lys 

35 40 45 

Leu Arg Arg Ala Ala Val Gly Arg Pro Leu Asp Lys His Glu Gly Ala 

50 55 60 

Leu Glu Thr Leu Leu Arg Tyr Tyr Asp Gin He Cys Ser He Glu Pro 
65 70 75 80 

Lys Phe Pro Phe Ser Glu Asn Gin He Cys Leu Thr Phe Thr Trp Lys 

85 90 95 

Asp Ala Phe Asp Lys Gly Ser Leu Phe Gly Gly Ser Val Lys Leu Ala 

100 105 HO 

Leu Ala Ser Leu Gly Tyr Glu Lys Ser Cys Val Leu Phe Asn Cys Ala 

115 120 125 

Ala Leu Ala Ser Gin He Ala Ala Glu Gin Asn Leu Asp Asn Asp Glu 

130 135 140 

Gly Leu Lys He Ala Ala Lys His Tyr Gin Phe Ala Ser Gly Ala Phe 
145 150 155 160 

Leu His He Lys Glu Thr Val Leu Ser Ala Leu Ser Arg Glu Pro Thr 
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Val Asp lie 

Ala Gin Ala 
195 

Lys Asp Ala 

210 
Gly Asp Ala 
225 

Val Phe Pro 

Glu Tyr His 

Glu He Ala 
275 

Ser Arg Tyr 
290 

Asn Arg Ala 
305 

Asp Arg Val 

Leu Val Lys 

Asp Leu Phe 
355 

Ala Tyr Asn 
370 

Met Arg Glu 
385 

Leu Pro Ala 

He Leu Thr 

Val Asp Gin 
435 

Glu He Leu 
450 

Asp Asn Asp 
465 

Ser Asn Asp 

Thr Val Leu 

Tyr Gin Ser 
515 

Glu Leu Asn 
530 

Gly Ser Glu 
545 

Glu Val Lys 
Asn Phe Asp 
Val He Asn 



165 
Ser Pro Asp 
180 

Gin Glu Val 

He He Ala 

Phe Lys Gin 
230 

Val Leu Ala 

245 
Gin Ser He 
260 

Arg Leu Gin 

Asp Glu Tyr 

Leu Ala Ala 
310 

Pro Asp Leu 

325 
Ser Thr Pro 
340 

Glu Lys Met 

Gin Arg Lys 

Ala Thr Thr 
390 

Ala lie Glu 

405 
Lys Ser Arg 
420 

Leu He Lys 

Glu Glu Ser 

Leu Arg Ala 
470 

Leu Tyr Lys 

485 
Asp Lys Ala 
500 

His Arg Asp 

Ala Ala He 

Val Val Asn 
550 

Lys Glu Arg 

565 
Met Thr Ser 
580 

Glu Glu Ala 



Thr Val 

Phe Phe 
200 
Lys Leu 
215 

Cys Gin 

Ala Lys 

Leu Ala 

His Ala 
280 
Val Asn 
295 

Ala Lys 

Lys Asp 

Val Asn 

Val Pro 
360 
Ala Asp 
375 

Leu Ala 

Asp Val 

Ser Val 

Glu Leu 
440 
Leu Arg 
455 

Lys Phe 

Pro Leu 

Val Gin 

Thr He 
520 
Pro Ser 
535 

Val Leu 
Glu Gly 
Lys Phe 
Leu Ser 



170 
Gly Thr Leu 
185 

Leu Lys Ala 

Ala Asn Gin 

Tyr Lys Asp 
235 

His Cys He 

250 
Lys Gin Gin 
265 

Ala Glu Leu 

Val Lys Asp 

Lys Asp Asn 
315 

Leu Asp Pro 
330 

Val Pro He 
345 

Val Ser Val 

Leu Val Asn 

Asn Gly Val 
395 

Ser Gly Asp 

410 
He Glu Gin 
425 

Pro Glu Leu 

Leu Leu Asp 

Lys Asp Arg 
475 

Arg Ala Glu 

490 
Ala Asp Gly 
505 

Val Leu Leu 

Ala Asn Pro 

Lys Ser Leu 
555 

Leu Glu Asn 
570 

Leu Thr Ala 
585 

Val Thr Giu 



Ser Leu 

Thr Arg 
205 
Ala Ala 
220 

Thr Leu 

Met Gin 

Lys Lys 

He Lys 
285 
Phe Ser 
300 

Asp Phe 

He Gly 

Ser Gin 

Gin Gin 
365 
Arg Ser 
380 

Leu Ala 

Thr Val 

Gly Gly 

Leu Gin 
445 
Glu Glu 
460 

Trp Gin 

Gly Thr 

Gin Val 

Cys Lys 
525 
Ala Lys 
540 

Leu Ser 
Asp Leu 
Leu Ala 
Leu Asp 



175 
He Met Leu 
190 

Asp Lys Met 

Asp Tyr Phe 

Pro Lys Glu 
240 

Ala Asn Ala 
255 

Phe Gly Glu 
270 

Thr Val Ala 
Asp Lys He 

He Tyr His 

320 

Lys Ala Thr 
335 

Lys Phe Thr 
350 

Ser Leu Ala 

He Ala Gin 

Ser Leu Asn 
400 

Pro Gin Ser 

415 
He Gin Thr 
430 

Arg Asn Arg 

Glu Ala Thr 

Arg Thr Pro 
480 

Asn Phe Arg 

495 
Lys Glu Cys 
510 

Pro Glu Pro 

Thr Met Gin 

Asn Leu Asp 
560 

Lys Ser Val 
575 

Gin Asp Gly 
590 

Arg Val Tyr 



2195 



WO 00/58473 



PCT/USOO/08621 



595 600 605 

Gly Gly Leu Thr Thr Lys Val Gin Glu Ser Leu Lys Lys Gin Glu Gly 

610 615 620 

Leu Leu Lys Asn lie Gin Val Ser His Gin Glu Phe Ser Lys Met Lys 
625 630 635 640 

Gin Ser Asn Asn Glu Ala Asn Leu Arg Glu Glu Val Leu Lys Asn Leu 

645 650 655 

Ala Thr Ala Tyr Asp Asn Phe Val Glu Leu Val Ala Asn Leu Lys Glu 

660 665 670 

Gly Thr Lys Phe Tyr Asn Glu Leu Thr Glu lie Leu Val Arg Phe Gin 

675 680 685 

Asn Lys Cys Ser Asp lie Val Phe Ala Arg Lys Thr Glu Arg Asp Glu 

690 695 700 

Leu Leu Lys Asp Leu Gin Gin Ser lie Ala Arg Glu Pro Ser Ala Pro 
705 710 715 720 

Ser lie Pro Thr Pro Ala Tyr Gin Ser Leu Pro Ala Gly Gly His Ala 

725 730 735 

Pro Thr Pro Pro Thr Pro Ala Pro Arg Thr Met Pro Pro Thr Lys Pro 

740 745 750 

Gin Pro Pro Ala Arg Pro Pro Pro Pro Val Leu Pro Ala Asn Arg Ala 

755 760 765 

Pro Ser Ala Thr Ala Pro Ser Pro Val Gly Ala Gly Thr Ala Ala Pro 

770 775 780 

Ala Pro Ser Gin Thr Pro Gly Ser Ala Pro Pro Pro Gin Ala Gin Gly 
785 790 795 800 

Pro Pro Tyr Pro Thr Tyr Pro Gly Tyr Pro Gly Tyr Cys Gin Met Pro 

805 810 815 

Met Pro Met Gly Tyr Asn Pro Tyr Ala Tyr Gly Gin Tyr Asn Met Pro 

820 825 830 

Tyr Pro Pro Val Tyr His Gin Ser Pro Gly Gin Ala Pro Tyr Pro Gly 

835 840 845 

Pro Gin Gin Pro Ser Tyr Pro Phe Pro Gin Pro Pro Gin Gin Ser Tyr 

850 855 860 

Tyr Pro Gin Gin 
865 

<210> 2961 
<211> 434 
<212> DNA 

<213> Homo sapiens 
<400> 2961 

gccgcggctc cagggaacgg ccgcgcatcg gcgccccggc tgcttctgct ctttctggtt 
60 

ccgctgctgt gggccccggc tgcggtccgg gccggcccag atgaagacct tagcnaccgg 
120 

aacaaagaac cgccggcgcc ggcccagcag ctgcagccgc agcctgtggc tgtgcagggc 
180 

cccgagccgg cccgggtcga ggctaatttt tgtatttttt ttgtagagac aggatttcgc 
240 

catgttgacc agtggtctca agctcctggg ctcaagtaat ccgcccgact cggtctccca 
300 

aagtgctggg attacaggca tgagccaccg tgcctggcca gattttgttt ggctatgcca 
360 
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ccacagtcat ccccagggtc tatacatact atgtttcaac tgtattattt gccatttttg 
420 

gcattagaat gcat 
434 

<210> 2962 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 2962 



Ala 


Ala 


Ala 


Pro 


Gly Asn 


Gly Arg Ala 


Ser 


Ala 


Pro 


Arg Leu 


Leu 


Leu 


1 








5 






10 








15 




Leu 


Phe 


Leu 


Val 


Pro 


Leu 


Leu Trp Ala 


Pro Ala Ala Val Arg Ala Gly 








20 


Lenzr: 




25 








30 






Pro 


Asp 


Glu 

35 


Asp 


Ser 


Xaa Arg Asn 
40 


Lys 


Glu 


Pro 


Pro Ala 
45 


Pro 


Ala 


Gin 


Gin 
50 


Leu 


Gin 


Pro 


Gin 


Pro Val Ala 
55 


Val 


Gin 


Gly 
60 


Pro Glu 


Pro 


Ala 


Arg Val Glu 


Ala 


Asn 


Phe 


Cys lie Phe 


Phe 


Val 


Glu 


Thr Gly 


Phe 


Arg 


65 










70 






75 








80 


His 


Val 


Asp 


Gin 


Trp 
85 


Ser 


Gin Ala Pro 


Gly 
90 


Leu 


Lys 









<210> 2963 

<211> 567 

<212> DNA 

<213> Homo sapiens 

<400> 2963 

nacgcgtgct gccccggctg gaagaggacc agcgggcttc ctggggcctg tggagcaggt 
60 

gagggctatg tccctcggcg cccggtgtta ggagggcgac tgttccccaa tcttccagca 
120 

acgctcctgc tgcttttctt gaaccccgag caaagcacca ccttgccgca gagcacccac 
180 

tccctagcag ctgcccccac agggtgctgg ggacccaact gagctggtga ccagcctccc 
240 

ccgcccacag caatatgcca gccgccatgc cggaacggag ggagctgtgt ccagcctggc 
300 

cgctgccgct gccctgcagg atggcggggt gacacttgcc agtcaggtga ggctggctct 
360 

accctggggg gccctggaag ggtctggggc acctctttgc atgtcgtggg gttactgatg 
420 

gtccatgagt gggtggttgt gaagggagct gtgtgggcag gacccctccc gcaggcatgg 
480 

ccgcctgaca ccccgtttcc tgcagatgtg gatgaatgca gtgataggag gggcggctgt 
540 

ccccagcggt gtgtccaccc cgccggt 
567 

<210> 2964 
<211> 115 
<212> PRT 



2197 



WO 00/58473 



PCT/US00/08621 



<213> Homo sapiens 

<400> 2964 
Ala Gly Asp Gin Pro 

1 5 
Arg Asn Gly Gly Ser 
20 

Gly Trp Arg Gly Asp 
35 

Gly Gly Pro Gly Arg 
50 

Leu Met Val His Glu 
65 

Pro Leu Pro Gin Ala 
85 

Asp Glu Cys Ser Asp 
100 

Pro Ala Gly 
115 

<210> 2965 
<211> 3739 
<212> DNA 
<213> Homo sapiens 

<400> 2965 

acgcgtgggg cttgtttagg ttggccataa gttaagactg gtgccttact ggccaactca 
60 

tccagctcag cctgggacag ctggttgaac tggagccggt ctccgcctat cccaactgtt 
120 

ggacgtcgaa caattgcata gccgttcctg tagctcagcg tctgacttct gtggaaggct 
180 

gttttcgtag agtccttaaa ggacgtgccc ggaagaaagg gcaagccatg cacgggattg 
240 

gacaccattg cagccggccc cgccttccgc tcgtgggagt tccggatgtt tagcgttacc 
300 

atggatcctg gaggtgcccg cgaacactgc ttgtcgcctg ggcaaccgga gaggacgaag 
360 

caggacctag gtggcggcgg tggtaccggc tgcaatggtg tccaatcccg tgcatggctt 
420 

gccctttctt ccgggcacgt cctttaagga ctctacgaaa acagccttcc acagaagtca 
480 

gacgctgagc tacaggaacg gctatgcaat tgttcgacgt ccaacagttg ggataggcgg 
540 

agaccggctc cagttcaacc agctgtccca ggctgagctg gatgagttgg ccagtaaggc 
600 

accagtctta acttatggcc aacctaaaca agccccacct gcggatttta ttcctgcgca 
660 

tgtggccttt gacaaaaagg tactgaaatt tgatgcctat ttccaagaag atgttcctat 
720 

gtcaactgag gaacagtata ggatccgtca ggtgaacatt tactattatc tagaagatga 
780 

cagcatgtct gtcatagagc ctgttgtaga aaattctgga atccttcaag gcaagttaat 
840 



Pro Pro Pro Thr 
Cys Val 
Thr Cys 



Val Trp 

55 
Trp Val 
70 

Trp Pro 
Arg Arg 



Gin Pro 
25 

Gin Ser 
40 

Gly Thr 



Val Val 

Pro Asp 

Gly Gly 
105 



Ala lie 
10 

Gly Arg 

Gly Glu 

Ser Leu 

Lys Gly 
75 

Thr Pro 
90 

Cys Pro 



Cys Gin 

Cys Arg 

Ala Gly 

45 
His Val 
60 

Ala Val 
Phe Pro 
Gin Arg 



Pro Pro Cys 
15 

Cys Pro Ala 
30 

Ser Thr Leu 

Val Gly Leu 

Trp Ala Gly 
80 

Ala Asp Val 
95 

Cys Val His 
110 
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aaaacgccag cggctagcca agaatgaccg 
900 

tcgaggaata aacatcacaa tttatggcaa 
960 

cacacaggta tttttagaaa gccaaggaat 
1020 

tgatccttac actgaactcc gaaaacagcc 
1080 

tgatcaactc aagcaatttc tcacctttga 
1140 

aggcttactt atttccaaat gtgacctaca 
1200 

tggtaactat tttgaaacat tacagctata 
1260 

ctgctttcat caagggttac aggtacagga 
1320 

agatcgtgga gttgcggagt tgttttgtga 
1380 

ttcctgagct acatctgctt cccaccttac 
1440 

atgagctaat ttcatagact cctttgtgaa 
1500 

aatatgcata catgtaggtt gtaatgttaa 
1560 

gatgcttcct tgttaaatgt tatattaata 
1620 

aactctgttc caaccttcct aatcctctcc 
1680 

aatccttccc tttctgtact aaagggagaa 
1740 

tttgctgctc cttttcttta gacatttaac 
1800 

ctagcatggt cttttaagga ttttgttcat 
1860 

ttaaagattg tgtttattcc cacgatttga 
1920 

attgtgttta tattattgct agaagatatg 
1980 

taaataaaaa ttttttctac actaattata 
2040 

atatatatat accactatgt aaagaacttc 
2100 

tgactaatat tttggatcaa agtgagctct 
2160 

atttaattct ttccagctgc tgacatatag 
2220 

atgaatattt cttttttttc aatttacccc 
2280 

agtctttcca tcgttgatac ataattgcca 
2340 

gattcttgag tcactacttt ggattcttca 
2400 

gatacagaca gcatgtatgg tgaatgtcgg 
2460 



gggtgaccat taccattgga aagacctaaa 
aactttccgc gttgttgact gtgaccaatt 
tgagttaaat ccaccagaga agatggctct 
tcttcgtaag tatgtcaccc catcagactt 
caaacaggta agtgacatag gaaccacaat 
tttattggca aaaggtttgg gtagctgtat 
attgaactgt ttggacacag tactgtcttt 
atgcctacat ttcatatgga gatccaaaga 
acctcaccaa acatttaaat ctcaaagcaa 
gtttccaatt gacaatttct ttcccttaaa 
accataaatc gattattagg aaatttcaca 
aatgtttaat ttcacagaag ccccactaca 
ttggagtcca gaatgttctg agcattttcc 
cttgtgagct gatgtgtata agcagattta 
agaaaaggaa gagatcaccc tcagtgcttc 
cccttttagt tcagaaaatg taaactagca 
atcagtcata tatctgttat tattatgtat 
agaagcctag ccaaaaaaaa aaaaaaaaag 
tgttgatggg accaaaaaaa gactggttaa 
tataaaccat attcacatgt acctttatta 
attgctcttt taatttagct tctctttcac 
tcttttttgg cacaaactta taatcctatt 
tacataattt cagatgtttt agtatgtttg 
atctgaaatt acttcatagt ctttccagct 
aagtagccaa gttgaactcc ctacttttag 
aaggtccttc gattctatgc aatctgggat 
acctacatca ttcattacta tcttatggat 
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gatacggtgg aaattcgaga ggtccacgaa cggaatgatg ggagagatcc tttcccactc 
2520 

ctaatgaacc gccagcgtgt gcccaaagtt ttggtggaaa atgcaaagaa cttccctcag 
2580 

tgtgtgctag aaatctctga ccaagaagtg ttggaatggt atactgctaa agacttcatt 
2640 

gttgggaagt cactcactat ccttgggaga actttcttca tttatgattg tgatccattt 
2700 

actcgacggt attacaaaga gaagtttgga atcactgatt taccacgtat tgatgtgagc 
2760 

aagcgggaac cacctccagt aaaacaggag ttgcctcctt ataacggttt tggactagtg 
2820 

gaagattctg ctcagaattg ttttgctctc attccaaaag ctccaaaaaa agacgttatt 
2880 

aaaatgctgg tgaatgataa caaggtgctt cgttatttgg ctgtactgga atcccccatc 
2940 

ccagaagaca aagaccgcag atttgtcttc tcttactttc tagctaccga catgatcagt 

mJ W W W 

atctttgagc ctcctgttcg caattctggt atcattgggg gcaagtacct tggcaggacc 
3060 

aaagttgtta aaccatactc tacagtggac aaccctgtct actatggccc cagtgacttc 
3120 

ttcattggtg ctgtgattga agtgtttggt caccggttca tcatccttga tacagacgag 
3180 

tatgttttga aatacatgga gagcaacgct gcccagtatt caccagaagc actcgcgtca 
3240 

attcagaacc atgtccgaaa gcgagaagcg cctgctccag aagcagaaag caagcaaact 
3300 

gaaaaggatc caggcgtgca ggaattggaa gcattaatag acacaattca gaagcaactg 
3360 

aaagatcact catgcaaaga caacattcgt gaggcatttc aaatttatga caaggaagct 
3420 

tcaggatatg tggacagaga catgttcttt aaaatctgtg aatcgcttaa cgtcccagtg 
3480 

gatgactcct tggttaagga gttactcagg atgtgctctc atggagaagg caaaattaac 
3540 

tactataact ttgttcgtgc tttctcaaac tgacctgctg atgagaaaat gcaagacaat 
3600 

ttttgatact ggaactatgc tttgaaatac accttacact cttcatagag gcatttacag 
3660 

ggttcctgaa gttttatttc tgttttggtt cttatttcac tcctactgaa gtcgaaacta 
3720 

aattggatca aaaaaaaaa 
3739 

<210> 2966 
<211> 386 
<212> PRT 

<213> Homo sapiens 
<400> 2966 

Met Tyr Gly Glu Cys Arg Thr Tyr He He His Tyr Tyr Leu Met Asp 

1*5 10 15 

Asp Thr Val Glu He Arg Glu Val His Glu Arg Asn Asp Gly Arg Asp 
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20 25 30 



Pro 


Phe 


Pro 


Leu 


Leu 


Met 


Asn Arg 


Gin 


Arg Val 


Pro 


Lys 


Val 


Leu 


Val 






35 








40 










45 








Glu 


Asn 


Ala 


Lys 


Asn 


Phe 


Pro Gin Cys 


Val 


Leu 


Glu 


He 


Ser 


Asp Gin 




50 










55 








60 










Glu 


val 


Leu 


Glu 


Trp Tyr Thr Ala Lys 


ASD 


Phe 


He 


Val 


Gly 


Lys 


Ser 


65 










70 








75 










80 


Leu 


Thr 


He 


Leu 


Gly Arg Thr Phe 


Phe 


He 


Tyr 


Asp 


Cys 


Asp 


Pro 


Phe 










85 








90 










95 




Thr Arg 


Arg 


Tyr 


Tyr 


Lys 


Glu Lys 


Phe 


Glv 


He Thr Asp 


Leu 


Pro Arg 








100 








105 










110 






He 


Asp 


Val 
115 


Ser 


Lys 


Arg 


Glu Pro 
120 


Pro 


Pro 


Val 


Lys 


Gin 
125 


Glu 


Leu 


Pro 


Pro 


Tyr 


Asn 


Glv 


Phe 


Gly Leu Val Glu 


Asp 


Ser 


Ala 


Gin 


Asn 


Cys 


Phe 




130 










135 








140 










Ala 


Leu 


He 


Pro 


Lys 


Ala 


Pro Lys 


Lys 


Asp 


Val 


He 


Lys 


Met 


Leu 


Val 


145 










150 








155 










160 


Asn 


Asp 


Asn 


Lvs 


Val 


Leu Arg Tyr 


Leu 


Ala 


Val 


Leu 


Glu 


Ser 


Pro 


He 










165 








170 










175 




Pro 


Glu 


Asp 


Lys 
i fin 

-LOW 


Asp 


Arg 


Arg Phe 


Val 
185 


php 

rile 


Ser 


Tyr 


Phe 


Leu 
190 


Ala 


Thr 


Asp 


Met 


He 


Ser 


He 


Phe 


Glu Pro 


Pro 


Val 


Arg Asn 


Ser Gly 


He 


He 














200 










205 








Gly Gly 




i yi 


Leu Gly Arg Thr Lys 


Val 


Val 


Lys 


Pro 


Tyr 


Ser 


Thr 




210 










215 








220 










Val 


Asp 


Asn 


Pro 


Val 


Tyr 


Tyr Gly Pro 


Ser 


A sp 


Phe 


Phe 


He 


Gly Ala 


225 










230 








235 










240 


Val 


He 


Glu 


Val 


Phe 


Gly His Arg Phe 


He 


He 


Leu 


Asp 


Thr 


Asp Glu 










245 








250 










255 




Tyr Val 


Leu 


Lvs 


Tyr 


Met 


Glu Ser 


Asn 


Ala 


Ala 


Gin 


Tyr 


Ser 


Pro 


Glu 








260 








265 










270 






Ala 


Leu 


Ala 
275 


Ser 


He 


Gin 


Asn His 
280 


Val 


Arg 


Lys 


Arg 


Glu 
285 


Ala 


Pro 


Ala 


Pro 


Glu 


Ala 


Glu 


Ser 


Lys 


Gin Thr 


Glu 


Lys Asp Pro Gly Val 


Gin 


Glu 




290 










295 








300 










Leu 


Glu 


Ala 


Leu 


He 


Asp 


Thr He 


Gin 


Lys 


Gin 


Leu 


Lys 


Asp 


His 


Ser 


305 










310 








315 










320 


Cys 


Lys 


Asp 


Asn 


He 


Arg 


Glu Ala 


Phe 


Gin 


He 


Tyr Asp 


Lys 


Glu 


Ala 










325 








330 










335 




Ser Gly 


Tyr 


Val 


Asp 


Arg 


Asp Met 


Phe 


Phe 


Lys 


He 


Cys 


Glu 


Ser 


Leu 








340 








345 










350 






Asn 


Val 


Pro 
355 


Val 


Asp 


Asp 


Ser Leu 
360 


Val 


Lys 


Glu 


Leu 


Leu 
365 


Arg 


Met 


Cys 


Ser 


His 


Gly 


Glu 


Gly Lys 


He Asn 


Tyr 


Tyr 


Asn 


Phe 


Val 


Arg 


Ala 


Phe 




370 










375 








380 











Ser Asn 
385 



<210> 2967 
<211> 1103 
<212> DNA 

<213> Homo sapiens 
<400> 2967 
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cctgctctgt agagccggcg 
60 

cccgcaggac cgggccgctg 
120 

cccgactacc ctttggctca 
180 

ggatgagcgg cgggcggcgg 
240 

tcaaagtctc cgtctggagt 
300 

tttttagatg tgatctactg 
360 

ggagttttgc cattacgagg 
420 

gtcctgtacc tctacttcag 
480 

tgggagctca cgaaggaagg 
540 

catcttttac actgccatcc 
600 

cagtccaaag gaccctcttg 
660 

cttggaactt ggaagacccg 
720 

tttctgcaag ggttgtgacc 
780 

ctgaatttat ccatcaccaa 
840 

gccaagtgga gctgtcattt 
900 

tcttcctcga ttctccatcg 
960 

ctgaaacagc atggctgtat 
1020 

agtttccatt gtagaatgtt 
1080 

aaaaaaaaaa aaaaaaaaaa 
1103 



gcaaccgggt agcttggcca 
agcctgcagc cgccccgcgc 
gcccgcgcgc cccaggcccg 
aaggaggagc cgcctcagcc 
aaggtgctgc ggagcggcgg 
gttccgacag atcattgctg 
gttcttggga atagcaggat 
caattaccta cagattgatg 
gtttatgacc tcttttgccn 
attatgactg atggtgtaca 
attacagcac aggaacttga 
tgtttcctgg accgcgaatc 
tgaaactttt taaaaaccac 
ccatttcttc ttggatacca 
aatttgatgc acctctggat 
ggtgtagagt ttttaaacta 
gtgcgtggtc catagcacag 
ttcacatact tgaataaatc 
aaa 



ggttgtgagg aaccgcagcg 
cgtgacctgc gaccctagac 
gcccgggcgg cgcgacggga 
gcagctggcc aacggggccc 
cctgggagga taaggatgaa 
tggtcctggg tgtcatttgg 
tctgcctgat caatgcagga 
aggaagaata tggtggcacg 
ttgttcatgg tcatttggat 
gctcccaagt gctccctatc 
tcgttgggga accccagccc 
agtgtgttgg gcatcagtgt 
ccacctttgg ggaagcattt 
tcaagtaaca gctattattt 
tcagatgaaa cattaaattg 
tcaatggcat ttcaagtctt 
tacatgcagc atctaataag 
aaatctttaa ttgagaaaaa 



<210> 2968 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 2968 

Ala Ala Gly Gly Gly Arg Arg Ser 

1 5 
Gly Pro Ser Lys Ser Pro Ser Gly 
20 

Trp Glu Asp Lys Asp Glu Phe Leu 

35 40 
He He Ala Val Val Leu Gly Val 

50 55 
Gly Phe Leu Gly He Ala Gly Phe 



Arg Leu Ser Arg Ser Trp Pro Thr 

10 15 
Val Arg Cys Cys Gly Ala Ala Ala 
25 30 
Asp Val He Tyr Trp Phe Arg Gin 
45 

lie Trp Gly Val Leu Pro Leu Arg 
60 

Cys Leu lie Asn Ala Gly Val Leu 
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65 70 75 

Tyr Leu Tyr Phe Ser Asn Tyr Leu Gin lie Asp 

85 90 
Gly Thr Trp Glu Leu Thr Lys Glu Gly Phe Met 

100 105 
Val His Gly His Leu Asp His Leu Leu His Cys 
115 120 

<210> 2969 
<211> 667 
<212> DNA 

<213> Homo sapiens 



<400> 2969 

atcagcgcct taggggacca 
60 ^ 
ctcactcggc tcctccagga 
120 

gggagccctt caaaccgaga 
180 

gcccgcaaca tcaagaacaa 
240 

cactgcgggc tgagattgct 
300 

cgagtgatag gagaggatgg 
360 

ctacagaagg agaatggggc 
420 

gccatcaaca accgcgtcac 
480 

gccggcgatg gcaatgaggc 
540 

gagctacgga ctaagcttct 
600 

tcacgggcct cggctaggag 
660 

gggggca 
667 



gagcaagaag gtggtgcacg 
ttcgctgggg ggcaacagcc 
tttcatggag accctcaaca 
ggtggtagtg aaccaagaca 
cggctgcaga tggagctgat 
cgctgagggc tatagtgatc 
cctgcggctg cgggtgaaag 
ccagctcatg agccaggagg 
cattggtgcg ctgatccaga 
agagagtgaa gccatgaacg 
cccctactcc ctgggtgctt 



80 

Glu Glu Glu Tyr Gly 
95 

Thr Ser Phe Ala Xaa 
110 

His Pro Leu 
125 



ttccctacag ggactccaag 
agaccatcat gatcgcctgg 
cactcaaata tgccaatcgg 
agaccgccag caaatcaatg 
ggagtnataa ggcgggcaag 
tgttccgaga gaatgccatg 
ccatgcagga ggccatcgat 
ccaacctgct gctagccaag 
actacatccg ggagatcgag 
agtccctgcg ccgcagcctc 
ctccagccgc cccggccttc 



Val His Val Pro Tyr 
15 

Ser Leu Gly Gly Asn 
30 

Ser Asn Arg Asp Phe 
45 

Arg Ala Arg Asn lie 
60 

Ala Ser Lys Ser Met 



<210> 2970 
<211> 92 
<212> PRT 

<213> Homo sapiens 

<400> 2970 

lie Ser Ala Leu Gly 

1 5 
Arg Asp Ser Lys Leu 
20 

Ser Gin Thr He Met 
35 

Met Glu Thr Leu Asn 
50 

Lys Asn Lys Val Val 



Asp Gin Ser Lys Lys Val 
10 

Thr Arg Leu Leu Gin Asp 
25 

He Ala Trp Gly Ser Pro 
40 

Thr Leu Lys Tyr Ala Asn 
55 

Val Asn Gin Asp Lys Thr 



2203 



WO 00/58473 



PCT/USOO/08621 



65 70 75 80 

His Cys Gly Leu Arg Leu Leu Gly Cys Arg Trp Ser 
85 90 

<210> 2971 

<211> 6015 

<212> DNA 

<213> Homo sapiens 

<400> 2971 

ncccatttcc agctccggag cgggcggctg cgccccgctc gtcgaggagc tgcgctcacc 
60 

tcaggggcgg gcccccgcct gcgttcgcgg cgccagcaga agactgattt ttggaaatat 
120 

gtatttggga gacagtcacg tcctattgaa taccttgtgc tggtgctgcc atcgaaaaat 
180 

ctggttacac tctggggagg actgctacca ctgcagaact gaaccacttc ggccgtgaga 
240 

tgagtgtccg gcctgagcag gcacaccatg aatagataca caacaatcag gcagcfccggg 
300 

gatggaacct acggttccgt cctgctggga agaagcattg agtctgggga gctgatcgct 
360 

attaaaaaaa tgaaaagaaa at tt tat tec tgggaggaat gcatgaacct tcgggaggtt 
420 

aagtctttaa agaagctcaa ccatgccaat gtagtcaaat taaaagaagt tatcagggaa 
480 

aatgatcatc tttattttat cttcgagtac atgaaggaaa atctttacca gctcattaaa 
540 

gagagaaata agttgtttcc tgagtctgct ataaggaata tcatgtatca gatattacaa 
600 

ggactcgcat ttattcacaa acacggcttc tttcatcgag acttaaagcc tgagaacctc 
660 

ctctgcatgg gaccagaact tgtgaaaatt gcagactttg gtttggcccg agaaatacga 
720 

tcaaaacctc catatacaga ttatgtatct accagatggt acagggctcc agaagtactc 
780 

ctgaggtcta ccaactacag ctcccccatt gacgtctggg cggtgggctg catcatggca 
840 

gaagtttaca ccctcaggcc actcttccct ggagccagtg aaattgacac aatattcaaa 
900 

atttgccaag tgctggggac accaaaaaag actgactggc ctgaaggcta tcaactttca 
960 

agtgcaatga acttccgttg gccacagtgt gtacccaata acttaaagac cttgattccc 
1020 

aatgctagca gtgaagcagt ccagctcctg agagacatgc ttcagtggga tcccaagaaa 
1080 

cgaccaacag ctagtcaggc acttcgatat ccttacttcc aagttggaca cccactaggc 
1140 

agcaccacac aaaaccttca ggattcagaa aaaccacaga aaggcatcct ggaaaaggca 
1200 

ggcccacctc cttatattaa gccagtccca cctgcccagc caccagccaa gccacacaca 
1260 

cgaatttctt cacgacagca tcaagccagc cagccccctc tgcatctcac gtacccctac 
1320 
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aaagcagagg 
1380 

ttgcttttcc 
1440 

cacaaaaatg 
1500 

acaaaggatt 
1560 

aggattgacc 
1620 

gttttggacc 
1680 

tcatatcagc 
1740 

cactctcgat 
1800 

gaatttattc 
1860 

atgtcagtaa 
1920 

actggaaact 
1980 

cacctagcac 
2040 

catcctgggc 
2100 

cctccagccg 
2160 

cgatgactgt 
2220 

agctgactgg 
2280 

tagttattct 
2340 

ttgatttgaa 
2400 

ttattttctt 
2460 

caactttgta 
2520 

tttctacaga 
2580 

taaggctatg 
2640 

atttcaagtg 
2700 

cctctgcttt 
2760 

aggactatta 
2820 

taagtaaata 
2880 

tgaaaccaag 
2940 



tctccaggac 
catccctcca 
gtgagataaa 
cagatgattg 
tgaaaaacaa 
tgaagccctc 
ggcgagacac 
acttgcctgg 
cacctaatcc 
tcagcaaagt 
atgtcccttc 
ctattccaga 
gaccattctt 
cccagccagt 
ctgccttggt 
tgttctacct 
tctgaactaa 
tgcagtaggc 
aaacaacagc 
atgaactttt 
ttttgaaaaa 
tgatagaggg 
tggctcacta 
tcttagtagg 
tattatataa 
cattttaaaa 
cttaattata 



agatcaccca 
caacaagcat 
gccaaagagt 
ggctgacttg 
gaaaagacag 
tgagcctgtg 
gcccaccctg 
gatcagtata 
atggtctagt 
aaattcagtt 
ctttctgaaa 
cccttcccct 
ccacacccag 
gcatggccgg 
gatgaatctc 
gcaagatgtg 
gacatgtcaa 
ttttttgtat 
attttgtata 
taaaaattaa 
tgtaataata 
ttatttactc 
ggtacttcag 
tcattggttt 
ttcactttgt 
aatttttctg 
ctatgccatt 



agccatctcc 
ccacagtcga 
aggagaaggt 
gatgacttgg 
agtgatgaca 
ggcacaggaa 
agatctgcag 
agaaatggca 
tctggcttgt 
ggttccagct 
aaagaaatcg 
ggttattcct 
cctagaagca 
acagactggg 
ttcctaggga 
cagagggcat 
tattcttttt 
aaaattattt 
tatggattat 
ttgattttcc 
ttaatgcagt 
agtgtgtgca 
gccttcttgg 
gatttttgga 
tttacttttg 
acacccttta 
atattctaat 



aggaggacaa 
aaatcacagc 
ggggtcttat 
atttcagtcc 
ctctctgcag 
acagtgcccc 
ccaagcagca 
tactctcgaa 
ctggaaaatc 
ctacaagttc 
gttctgctat 
ccctgaaggc 
ctcctgggtt 
cttccaagta 
gaagcaggat 
aaaagcaaat 
taaagttttt 
tattctaaaa 
gttttagcat 
tttggggttc 
attgcaacag 
gatatttatg 
actgttgtta 
taccactctg 
ttccccagat 
atgtggttgc 
ttattccatt 



gccaagcccg 
tggcctggag 
ttccaggtca 
atccctcagc 
gtttgagagt 
cacccagacg 
ctatttgaag 
tccaggcaag 
ttcagggaca 
uag tggactg 
gcagagggta 
catgagacct 
gataccacgg 
cgcatctcgg 
actttccctc 
caacacttta 
ttttaaaata 
ctgggtccca 
tttatacagt 
cagataatat 
gggtgcaatt 
aagtggtgaa 
gaaaagtgat 
ctgttctaaa 
gaaagaactc 
agatctcaga 
tttgaaatca 



2205 



WO 00/58473 



PCT/US00/08621 



agttgtatgt gtaccaataa aagagatttc 
3000 

acacagtcaa tcaaacttac attcctgcca 
3060 

gcagcagaag gtttttgatt atagtaactg 
3120 

cagatctggc taggagcagt caatgactaa 
3180 

tttggggagc agaaagagtt atggcagagg 
3240 

gccacatttg atctcctaac cctggtgtag 
3300 

gggcagaggc tgttccattg agaggaatgt 
3360 

tttggagaca gaaaaagaca aaaggtccag 
3420 

tcacttatgg ttgccttaaa ggcaagaggg 
3480 

tcaacagtgt attgattcat attctcctag 
3540 

taatgacaaa ttgaaccata tgtaagtaat 
3600 

agtctcactc tgtcacccag gctggagtgc 
3660 

tgcctcccag gttcaagcct cctgagtaac 
3720 

gctaattttt tgtattttta gtagagacgg 
3780 

atctcctgac ctcgtgatcc accctcctcc 
3840 

agccactgca cccagccaag tgatcatttt 
3900 

tagacacttt catatggttc aacctaatga 
3960 

aatatgttgc attctgaaca aataaccatg 
4020 

gagtaattta tgctttggag aatttggctc 
4060 

ctaggggcat gagaaaagca cataatggat 
4140 

acaagctggc agcaaagctt cagaaaatat 
4200 

tttctgtatt atattctcaa ctcgttatct 
4260 

agtcctttac tataaggtta atatttattt 
4320 

ttaatgtgaa acctggccca gcttgctgga 
4380 

gaggagcaaa tggattgttt aataccatag 
4440 

acatttttta actgaaaaac ctagttacct 
4500 

aatactttat agggcccaac ttcagaaaat 
4560 



tgcttcaaaa ggctctcaac atgaaggtta 
agatgcatgg ccaaaaaact aagtatcaaa 
agatggaatt ttgtgcctag ctcagttctc 
tgttctgtcc tagccaaatt ctcaggacaa 
ttccactcat ctacaaagtc acagtcacat 
tttctttcaa gagtgagaac tttatttgtt 
ttacagcagt ttcaaaaatg acaaagtcag 
tctcatccat ctctatatgg tacatttgcc 
aaggtcacca tcagtgaacg caatgcaatc 
ggctcaaact actctctatt ggttccagga 
cttttatttt ttattttttt tttgagacag 
agtggcgcga tcttagctct ctgcaacctc 
tgggactaca ggcgcccgcc accacgccca 
ggtttcactg tgttagccag gacggcctcg 
acctcccaaa gtactgggat tacaggcatg 
tataggttaa aatgataggt gaaatgaata 
cttggtaaat tattgccttg gtgtattaat 
gcttccaaag ggccctaacc taaaatcgga 
aaatatatac ttgaccaagc accatgatcc 
gtggatgtga taggtggtct tttcctgtta 
atatgcaagc acaacttgaa gctgaattca 
aaagcatcag aacatgtgtt ttcagagatg 
tcattttctg tattatatat gaaaagtaaa 
aagcaggttt taaattgtaa atattcctta 
tctcagtaat ctagcttata taaggtcatt 
gattattgca cattataaaa ttgtttttct 
acttcgcttt tttcttttta tgctttcgtt 
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tgtttaccag caagcaactt ccctggggaa 
4620 

tagctgatgt gcagttgaga aaactagagg 
4680 

ctgtgaatta ctcttcctcc ccttctctga 
4740 

cctatgcact atagaaggga atagtaacca 
4800 

tgagaacctg cagccatttc ttgttacatg 
4860 

tttgttacta tacaattatg aaatgtaatg 
4920 

actgtaccta tcaggactat acctcattta 
4980 

atgatacagg gttggttctc atttcgtgcc 

5040 

gcgttgtagg ggtattgatg tgccccaggt 
5100 

gcataaaaac tactcttgac atgattgttc 
5160 

gccctcaccc agcccatgtg tgataggatt 
5220 

ttttttaaat gtatctcttg cctaaaggac 
5280 

atcttctgga gttatcaaaa attgtataca 
5340 

tgagtgcaaa tacaggtact gttggagttg 
5400 

tttccctacc atcaagccat tgttttgtgc 
5460 

ctgtacattt cagttcagtg tatgaccaaa 
5520 

tactaattat tttatatcat ttaaaccata 
5580 

gtagaattat ttttacgatt tccaaacaaa 
5640 

ggaccttctc atggaagcca ttaggaaaac 
5700 

attatcaatt tctcatagac actgtgctaa 
5760 

tctgatctca gataactcag tacagatagc 
5820 

taaccgacaa tatatttatt tataaagcac 
5880 

accacttaag caagaccctt ctgaaataaa 
5940 

ggtgtttaaa acatgtcaac cttatgtaag 
6000 

gtttaagaaa aattg 
6015 



gccaaacaca tattcataaa aaaaatcaag 
actgaaaaaa caaattttaa ctagcaaatg 
aatgggtaaa ggacaaattg tgtaaaaaaa 
tttcttttgt ctctctgttt ctgttctgac 
aaaacaaaat gctacttgtt acctctattt 
taagacacca acagaaatga tatacctgta 
cagtcagaaa gcttactggg atgtcaggaa 
gaaatgagac agaaattcag tgacgaaggt 
agtgccagca gagtagggaa aactgcattt 
attttacaaa aaaattccat taattaccaa 
tatgtaggaa gaaacttgat tttcaaataa 
tatatacatc taataaagta acactgtgtc 
atcaagacaa cacaagaatt attttatttt 
atgggcacca tgctttctca tgaagtagca 
cattcaggag aggaaaaaaa ggaatttatg 
agcaatatgt ttataagaag atgtttgaca 
ctgtagcaac ataatatatg gagctaattt 
tgtactgtac tgttatataa tttattgtga 
aaactagagg taaatatcac attaatctgt 
tgtgaatttt aaatgacctg catcaagtct 
aattagtcag ctgatttgat tacaatggag 
atattcataa taacgagaag aattcagaaa 
aaatgttgct ttttaaatag tttgtcctaa 
gaaaaatttc ctggtccaaa taaagttgaa 



<210> 2972 
<211> 632 
<212> PRT 
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<213> Homo sapiens 
<400> 2972 

Met Asn Arg Tyr Thr Thr He Arg Gin Leu Gly Asp Gly Thr Tyr Gly 

1 ' 5 10 15 

Ser Val Leu Leu Gly Arg Ser He Glu Ser Gly Glu Leu He Ala He 

20 25 30 

Lys Lys Met Lys Arg Lys Phe Tyr Ser Trp Glu Glu Cys Met Asn Leu 

35 40 45 

Arg Glu Val Lys Ser Leu Lys Lys Leu Asn His Ala Asn Val Val Lys 

50 55 60 

Leu Lys Glu Val He Arg Glu Asn Asp His Leu Tyr Phe He Phe Glu 
65 70 75 80 

Tyr Met Lys Glu Asn Leu Tyr Gin Leu lie Lys Glu Arg Asn Lys Leu 

85 90 95 

Phe Pro Glu Ser Ala He Arg Asn He Met Tyr Gin He Leu Gin Gly 

100 105 HO 

Leu Ala Phe He His Lys His Gly Phe Phe His Arg Asp Leu Lys Pro 

115 120 125 

Glu Asn Leu Leu Cys Met Gly Pro Glu Leu Val Lys He Ala Asp Phe 

130 135 140 

Gly Leu Ala Arg Glu He Arg Ser Lys Pro Pro Tyr Thr Asp Tyr Val 
145 150 155 160 

Ser Thr Arg Trp Tyr Arg Ala Pro Glu Val Leu Leu Arg Ser Thr Asn 

165 170 17 5 

Tyr Ser Ser Pro He Asp Val Trp Ala Val Gly Cys He Met Ala Glu 

180 185 190 

Val Tyr Thr Leu Arg Pro Leu Phe Pro Gly Ala Ser Glu He Asp Thr 

195 200 205 

He Phe Lys He Cys Gin Val Leu Gly Thr Pro Lys Lys Thr Asp Trp 

210 215 220 

Pro Glu Gly Tyr Gin Leu Ser Ser Ala Met Asn Phe Arg Trp Pro Gin 
225 ' 230 235 240 

Cys Val Pro Asn Asn Leu Lys Thr Leu He Pro Asn Ala Ser Ser Glu 

245 250 255 

Ala Val Gin Leu Leu Arg Asp Met Leu Gin Trp Asp Pro Lys Lys Arg 

260 265 270 

Pro Thr Ala Ser Gin Ala Leu Arg Tyr Pro Tyr Phe Gin Val Gly His 

275 280 285 

Pro Leu Gly Ser Thr Thr Gin Asn Leu Gin Asp Ser Glu Lys Pro Gin 

290 295 300 

Lys Gly lie Leu Glu Lys Ala Gly Pro Pro Pro Tyr He Lys Pro Val 
305 310 315 320 

Pro Pro Ala Gin Pro Pro Ala Lys Pro His Thr Arg He Ser Ser Arg 

325 330 335 

Gin His Gin Ala Ser Gin Pro Pro Leu His Leu Thr Tyr Pro Tyr Lys 

340 345 350 

Ala Glu Val Ser Arg Thr Asp His Pro Ser His Leu Gin Glu Asp Lys 

355 360 365 

Pro Ser Pro Leu Leu Phe Pro Ser Leu His Asn Lys His Pro Gin Ser 

370 375 380 

Lys He Thr Ala Gly Leu Glu His Lys Asn Gly Glu He Lys Pro Lys 
385 390 395 400 

Ser Arg Arg Arg Trp Gly Leu lie Ser Arg Ser Thr Lys Asp Ser Asp 
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Asp Trp Ala Asp 
420 

lie Asp Leu Lys 
435 

Phe Glu Ser Val 
450 

Asn Ser Ala Pro 
465 

Leu Arg Ser Ala 

Pro Gly lie Ser 
500 

Phe lie Pro Pro 
515 

Ser Gly Thr Met 
530 

Ser Thr Ser Ser 
545 

Lys Lys Glu lie 

Pro Asp Pro Ser 
580 

Pro Gly Arg Pro 
595 

lie Pro Arg Pro 
610 

Ala Ser Lys Tyr 
625 



405 

Leu Asp Asp Leu 

Asn Lys Lys Arg 
440 

Leu Asp Leu Lys 
455 

Thr Gin Thr Ser 
470 

Ala Lys Gin His 
485 

lie Arg Asn Gly 

Asn Pro Trp Ser 
520 

S(|g^Val lie Ser 
53 5 

Ser Gly Leu Thr 
550 

Gly Ser Ala Met 
565 

Pro Gly Tyr Ser 

Phe Phe His Thr 
600 

Pro Ala Ala Gin 
615 

Ala Ser Arg Arg 
630 



410 

Asp Phe Ser Pro 
425 

Gin Ser Asp Asp 

Pro Ser Glu Pro 
460 

Tyr Gin Arg Arg 
475 

Tyr Leu Lys His 
490 

lie Leu Ser Asn 
505 

Ser Ser Gly Leu 

Lys Val Asn Ser 
540 

Gly Asn Tyr Val 
555 

Gin Arg Val His 
570 

Ser Leu Lys Ala 
585 

Gin Pro Arg Ser 

Pro Val His Gly 
620 



415 

Ser Leu Ser Arg 
430 

Thr Leu Cys Arg 
445 

Val Gly Thr Gly 

Asp Thr Pro Thr 
480 

Ser Arg Tyr Leu 
495 

Pro Gly Lys Glu 
510 

Ser Gly Lys Ser 
525 

Val Gly Ser Ser 

Pro Ser Phe Leu 

560 

Leu Ala Pro lie 
575 

Met Arg Pro His 
590 

Thr Pro Gly Leu 
605 

Arg Thr Asp Trp 



<210> 2973 

<211> 858 

<212> DNA 

<213> Homo sapiens 



<400> 2973 

ggctactttt ggttcatggg aagaaccgac 
60 

gggcctgttg aagtggaaag tgccctggca 
120 

gtcagcagcc cagaccccat caggggagag 
180 

gcctactcct ctcatgaccc agaggcacta 
240 

gtgactgctc catacaaaac ccccaggaag 
300 

gtttctggaa agatccaaag gagtaaattg 
360 

ccccaggaag gccctgtaga cctccgaaga 
420 

gtccccatgg ggagcatcat ctcttcgacc 
480 

acggcatccc caggatcact gggcaatgct 
540 



gatgtgatca attcttcaag ctaccggatc 
gagcatcctg ctgtcctgga gtcggctgtg 
gtggtaaagg catttatagt ccttactcca 
acgcgggaac tccaggagca tgtgaaaagg 
gtggcctttg tttcagaact gccaaagacg 
cgaagtcagg agtgggggaa atgaggtgca 
ctccacaaga aactaatgga tcactggtca 
ctaaagatgt caaaggtgtg cagcttccaa 
ggaaagagca aaagaatatc attggccctg 
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atcacataga tgctgcgccg cctagcaaat gcttggtggt tcgacttctc cctctgtctg 
600 

ggggcaggct cagcatctgc ccactggtct cactaagagc tttcagattt ccctccatag 
660 

gacaggttac catagacttg gggcacttgt gggtactcat tttctgccag tgggaatgta 
720 

aaggcttcat cctttgtatg taaccatttg gcaaaagtat gcaggaacat aaaataaaat 
780 

atcctttagc tcaaaaattc tatcttcggg agtcaccaca aaagaaaaaa atcaaaatgc 
840 

agaaaatgtg gagtgcac 
858 

<210> 2974 
<211> 117 
<212> PRT 

<213> Homo sapiens 



<400> 2974 




























Gly Tyr 


Phe 


Trp 


Phe 


Met 


Gly 


Arg 


Thr 


Asp 


Asp Val 


He 


Asn 


Ser 


Ser 


1 






5 










10 










15 




Ser Tyr 


Arg 


He 
20 


Gly 


Pro 


Val 


Glu 


Val 
25 


Glu 


Ser 


Ala 


Leu 


Ala 
30 


Glu 


His 


Pro Ala 


Val 
35 


Leu 


Glu 


Ser 


Ala 


Val 
40 


Val 


Ser 


Ser 


Pro 


Asp 
45 


Pro 


He 


Arg 


Gly Glu 


Val 


Val 


Lys 


Ala 


Phe 


He 


Val 


Leu 


Thr 


Pro 


Ala 


Tyr 


Ser 


Ser 


50 










55 










60 










His Asp 


Pro 


Glu 


Ala 


Leu 


Thr 


Arg 


Glu 


Leu 


Gin 


Glu 


His 


Val 


Lys 


Arg 


65 








70 










75 










80 


Val Thr 


Ala 


Pro 


Tyr 
85 


Lys 


Thr 


Pro 


Arg 


Lys 
90 


Val 


Ala 


Phe 


Val 


Ser 
95 


Glu 


Leu Pro 


Lys 


Thr 
100 


Val 


Ser 


Gly 


Lys 


He 
105 


Gin 


Arg 


Ser 


Lys 


Leu 
110 


Arg 


Ser 



Gin Glu Trp Gly Lys 
115 



<210> 2975 
<211> 1425 
<212> DNA 

<213> Homo sapiens 
<400> 2975 

ccctcaacta ccgggaccca ggagttgaag ccggggttgg agggctctct gggggtgggg 
60 

gacacaatgt atacggtcaa tggcgtccac ccactgaccc tgcgctggga agagacccgc 
120 

acaccagaat cccagccaga tactccgcct ggcacccctc tggtgtccca agatgagaag 
180 

agagatgctg agctgccgaa gaagcgtatg gggaagtcaa accccggctg ggagaacttg 
240 

gagaagttgc tagtgttcac cgcagctggg gtgaaaccgg ggnncaaggt ggctggcttt 
300 

gatctggacg ggacgctcat caccacacgc tctgggaagg tctttcccac tggccccagt 
360 



2210 



WO 00/58473 



PCT/US00/08621 



gactggagga tcttgtaccc agagattccc cgtaagctcc gagagctgga agccgagggc 
420 

tacaagctgg tgatcttcac caaccagatg agcatcgggc gcgggaagct gccagccgag 
480 

gagttcaagg ccaaggtgga ggctgtggtg gagaagctgg gggtcccctt ccaggtgctg 
540 

gtggccacgc acgcaggctt gtaccggaag ccggtgacgg gcatgtggga ccatctgcag 
600 

gagcaggcca acgacggcac gcccatatcc atcggggaca gcatctttgt gggagacgca 
660 

gccggacgcc cggccaactg ggccccgggg cggaagaaga aagacttctc ctgcgccgat 
720 

cgcctgtttg ccctcaacct tggcctgccc ttcgccacgc ctgaggagtt ctttctcaag 
780 

tggccagcag ccggcttcga gctcccagcc tttgatccga ggactgtctc ccgctcaggg 
840 

cctctctgcc tccccgagtc cagggccctc ctgagcgcca gcccggaggt ggttgtcgca 
900 

gtgggattcc ctggggccgg gaagtccacc tttctcaaga agcacctcgt gtcggccgga 
960 

tatgtccacg tgacagggac acgctaggct cctggcagcg ctgtgtgacc acgtgtgaga 
1020 

cagccctgaa gcaagggaaa cgggtcgcca tcgacaacac aaacccagac gccgcgagcc 
1080 

gcgccaggta cgtccagtgt gcccgagccg cgggcgtccc ctgccgctgc ttcctcttca 
1140 

ccgccactct ggagcaggcg cgccacaaca accggtttcg agagatgacg gactcctctc 
1200 

atatccccgt gtcagacatg gtcatgtatg gctacaggaa gcagttcgag gccccaacgc 
1260 

tggctgaagg cttctctgcc atcctggaga tcccgttccg gctatgggtg gagccgaggc 
1320 

tggggcggct gtactgccag ttctccgagg gctgagcccg cccagctccc ctccacaata 
1380 

aacgctgttt ctccttgaaa aaaaaaaaaa f aaaaaaaaaa aaaaa 
1425 



<210> 2976 
<211> 328 
<212> PRT 

<213> Homo sapiens 

<400> 2976 

Pro Ser Thr Thr Gly 

1 5 
Leu Gly Val Gly Asp 
20 

Thr Leu Arg Trp Glu 
35 

Pro Pro Gly Thr Pro 
50 

Leu Pro Lys Lys Arg 
65 

Glu Lys Leu Leu Val 



Thr Gin Glu Leu Lys Pro 
10 

Thr Met Tyr Thr Val Asn 
25 

Glu Thr Arg Thr Pro Glu 
40 

Leu Val Ser Gin Asp Glu 
55 

Met Gly Lys Ser Asn Pro 
70 75 
Phe Thr Ala Ala Gly Val 



Gly Leu Glu Gly Ser 
15 

Gly Val His Pro Leu 
30 

Ser Gin Pro Asp Thr 
45 

Lys Arg Asp Ala Glu 
60 

Gly Trp Glu Asn Leu 
80 

Lys Pro Gly Xaa Lys 
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85 90 95 

Val Ala Gly Phe Asp Leu Asp Gly Thr Leu He Thr Thr Arg Ser Gly 

100 105 HO 

Lys Val Phe Pro Thr Gly Pro Ser Asp Trp Arg He Leu Tyr Pro Glu 

115 120 125 

He Pro Arg Lys Leu Arg Glu Leu Glu Ala Glu Gly Tyr Lys Leu Val 

130 135 140 

He Phe Thr Asn Gin Met Ser He Gly Arg Gly Lys Leu Pro Ala Glu 
145 150 155 160 

Glu Phe Lys Ala Lys Val Glu Ala Val Val Glu Lys Leu Gly Val Pro 

165 170 175 

Phe Gin Val Leu Val Ala Thr His Ala Gly Leu Tyr Arg Lys Pro Val 

180 185 190 

Thr Gly Met Trp Asp His Leu Gin Glu Gin Ala Asn Asp Gly Thr Pro 

195 200 205 

He Ser He Gly Asp Ser Tie Phe Val Gly Asp Ala Ala Gly Arg Pro 

210 215 220 

Ala Asn Trp Ala Pro Gly Arg Lys Lys Lys Asp Phe Ser Cys Ala Asp 
225 230 235 240 

Arg Leu Phe Ala Leu Asn Leu Gly Leu Pro Phe Ala Thr Pro Glu Glu 

245 250 255 

Phe Phe Leu Lys Trp Pro Ala Ala Gly Phe Glu Leu Pro Ala Phe Asp 

260 265 270 

Pro Arg Thr Val Ser Arg Ser Gly Pro Leu Cys Leu Pro Glu Ser Arg 

275 280 285 

Ala Leu Leu Ser Ala Ser Pro Glu Val Val Val Ala Val Gly Phe Pro 

290 295 300 

Gly Ala Gly Lys Ser Thr Phe Leu Lys Lys His Leu Val Ser Ala Gly 
305 310 315 320 

Tyr Val His Val Thr Gly Thr Arg 
325 

<210> 2977 
<211> 1420 
<212> DNA 

<213> Homo sapiens 
<400> 2977 

nngtcgaata tccatgcaga gtaccgcatg gtagtagggg gtgcccaggc aggggacgca 
60 

ggcacctacc actgcactgc cgctgagtgg attcaggatc ctgatggcag ctgggcccag 
120 

attgcagaga aaagggccgt cctggcccac gtggatgtgc agacgctgtc cagccagctg 
180 

gcagtgacag tggggcctgg tgaacgtcgg atcggcccag gggagccctt ggaactgctg 
240 

tgcaatgtgt caggggcact tcccccagca ggccgtcatg ctgcatactc tgtaggttgg 
300 

gagatggcac ctgcgggggc acctgggccc ggccgcctgg tagcccagct ggacacagag 
360 

ggtgtgggca gcctgnnggc cctggctatg agggccgacn acattgccat ggagaaggtg 
420 

gcatccagaa cataccggct acggctagag gctgccaggc ctggtgatgc gggcacctac 
480 
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cgctgcctcg ccaaagccta tgttcgaggg 
540 

gcccgttccc ggcctctccc tgtacatgtg 
600 

gcatggctag caggaggcac agtgtaccgc 
660 

tctgtgcggg gtggcccccc aggactgcgg 
720 

gaggacggag agctcagctc tgtccctgcc 
780 

gtggcagagc tgggagtccg gcctggagga 
840 

cgaagccatc ggctgagact acacagcttg 
900 

gcccccagcg cctgggtgca gcatgccgac 
960 

tcagggcctg ttacagtcta cccctacatg 
1020 

ctggtgggta caggggtggc cctagtcact 
1080 

tgcttcatga agaggcttcg aaaacggtga 
1140 

cttttcaggt cttgcaggtg tcgactgtct 
1200 

gcctggacac cctctccctc tgtccactct 
1260 

agaatgggag acgtgcctcc ccttccccac 
1320 

ttctgttctt gatctcttag ggatcctata 
1380 

tttctaaaat gtgaataaac ttgttttata 
1420 



tctgggaccc ggcttcgtga agcagccagt 
cgggaggaag gtgtggtgct ggaggctgtg 
ggggagactg cctccctgct gtgcaacatc 
ctggccgcca gctggtgggt ggagcgacca 
cagctggtgg gtggcgtagg ccaggatggt 
ggccctgtca gcgtagagct ggtggggccc 
gggcccgagg atgaaggcgt gtaccactgt 
tacagctggt accaggcggg cagtgcccgc 
catgccctgg acaccctatt tgtgcctctg 
ggtgccactg tccttggtac catcacttgc 
tcccttactc cccagcccac accgggcacc 
tccggcccag ctccaagccc tcctctggtt 
tcctttaatt tatttgacct cccactaccc 
tccttccctc ccaagcccct ccctctggcc 
gggaggccat ttcctgtcct ggaattagtt 
aaaagcaaaa 



<210> 2978 

<211> 369 

<212> PRT 

<213> Homo sapiens 



<400> 2978 
Xaa Ser Asn lie 
1 

Ala Gly Asp Ala 
20 

Asp Pro Asp Gly 
35 

Ala His val Asp 
50 

Gly Pro Gly Glu 
65 

Cys Asn Val Ser 



His Ala 
5 

Gly Thr 

Ser Trp 

Val Gin 

Arg Arg 
70 

Gly Ala 
85 

Glu Met 



Ser Val Gly Trp 
100 

Leu Val Ala Gin Leu Asp 



Glu Tyr Arg 

Tyr His Cys 
25 

Ala Gin He 
40 

Thr Leu Ser 
55 

He Gly Pro 

Leu Pro Pro 

Ala Pro Ala 
105 

Thr Glu Gly 



Met Val Val 
10 

Thr Ala Ala 

Ala Glu Lys 

Ser Gin Leu 
60 

Gly Glu Pro 
75 

Ala Gly Arg 
90 

Gly Ala Pro 
Val Gly Ser 



Gly Gly 

Glu Trp 

30 
Arg Ala 
45 

Ala Val 

Leu Glu 

His Ala 

Gly Pro 
110 
Leu Xaa 



Ala Gin 
15 

He Gin 

Val Leu 

Thr Val 

Leu Leu 

80 
Ala Tyr 
95 

Gly Arg 
Ala Leu 
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115 










120 










125 








Ala 


Met 




Ala 


Asp 


Xaa 


lie 


Ala 


Met 


Glu 


Lvs 


Val 


Ala 


Ser 


Arg 


Thr 




130 










135 










140 










i y t 


Arcr 


Leu 




Leu 


Glu 


Ala 


Ala 


Arcj 


Pro 


Glv 


Asp 


Ala 


Gly 


Thr 


Tyr 


145 










150 










155 










160 




\_y& 


Leu 


Ala 


Lys 


Ala 


Tvr 


Val 


Ara 


Glv 


Ser 


Glv 


Thr 


Arcr 


Leu 


Arq 










165 










170 










175 




Glu 


Ala 
c\x ex 


Al a 


Ser 


Ala 


Arg 


Ser 


Arg 


Pro 


Leu 


Pro 


Val 


His 


Val 


Arcr 


Glu 








180 










185 










190 






Glu 


<j±y 


Val 


Val 


Leu 


Glu 


Ala 


Val 


Ala 


TrD 


Leu 


Ala 


Glv 


GlV 


Thr 


Val 






195 










200 










205 








Tvr 
x y l 


A TO 


Gl v 


Glu 


Thr 


Ala 


Ser 


Leu 


Leu 


Cys 


Asn 


lie 


Ser 


Val 


Arg 


Gly 




210 










215 










220 










Gly 


Pro 


Pro 


Gly Leu Arg 


Leu 


Ala 


Ala 


Ser 


Tro 


Tro 


Val 


Glu 


Arg 


Pro 


22 5 










230 










235 










240 






u i. y 


Glu 


Leu 


Ser 


Car 


Val 


Pro 


Ala 


Gin 


Leu 


Val 


Glv 


Glv 

\j j.y 


Val 










245 










250 










255 






yin 


Asp 


Gly 


Val 


Ala 


UJ. u. 


T .on 


f?l V 

ui y 


Val 




Prn 


Glv 


Glv 


Glv 


Pro 








260 










265 










270 






v cl J. 


Ser 


"l 

Vdl 


Glu 


Leu 


Val 


o j. y 


r I U 


A TTT 

/\rg 


OCI 


Hi «5 




Leu 


Arg 


Leu 


His 






?7^ 










280 










285 








ber 


Leu 


uxy 


Pro Glu Asp 




VjX y 


Val 


Tyr 


Ui c 

nib 


uys 


AT a 


Pro 

IT X. W 


oci 


Ala 




290 










295 










300 










Trp 


Val 


Gin 


His 


Ala 


Asp 


Tyr 


Ser 


Trp 


Tyr 


Gin 


Ala 


Gly 


Ser 


Ala 


Arg 


305 










310 










315 










320 


Ser 


Gly 


Pro 


Val 


Thr 


Val 


Tyr 


Pro 


Tyr 


Met 


His 


Ala 


Leu 


Asp 


Thr 


Leu 










325 










330 










335 




Phe 


Val 


Pro 


Leu 


Leu 


Val 


Gly 


Thr 


Gly 


Val 


Ala 


Leu 


Val 


Thr 


Gly 


Ala 








340 










345 










350 






Thr 


Val 


Leu 


Gly Thr 


lie 


Thr 


Cys 


Cys 


Phe 


Met 


Lys 


Arg 


Leu 


Arg 


Lys 






355 










360 










365 









Arg 



<210> 2979 

<211> 2191 

<212> DNA 

<213> Homo sapiens 

<400> 2979 

tttttttttt tttttttttt tttttttttt tttttttttt ccttgtcagg gtttatttca 
60 

tcagctaaca ttcattctcg acctagacaa aaacaattag atgattatga cttgcttttc 
120 

catcatcaac tcattttttt gtatgaataa ccaaaaaatt tcttcaacac ttttttttaa 
180 

gaagaagcta taaataaata aagctttaaa caatcctggg ttcaagttaa acagttccag 
240 

ttcccgaaaa gttcacagcc ttgttttgtg ggcagttctg ctgttcctgg cttccccttc 
300 

caggagggga cgtttgcagg tctgggggtc ctggtgacta agctgttagc tccactccct 
360 

gcctgtttcc gtcctcacag ccctgggagg gccccggtgg acagagtcct tacaatttag 
420 
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gagatgctgc tggcaaagga actgttgacc 
480 

ggctggacac ttgggggctg agggcactgc 
540 

cggcgctggc ccgagaggag actgctttcc 
600 

gtgcttccgt gtgagttggg atgcggggca 
660 

acaacctgcg ctcaggcccg cgcacccagg 
720 

gccaggcctc tggctgggtg tccacctcct 
780 

gtgcaagacc tcacaatccc ctgaacgtgt 
840 

catgttgagt gtccgagcag attcccattg 
900 

actaaatccc cttggcactc acttccttag 
560 

gcgcggcgct ggcacgctgt ccaccctgcc 
1020 

gtaaaatggg gccagtgtag gagacctgag 
1080 

tagcgacctc acctgacccc agcttcggct 
1140 

gcccgtggtg acccacgtct ccaccccatg 
1200 

tggggcagga gagaggaccc ccaccaaccc 
1260 

tacctctgag tcagcctgcg gcctgagcac 
1320 

cctgtgtggg ccctcctaga gacaccagct 
1380 

gggcacaggg cacgtgctta caacggatat 
1440 

ccagtgggga aacctgcgcg gctgctggga 
1500 

tggggagcat ggggaaatgc aaggagagcc 
1560 

gggaggccac ctacagctgt tttgccaagg 
1620 

gttcctggcc atacagagcc actgtggtcc 
1680 

tcccatgctc cagccgatgg aagcctgatg 
1740 

gtatttgagc tcttgagtat gtgtttcggt 
1800 

ccagtgggtc agaaaggaga acagaggcag 
1860 

tgagccaggc ctgcctggat ggtcacctcc 
1920 

ggcagcatcc ctggccaaag cctccccact 
1980 

ggcaatgcag ctcgggccta ctacccaaac 
2040 



caaagcaggt ggcctgaatg ggaagtgcca 
cagctgccgc cgcctctgga cacctcagcc 
aaatgcagcg aagagactga gacaagaccc 
taagttaaca catattccaa tatgtacaaa 
aagcccatgg tgaaggtgag gtcaccttga 
gccgggaagc caaggtgccc cacgtggctt 
tcctcctcct ccaaggagtg cacccacccc 
accctgacct ccctttgaaa gaaccacacc 
tgtgatgcat ccacccaggg aggtggccct 
ctgttgacca tcctgtcctt ggaccccaaa 
ggtggggccc ttatgccaga cctccagggg 
tcctgtgctg cagaaggcgc ttgctcccaa 
gtgtggcaac tgtggtggct gagtggaagc 
cagccaggtg gcctgcagag cccactgccc 
accaatctac tctctggggg atccagggtg 
tggcctccta gggcataagg aatggggaca 
gcaacatggc ttttggtagg gccattgcag 
acagagcatg gccagccttt tgccaggggg 
agggtgggga gggctgagtg tctgttgtca 
ctagttgaga atctgaaagc tcgagtccca 
gagggtacgg ctcctgggca ggggctatgg 
aacttaatcc gtacgctggt gggagcagtg 
gatggggctg gggcagcctg ctagcaaatc 
gggagccctc ggtccccagc ccttccagtc 
caagggccag ccgcggactc acgcacaagt 
cctgggctgc cagttggccc gaggaaggcc 
ccctggcaaa aggctggcca tgctctgttc 
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ccagcagccg cgcaggtttc cccactggct gcaatggccc taccaaaagc catgttgcat 
2100 

atccgttgta agcacgtgcc ctgtgccctg tccccattcc ttatgcccta ggaggccaag 
2160 

ctggtgtctc taggagggcc cacacaggca c 
2191 

<210> 2980 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 2980 

Met Gly Thr Gly His Arg Ala Arg Ala Tyr Asn Gly Tyr Ala Thr Trp 

15 10 15 

Leu Leu Val Gly Pro Leu Gin Pro Val Gly Lys Pro Ala Arg Leu Leu 

20 25 30 

Gly Thr Glu His Gly Gin Pro Phe Ala Arg Gly Trp Gly Ala Trp Gly 

35 40 45 

Asn Ala Arg Arg Ala Arg Val Gly Arg Ala Glu Cys Leu Leu Ser Gly 

50 55 60 

Arg Pro Pro Thr Ala Val Leu Pro Arg Leu Val Glu Asn Leu Lys Ala 
65 70 75 80 

Arg Val Pro Val Pro Gly His Thr Glu Pro Leu Trp Ser Glu Gly Thr 

85 90 95 

Ala Pro Gly Gin Gly Leu Trp Ser His Ala Pro Ala Asp Gly Ser Leu 

100 105 HO 

Met Asn Leu He Arg Thr Leu Val Gly Ala Val Val Phe Glu Leu Leu 

115 120 125 

Ser Met Cys Phe Gly Asp Gly Ala Gly Ala Ala Cys 
130 135 140 

<210> 2981 

<211> 617 

<212> DNA 

<213> Homo sapiens 



<400> 2981 

nngaattccc cttcacggac ctgaagccta 
60 

agacaacagc ctcccatgag tggtcagaaa 
120 

ataaacacga tgaacttgaa gctccctcaa 
180 

ccatcttcag ctgcatctcc atccttctcc 
240 

gcangccagc acagttcatc atctgaggaa 
300 

ccggagcagg aggctgccga ggcagattta 
360 

gcagaccccc aaggagtgac ctatgctgag 
420 

tcagacacca cccaggagcc cccaggatct 
480 



aggatgctgg gaggtacttt tgtgcctaca 
gcagtgaaca cttgcagctg gtggtcacag 
tgaaaacaga caccagaacc atctttgtcg 
tcttcctctc agtcttcatc atctacagat 
tccaccaaga gaaccagcca ttccaaactt 
tccaatatgg aaagggtatc tctctcgacg 
ctaagcacca gcgccctgtc tgaggcagct 
catgaatatg cggcactgaa agtgtagcaa 
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gaagacagcc ctggccacta aaagaggggg gatcgtgctg gccaaggtta tcggaaatct 
540 

ggagatgcag atactgtgtt tccttgctct tcgtccatat caataaaatt aagtttctcg 
600 

tcttaaaaaa aaaaaaa 
617 

<210> 2982 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 2982 

Lys Gin Thr Pro Glu Pro Ser Leu Ser Pro Ser Ser Ala Ala Ser Pro 

15 10 15 

Ser Phe Ser Ser Ser Ser Gin Ser Ser Ser Ser Thr Asp Ala Xaa Gin 

20 25 30 

His Ser Ser Ser Ser Glu Glu Ser Thr Lys Arg Thr Ser His Ser Lys 

35 40 45 

Leu Pro Glu Gin Glu Ala Ala Glu Ala Asp Leu Ser Asn Met Glu Arg 

50 55 60 

Val Ser Leu Ser Thr Ala Asp Pro Gin Gly Val Thr Tyr Ala Glu Leu 
65 70 ■ 75 80 

Ser Thr Ser Ala Leu Ser Glu Ala Ala Ser Asp Thr Thr Gin Glu Pro 

85 90 95 

Pro Gly Ser His Glu Tyr Ala Ala Leu Lys Val 
100 105 

<210> 2983 

<211> 614 

<212> DNA 

<213> Homo sapiens 



<400> 2983 

cggccgctca gcatgtccgg gcactttctg 
60 

tacctactgc ccaaggacat caaactggcg 
120 

gcaatgatcg tgcgcttcct gaccaagaga 
180 

aagctgtatt cacggctggt ctatgtcgag 
240 

actcccgggg gcgtccagat ccaagacagc 
300 

cgtgcagtgg ccgagggttt tctgctggtc 
360 

tccatccgac ccctttatca gcacatccgg 
420 

atcatcgtgg gcaacaaggg ggaccttttg 
480 

attcagctag ccaatgagct gggcagcctg 
540 

gaagatgtct gtgatgtgtt tcagcatctc 
600 



ctcgcaccca tccccgagtc ctcctcggac 
gtgctgggcg ccggccgcgt gggcaagagc 
ttcattggag actatgaacc gaatacaggc 
ggggaccagc tctccctgca gatccaggat 
ctcccccagg tcgtcgattc cctgcaaatg 
tattccatca cagactatga cagctacttg 
aaggtccacc ctgactctaa agcccctgtc 
catgcccggc aggtgcagac acaggacggt 
ttccttgaaa tttccactag cgaaaactac 
tgcaaagaag tgagcaagat gcacggcctc 
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agtggggaaa gaag 
614 

<210> 2984 
<211> 204 
<212> PRT 

<213> Homo sapiens 



<400> 2984 
























Arg 


Pro 


Leu 


Ser 


Met 


Ser Gly His Phe 


Leu 


Leu 


Ala 


Pro 


lie 


Pro 


Glu 


1 








5 






10 










15 




Ser 


Ser 


Ser 


Asp 


Tyr 


Leu Leu 


Pro Lys 


Asp 


He 


Lys 


Leu 


Ala 


Val 


Leu 








20 






25 










30 






Gly Ala 


Giy 


Arg 


Val 


Gly Lys 


Ser Ala 


Met 


He 


Val 


Arg 


Phe 


Leu 


Thr 






35 








40 








45 








Lys 


Arg 


Pne 


He 


Gly Asp Tyr Glu Pro Asn Thr Gly Lys 


Leu 


Tyr 


Ser 




50 








55 








60 










Arg 


Leu 


Val 


Tyr 


Val 


Glu Gly Asp Gin Leu Ser 


Leu 


Gin 


lie 


Gin 


Asp 


65 










70 






75 










80 


Thr 


Pro 


Gly 


Gly 


Val 


Gin He 


Gin Asp 


Ser 


Leu 


Pro 


Gin 


Val 


val 


Asp 










85 






90 










95 




Ser 


Leu 


Gin 


Met 


Arg 


Ala Val 


Ala Glu 


Gly 


Phe 


Leu 


Leu 


Val 


Tyr 


Ser 








100 






105 










110 






He 


Thr 


Asp 


Tyr 


Asp 


Ser Tyr 


Leu Ser 


He 


Arg 


Pro 


Leu 


Tyr 


Gin 


His 






115 








120 








125 








He 


Arg 


Lys 


Val 


His 


Pro Asp 


Ser Lys 


Ala 


Pro 


Val 


He 


He 


Val 


Gly 




130 








135 








140 










Asn 


Lys 


Gly 


Asp 


Leu 


Leu His 


Ala Arg 


Gin 


Val 


Gin 


Thr Gin Asp 


Gly 


145 










150 






155 










160 


He 


Gin 


Leu 


Ala 


Asn Glu Leu Gly Ser 


Leu 


Phe 


Leu 


Glu 


He 


Ser 


Thr 










165 






170 










175 




Ser 


Glu 


Asn 


Tyr 


Glu Asp Val 


Cys Asp 


Val 


Phe 


Gin 


His 


Leu 


Cys 


Lys 








180 






185 










190 






Glu 


Val 


Ser 


Lys 


Met His Gly Leu Ser Gly Glu Arg 














195 








200 

















<210> 2985 
<211> 4547 
<212> DNA 

<213> Homo sapiens 
<400> 2985 

nggcatcgct gggaggcggc tgcccgcgac cggagacggc agtgttggcg gtagtggtgg 
60 

gtggcagggg cctgtgaccg ggagctgccc ccggacccgg gcaccatgag ccaaggcccc 
120 

cccacagggg agagcagcga gcccgaagca aaagtcctcc acactaagcg gctttaccgg 
180 

gctgtggtgg aggctgtgca tcgacttgac ctcatccttt gcaacaaaac tgcttatcaa 
240 

gaagtattca aaccagaaaa cattagcctg aggaacaagc tgcgtgagct ctgcgtcaag 
300 

cttatgttcc tgcacccagt ggactatggg agaaaggctg aggagctgct gtggagaaag 
360 
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gtatactatg aagttatcca gcttatcaag 
420 

actttggaat gtgcctacag gacgcacctg 
480 

cttctctata tccagtccca ctaccagctg 
540 

gtcactgacc ccctcatagg atgcaagaag 
600 

tgggcacaga tggcatgtca ccgatgtctg 
660 

aatgaattag ctggcgtaga taccgagctg 
720 

tcagtagctc ctcagattgg aatgcccttc 
780 

tactataatg tggaagccat gtattgctac 
840 

gagggagcct atgggaacct caagcggctg 
900 

ctgaagaagt gtgagactcg gaaactgtct 
960 

aggttgctag tgaactttat gtatctgcaa 
1020 

gactcagagc tgacctcact ttgccagtca 
1080 

tacctgccct cctcacccaa cctcagcctg 
1140 

ggatatgctt tcctcccgga ccttctcatc 
1200 

gtgcacagct tggagagagc aggatccaag 
1260 

gccctctttt cccacctcgt caatcatgtc 
1320 

ggcgagaatc ccgtcccggc attccagagt 
1380 

cctgtggaga aagaggagga gccagatcct 
1440 

gagggcagaa agagccgtaa gttctctcgc 
1500 

cccaaagttg gtgatgacag tgacctgagt 
1560 

tcagcccggg ccagtgaggg ctcagacagt 
1620 

acggcctttg atgctgaaac agactcggaa 
1680 

gaagatatgg aggaagagga ggggacacgg 
1740 

tcagaggctc ccgattccct caatggccca 
1800 

aatctacaag ccatgtccac ccagatgttc 
1860 

acctttagca acctgctcct ccagcccacc 
1920 

ccttgcgtca atggggatgt agacaagcct 
1980 



actaacaaaa agcacatcca cagccggagc 
gttgctggta ttggcttcta ccagcatctc 
gaactgcagt gctgcatcga ctggacccat 
ccagtgtctg cctcagggaa ggagatggat 
gtgtatctgg gggatttgtc ccgatatcag 
ctagccgaga gattttacta ccaagccctg 
aatcagctgg gcaccctggc aggcagcaag 
ctgcgctgca tccagtcaga agtgtccttt 
tatgacaagg cagccaaaat gtaccaccaa 
cctggcaaaa agcgatgtaa agacattaaa 
agcctcctac agcccaaaag cagctccgtg 
gtcctggagg acttcaacct ctgcctcttc 
gccagtgagg atgaggagga gtatgagagt 
tttcaaatgg tcatcatctg ccttatgtgt 
cagtacagtg cagccattgc cttcaccctg 
aacatacggc tgcaggctga gctggaagag 
gatggcacag atgaaccaga gtccaaggaa 
gagcctcctc ctgtaacacc ccaagtgggt 
ctctcctgtc tccgccgtcg ccgccaccca 
gaaggctttg aatcggactc aagccatgac 
ggctctgaca agagtcttga aggtggggga 
atgaatagcc aggagtcccg atcagacttg 
tcaccaaccc tggagccccc tcggggcaga 
ctgggcccca gtgaggctag cattgccagc 
cagactaagc gctgcttccg actggccccc 
accaaccctc atacctcggc cagccacagg 
tcagagccag cctctgagga gggctctgag 
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tcggagggga gtgagtccag 
2040 

cttcaggtcc tgatggccga 
2100 

cggaccaacc ccgacctcat 
2160 

ctgtctgtgt tgctgaatct 
2220 

ttgtgtcctg aggtccaaga 
2280 

cttctgctcc cagaggacat 
2340 

cgctttaact ttgacacgga 
2400 

atctgctgca tccgcagctt 
2460 

ttcaacccag aggttggcat 
2520 

cagcaggccc aggcacagtt 
2580 

agagacatgg ctcagctacg 
2640 

cagcccaagg cccagtcagc 
2700 

caccatctcc ctgtcatccg 
2760 

aggacagtga tcgatggcct 
2820 

attcggtacc tggaggcaga 
2880 

gtgggaaaga gctttgagcg 
2940 

tataagatcc tagacagctg 
3000 

ccgagtggca tggtgaccat 
3060 

ggccccatgc aggcagccct 
3120 

ctggacttct acaagcagtg 
3180 

gggctgactc cagatctctc 
3240 

ccaccacacg cagactcatg 
3300 

gggagggccc aggagccggc 
3360 

gcgaggaaag tgcttggatt 
3420 

gctcccctgc tgtctccagg 
3480 

ggttcttgga tctctgaggg 
3540 

gcagggtggt tggggccagg 
3600 



tggacgctcc tgtcggaatg 
aggtctgctt cctgctgtga 
catcgtgtgt gcgcagagct 
gttgcctgct gctggtgaac 
tcttcttgaa ggttgtgaac 
ggctcttcgt aacctgcccc 
tcggcccctg ctcagcacct 
tggtcatttc atcgcccgcc 
cttcgtcagc attgcccagt 
ccgaatggca caggaggaag 
acttcagctc gaagtgtctc 
catgtctccc tacctcgtcc 
ccaactggcc accagtggcc 
ggatttgctg aagaaggaac 
gtttaaaaaa ggaaacaggt 
gcataagctg aagaggcagg 
caaacagctg actctggccc 
catcacaggc cttccactgg 
gcaggccgct gcccacgcca 
gaaggaaatt ggttgatact 
ctgccctccc tggcagccag 
cacgcacaca ggagggaggc 
tgggagggtg gggtcccttt 
aggagagtct tgtgggcccc 
ggcaggtggt aggcatgggt 
gaaggaacag caaaagaggc 
agtttggacc ctctaggtct 



agcgcagcat ccaggagaag 
aagtcttcct ggactggctt 
ctcaaagtct gtggaaccgc 
tccaggagtc tggcctggcc 
tgcctgacct cccctctagc 
cgctccgagc tgcccacaga 
tagaggagtc agtggtgcgc 
tgcaaggcag catcctgcag 
ctgagcagga gagcctgctg 
ctcgtcggaa caggctcatg 
agctggaggg cagcctgcag 
ctgacaccca ggccctctgc 
gcttcattgt catcatccca 
acccaggggc ccgggatggg 
acattcgctg ccagaaagag 
atgcagatgc ctggactctc 
agggggcagg tgaggaggat 
acaaccccag cgtgctttca 
gtgtggacat caagaatgtt 
gacccccagg ccctgcagtg 
gaccagcacc tgtagtcacc 
ctagctgctc agaggctgca 
gttgccaaga cgttaggaaa 
tggccagcct tcctgcctca 
acctgcattt cactggaatg 
ccttcttcct cacccaagat 
tgggggaaga gctgggtaat 
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acctggtgtc tgagtgattc tctgcagacc cttcccctcc tcaaggatca cccatcctcc 
3660 

tttcagcccc ctttatgggg accaggcagc tctggagcca gccacagggg ctgttagaga 
3720 

agcaaggcct ggagtggcct gcaccgagta gcagggtcag ggttcgtgtg ctcctcctcc 
3780 

tgctgcaggg gctgcacatc ccattgcccc acttctgctt tgtgtctccc tctgtctagc 
3840 

ttccagggca gggagcaggc cccacctagg gctgcaggca gtctggcctg tgccagcacg 
3900 

gtctcctgtg cccaccagcc ccacaggtgc tgtgctttgt gctcttggct gctgtgctgg 
3960 

gacagaatgg gatgccagga agagaagaaa gggggtgcag tctgaggcca ccacccccct 
4020 

tcctatctaa gggagggctg aagacaaggg gccggcattc agtgggcagc agaaaggaga 
4080 JP" 

ggctccttga agctgctcag tcagaggccc ccgtccctcc ttttgccttc cgcaggactg 
4140 

aagacctgaa ggggctggct tttggagtgt tgaggtgaat atctgggagc agagatcatg 
4200 

aatagctcag ggcagtgaat ggcgcaccaa gagcagggct gtgtgtggga ggctgcagcc 
4260 

aggattgcct cagctcctcc ccctcaggct gggaggatag cacaggctag gggctcgggg 
4320 

tggagggtct cagctctgct gcccccaccc cagtactagc ctagcttccc aagctgtggc 
4380 

ttagaggata gttggcttcc tgcctctctc ctctaaaata gcaagtctgg gaaatcctgg 
4440 

ggtgagtgga gtcaccccac tcccagttgc tggcagagac tgagactaaa gcatcactta 
4500 

ataaaccccc caagcccaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
4547 

<210> 2986 
<211> 988 
<212> PRT 

<213> Homo sapiens 



<400> 2986 



Glu 


Ala 


Val 


His 


Arg 


Leu 


Asp 


Leu 


He 


Leu 


Cys 


Asn 


Lys 


Thr 


Ala 


Tyr 


1 








5 










10 










15 




Gin 


Glu 


Val 


Phe 


Lys 


Pro 


Glu 


Asn 


He 


Ser 


Leu 


Arg 


Asn 


Lys 


Leu 


Arg 








20 










25 










30 






Glu 


Leu 


Cys 


Val 


Lys 


Leu 


Met 


Phe 


Leu 


His 


Pro 


Val 


Asp 


Tyr 


Gly 


Arg 






35 










40 










45 








Lys 


Ala 


Glu 


Glu 


Leu 


Leu 


Trp 


Arg 


Lys 


Val 


Tyr 


Tyr 


Glu 


Val 


He 


Gin 




50 










55 










60 










Leu 


He 


Lys 


Thr 


Asn 


Lys 


Lys 


His 


He 


His 


Ser 


Arg 


Ser 


Thr 


Leu 


Glu 


65 










70 










75 










80 


Cys Ala 


Tyr 


Arg 


Thr 


His 


Leu 


Val 


Ala 


Gly 


He 


Gly 


Phe 


Tyr 


Gin 


His 










85 










90 










95 




Leu 


Leu 


Leu 


Tyr 


He 


Gin 


Ser 


His 


Tyr 


Gin 


Leu 


Glu 


Leu 


Gin 


Cys 


Cys 








100 










105 










110 






He 


Asp 


Trp 


Thr 


His 


Val 


Thr 


Asp 


Pro 


Leu 


He 


Gly 


Cys 


Lys 


Lys 


Pro 
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115 120 125 

Val Ser Ala Ser Gly Lys Glu Met Asp Trp Ala Gin Met Ala Cys His 

130 135 140 

Arg Cys Leu Val Tyr Leu Gly Asp Leu Ser Arg Tyr Gin Asn Glu Leu 
145 150 155 160 

Ala Gly Val Asp Thr Glu Leu Leu Ala Glu Arg Phe Tyr Tyr Gin Ala 

165 170 175 

Leu Ser Val Ala Pro Gin He Gly Met Pro Phe Asn Gin Leu Gly Thr 

180 185 190 

Leu Ala Gly Ser Lys Tyr Tyr Asn Val Glu Ala Met Tyr Cys Tyr Leu 

195 200 205 

Arg Cys He Gin Ser Glu Val Ser Phe Glu Gly Ala Tyr Gly Asn Leu 

210 215 220 

Lys Arg Leu Tyr Asp Lys Ala Ala Lys Met Tyr His Gin Leu Lys Lys 
225 230 235 240 

Cys Glu Thr Arg Lys Leu Ser Pro Gly Lys Lys Arg Cys Lys Asp He 

245 250 255 

Lys Arg Leu Leu Val Asn Phe Met Tyr Leu Gin Ser Leu Leu Gin Pro 

260 265 270 

Lys Ser Ser Ser Val Asp Ser Glu Leu Thr Ser Leu Cys Gin Ser Val 

275 280 285 

Leu Glu Asp Phe Asn Leu Cys Leu Phe Tyr Leu Pro Ser Ser Pro Asn 

290 295 300 

Leu Ser Leu Ala Ser Glu Asp Glu Glu Glu Tyr Glu Ser Gly Tyr Ala 
305 310 315 320 

Phe Leu Pro Asp Leu Leu He Phe Gin Met Val He He Cys Leu Met 

325 330 335 

Cys Val His Ser Leu Glu Arg Ala Gly Ser Lys Gin Tyr Ser Ala Ala 

340 345 350 

He Ala Phe Thr Leu Ala Leu Phe Ser His Leu Val Asn His Val Asn 

355 360 365 

He Arg Leu Gin Ala Glu Leu Glu Glu Gly Glu Asn Pro Val Pro Ala 

370 375 380 

Phe Gin Ser Asp Gly Thr Asp Glu Pro Glu Ser Lys Glu Pro Val Glu 
385 390 395 400 

Lys Glu Glu Glu Pro Asp Pro Glu Pro Pro Pro Val Thr Pro Gin Val 

405 410 415 

Gly Glu Gly Arg Lys Ser Arg Lys Phe Ser Arg Leu Ser Cys Leu Arg 

420 425 430 

Arg Arg Arg His Pro Pro Lys Val Gly Asp Asp Ser Asp Leu Ser Glu 

435 440 445 

Gly Phe Glu Ser Asp Ser Ser His Asp Ser Ala Arg Ala Ser Glu Gly 

450 455 460 

Ser Asp Ser Gly Ser Asp Lys Ser Leu Glu Gly Gly Gly Thr Ala Phe 
465 470 475 480 

Asp Ala Glu Thr Asp Ser Glu Met Asn Ser Gin Glu Ser Arg Ser Asp 

485 490 495 

Leu Glu Asp Met Glu Glu Glu Glu Gly Thr Arg Ser Pro Thr Leu Glu 

500 505 510 

Pro Pro Arg Gly Arg Ser Glu Ala Pro Asp Ser Leu Asn Gly Pro Leu 

515 520 525 

Gly Pro Ser Glu Ala Ser He Ala Ser Asn Leu Gin Ala Met Ser Thr 

530 535 540 

Gin Met Phe Gin Thr Lys Arg Cys Phe Arg Leu Ala Pro Thr Phe Ser 
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545 

Asn Leu Leu Leu 

Arg Pro Cys Val 
580 

Glu Glu Gly Ser 
595 

Arg Asn Glu Arg 
610 

Gly Leu Leu Pro 
625 

Pro Asp Leu He 

Arg Leu Ser Val 
660 

Glu Ser Gly Leu 

675 

Cys Glu Leu Pro 
690 

Ala Leu Arg Asn 
705 

Phe Asp Thr Asp 

Arg He Cys Cys 
740 

Gly Ser He Leu 
755 

Ala Gin Ser Glu 
770 

Arg Met Ala Gin 
785 

Ala Gin Leu Arg 

Gin Gin Pro Lys 
820 

Thr Gin Ala Leu 
835 

Ser Gly Arg Phe 
850 

Asp Leu Leu Lys 
865 

Leu Glu Ala Glu 

Glu Val Gly Lys 
900 

Asp Ala Trp Thr 
915 

Leu Ala Gin Gly 
930 

He Thr Gly Leu 
945 

Gin Ala Ala Leu 
Val Leu Asp Phe 



550 

Gin Pro Thr Thr 
565 

Asn Gly Asp Val 

Glu Ser Glu Gly 
600 

Ser He Gin Glu 
615 

Ala Val Lys Val 
630 

He Val Cys Ala 
645 

Leu Leu Asn Leu 

Ala Leu Cys Pro 
680 

Asp Leu Pro Ser 
695 

Leu Pro Pro Leu 
710 

Arg Pro Leu Leu 

725 

He Arg Ser Phe 

Gin Phe Asn Pro 
760 

Gin Glu Ser Leu 
775 

Glu Glu Ala Arg 
790 

Leu Gin Leu Glu 
805 

Ala Gin Ser Ala 

Cys His His Leu 
840 

He Val He He 
855 

Lys Glu His Pro 
870 

Phe Lys Lys Gly 
885 

Ser Phe Glu Arg 

Leu Tyr Lys He 
920 

Ala Gly Glu Glu 
935 

Pro Leu Asp Asn 
950 

Gin Ala Ala Ala 
965 

Tyr Lys Gin Trp 



555 

Asn Pro His Thr 
570 

Asp Lys Pro Ser 
585 

Ser Glu Ser Ser 

Lys Leu Gin Val 
620 

Phe Leu Asp Trp 
635 

Gin Ser Ser Gin 
650 

Leu Pro Ala Ala 
665 

Glu Val Gin Asp 

Ser Leu Leu Leu 
700 

Arg Ala Ala His 
715 

Ser Thr Leu Glu 
730 

Gly His Phe He 
745 

Glu Val Gly He 

Leu Gin Gin Ala 
780 

Arg Asn Arg Leu 
795 

Val Ser Gin Leu 
810 

Met Ser Pro Tyr 
825 

Pro Val He Arg 

Pro Arg Thr Val 
860 

Gly Ala Arg Asp 
875 

Asn Arg Tyr He 
890 

His Lys Leu Lys 
905 

Leu Asp Ser Cys 

Asp Pro Ser Gly 
940 

Pro Ser Val Leu 
955 

His Ala Ser Val 
970 

Lys Glu lie Gly 



560 

Ser Ala Ser His 
575 

Glu Pro Ala Ser 
590 

Gly Arg Ser Cys 
605 

Leu Met Ala Glu 

Leu Arg Thr Asn 
640 

Ser Leu Trp Asn 
655 

Gly Glu Leu Gin 
670 

Leu Leu Glu Gly 
685 

Pro Glu Asp Met 

Arg Arg Phe Asn 
720 

Glu Ser Val Val 
735 

Ala Arg Leu Gin 
750 

Phe Val Ser He 
765 

Gin Ala Gin Phe 

Met Arg Asp Met 
800 

Glu Gly Ser Leu 
815 

Leu Val Pro Asp 
830 

Gin Leu Ala Thr 
845 

He Asp Gly Leu 

Gly He Arg Tyr 
880 

Arg Cys Gin Lys 
895 

Arg Gin Asp Ala 
910 

Lys Gin Leu Thr 
925 

Met Val Thr He 

Ser Gly Pro Met 
960 

Asp He Lys Asn 
975 
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980 985 

<210> 2987 

<211> 1016 

<212> DNA 

<213> Homo sapiens 

<400> 2987 

ngtcgacaag gtgggaaggt aaccgatgga tgggggggga aggttgtggt gctcacggcc 
60 

acatcaataa ggctcaatac attccttggg gacaggaaga agaaattcaa ctagtttctt 
120 

gaaaggcggt cctgaaattc acaggggaga gcggatattc caggaggcag tctaagttat 
180 

ctgaggcgtg caactcaccc agtgagacca agttactgta gttctccagc atcacgtccc 
240 

agtacaggtc cctctgagcg tcatccaggt cctgccactc ctcccaggtg aagtgcacag 
300 

ctacctcctc aaaggacacc aactcctgta atgataccag gctgttgtag gtctccagca 
360 

tcacgttcct gtacagggtc ctctaagcat catccacgtc ctgccactct tcccaggtga 
420 

agtgcacagc cacatcttca aaggacacca accccagaga tttattcctt tcttgtagct 
480 

gggccggctt ggggcttggt tctatgtccc tgcgggtcgg tgcgagggcg aagaggaacc 
540 

cgtgggcccg ggggatcccg gggggccgga ccagtgttcc ccagttgtgg gagcagacgc 
600 

gtgggcgcat cacgggcggg cagggctgaa gtgcagctat gtttccagtg tcctctgggt 
660 

gtttccaaga gcaacaggaa acgaataaat ctctgatgga gtctcactct gtcacccagg 
720 

ctggagtgca gtggcacgat ctccgctcac tgcaagctcc acctcccagg ttcacaccat 
780 

cctcctgcct cagcctcccg agttgcaggg actacaggca cccgccacaa tgcccggcta 
840 

ttttttgtgt ttttagtaga gatggggttt cactatgtta gccaggatgg tcttgatctc 
900 

ctgacctcat tactcgccng actccggctc ccaaagtgct ggaattacna gcgtgagaca 
960 

ccgcgcctgg tctccatcaa atgacttttt aaataaaata cggttctcac ctaaca 
1016 

<210> 2988 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 2988 

Trp Ser Leu Thr Leu Ser Pro Arg Leu Glu Cys Ser Gly Thr lie Ser 

15 10 15 

Ala His Cys Lys Leu His Leu Pro Gly Ser His His Pro Pro Ala Ser 

20 25 30 

Ala Ser Arg Val Ala Gly Thr Thr Gly Thr Arg His Asn Ala Arg Leu 
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35 

Phe Phe Val Phe Leu 
50 

Gly Leu Asp Leu Leu 
65 

Cys Trp Asn Tyr Xaa 
85 



40 

Val Glu Met Gly Phe His 
55 

Thr Ser Leu Leu Ala Xaa 
70 75 
Arg Glu Thr Pro Arg Leu 
90 



45 

Tyr Val Ser Gin Asp 
60 

Leu Arg Leu Pro Lys 
80 

Val Ser lie Lys 
95 



<210> 2989 

<211> 1185 

<212> DNA 

<213> Homo sapiens 

<400> 2989 

nnagtgcggc acccagaggc 
60 

tcggtgcgag ggcgaagagg 
120 

ttccccagtt gtgggagcag 
180 

gctatgtttc cagtgttctc 
240 

gagttggtgt cctttgagga 
300 

gatgacgctc agaggaccct 
360 

tcattggggc attgcattac 
420 

ccatggatag tagaagaaac 
480 

ttctcaggta tttgccacag 
540 

actctggaac tgtattccca 
600 

ttcaaacatg atgtgtccaa 
660 

tccaaatttc acatcaccag 
720 

aaactcccct ttttaccctt 
780 

ttttttaact attgcttccc 
840 

tcatctgttt tcctcttttc 
900 

aggaatggct gttaaaatgc 
960 

ttatttacac cctgtttgtg 
1020 

ggcatgtaca aagagaattt 
1080 

agctttttgt atctgtaggt 
1140 

ttgaaataaa atcagatgct 
1185 



ggtcctgtag ctgggccggc 
aacccgtggg cccgggggat 
acgcgtgggc gcatcgcggg 
tggctgtttc caagagctac 
ggtagctgtg cacttcacct 
gtacagggac gtgatgctgg 
caaacctgag atgatcttca 
cctaaacctg agactttcag 
gagcctggtg gagctccagg 
attgtcaatt ggacatccct 
gtctgtatca cttctggcca 
taacaaacta gctgtgatca 
tgcacagcaa attgacatca 
tattctgtat tctcactgct 
ctctcctctg actcttaagc 
caatatggtc ttgtaacttt 
aagtggctgt gttcaccctg 
tatgctgcct gtgtacagtt 
ttaatatctg tgtatgtaag 
tgcatctgta gtgaacataa 



ttggggcttg gtcctgcggg 
cccggggggc cggaccagtg 
cgggcagggc ctgaagtgca 
aagaaaagaa taaatctctg 
gggaggagtg gcaggacctg 
agacctacag cagcctggta 
agctagagca aggagcagag 
gtggaagcaa gaagcaagtt 
aggtttgatc tctcttgtga 
acgtatggga cctcagatat 
tcatattgtt cttttatttt 
tggcagatag cctggaaata 
aatcctgttt ctactttttt 
ccatctcctg atgtaggagg 
cctttcccat tctctttctc 
cctgtactta gtgaacctcc 
ggtggacacg gaatgttttt 
attaatttgt aagtacactc 
caaacttgga tgcaaaatat 
aaaaa 
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<210> 2990 

<211> 114 

<212> PRT 

<213> Homo sapiens 



<400> 2990 



Met 


Phe 


Pro 


val 


Phe Ser Gly Cys 


Phe 


Gin 


Glu 


Leu Gin Glu Lys 


Asn 


l 








5 




10 




15 




Lys 


Ser 


Leu 


Glu 


Leu Val Ser Phe 


Glu 


Glu 


Val 


Ala Val His Phe 


Thr 








20 




25 






30 




Trp 


Glu 


Glu 


Trp 


Gin Asp Leu Asp Asp Ala Gin 


Arg Thr Leu Tyr Arg 






35 




40 








45 




Asp 


Val 


Met 


Leu 


Glu Thr Tyr Ser 


Ser 


Leu 


Val 


Ser Leu Gly His 


Cys 




50 






55 








60 




lie 


Thr 


Lys 


Pro 


Glu Met He Phe 


Lys 


Leu 


Glu 


Gin Gly Ala Glu 


Pro 


65 








70 






75 




80 




He 


Val 


Glu 


Glu Thr Leu Asn 


Leu 


Arg 


Leu 


Ser Gly Gly Ser 


Lys 










85 




90 




95 




Lys 


Gin 


Val 


Phe 


Ser Gly He Cys 


His 


Arg 


Ser 


Leu Val Glu Leu 


Gin 








100 




105 






110 




Glu 


Val 



















<210> 2991 

<211> 980 

<212> DNA 

<213> Homo sapiens 

<400> 2991 

ntttatttgt caatgtgcaa tatttttaca cttctgaatt tctctgtaca atgtcttaga 
60 

atctagaata taaaggttgc tggtcctgat cccttgcaga gtgagtgcag cagtgacagc 
120 

ttggtgggct ccagctgacc cctccagagc ccctgagtgg tggcggtctg cagtcctcag 
180 

tcagcagcag cagacgtcac ccgtcataca gggccattca ctgaagtgtc acctggtgcg 
240 

cttggttggc cagtcctctg ctcgggactg ctgctgggag gcctgggcgc cgcgcacttc 
300 

gcctctgcag tctcgggaca ctcctctgcg tctttacaag cagcatcttg agaggtagac 
360 

agtttccctt cctcactttt gaagaccgca gtctctgtct tggcatctac agtgaggctg 
420 

agcgtttcct tcatgccgcc attcatcact gtctcagtta ccttgtctgt actttctgca 
480 

tcctcctctc cgtcagagct ggcttccatg gccacactgc ctgccgcttc tggctgcact 
540 

gccagggcag ccgcactggg agtcagaggg tccatgggtt cagtgctggt ttccatttcc 
600 

actggagaat tactccttaa agaatctttt gtgctttctc agggaagagt gaactctgaa 
660 

aaagaagccc agcccgtctc tttagttggc atcggctcct ctgtgctcca gacatcagat 
720 
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cccacagaat ccaatggagc accgtgggtt gtttccattg ggacatcaaa gttagctgac 
780 

cagttgggtg gttcactcag gtccacctcc attttatcct ccgtgttggc actgctgggt 
840 

tcaaacaagt cttgctttgc tccatcttct tcttcagagt ctgtactttc ctcactgtct 
900 

gtactccccg agctggatcg tctttgggat tctggtgtga atgcgatgtg cttttcctcc 
960 

catatatctt cctcatcaga 
980 

<210> 2992 
<211> 64 
<212> PRT 

<213> Homo sapiens 
<400> 2992 

Val Val Ala Val Cys Ser Pro Gin Ser Ala Ala Ala Asp Val Thr Arg 

15 10 15 

His Thr Gly Pro Phe Thr Glu Val Ser Pro Gly Ala Leu Gly Trp Pro 

20 25 30 

Val Leu Cys Ser Gly Leu Leu Leu Gly Gly Leu Gly Ala Ala His Phe 

35 40 45 

Ala Ser Ala Val Ser Gly His Ser Ser Ala Ser Leu Gin Ala Ala Ser 
50 55 60 



<210> 2993 

<211> 687 

<212> DNA 

<213> Homo sapiens 



<400> 2993 

nnatgcccgc ggtccaggga gccgctgatg 
60 

cgggagcagg aagaaaagga ggacatggag 
120 

cgatacctca agtttgacat cgagattgga 
180 

ctagacaccg acaccacagt ggaggtggcc 
240 

agagctgagc ggcagcgctt ctcagaggag 
300 

aacatcgtcc gcttctatga ttcgtggaag 
360 

ctggtcaccg aactcatgac ctcgggcacg 
420 

atgaagccgc gggtccttca gcgctggagc 
480 

cactcccggg ttcctcccat cctgcaccgg 
540 

ggacctactg gctctgtcaa aatcggggac 
600 

tttgccaaga gtgtcatcgg gaccccggaa 
660 



gtcactgaag ctgtggccct agagcggcgg 
acccaggctg tggcaacgtc ccccgatggc 
cgtggctcct tcaagacggt gtatcgaggg 
tggtgtgagc tgcagactcg gaaactgtct 
gtggagatgc tcaaggggct gcagcacccc 
tcggtgctga ggggccaggt ttgcatcgtg 
ctcaagacgt acctgaggcg gttccgggag 
cgccaaatcc tgcggggact tcatttccta 
gatctcaagt gcgacaatgt ctttatcacg 
ctgggcctgg ccacgctcaa gcgcgcctcc 
ttcatggccc ccgagatgta cgaggaaaag 



2227 



WO 00/58473 



PCT/US00/08621 



tacgatgagg ccgtggacgt gtacgcg 
667 

<210> 2994 
<211> 229 
<212> PRT 

<213> Homo sapiens 
<400> 2994 

Xaa Cys Pro Arg Ser Arg 

1 5 
Leu Glu Arg Arg Arg Glu 
20 

Ala Val Ala Thr Ser Pro 
35 

lie Gly Arg Gly Ser Phe 
50 

Thr Thr Val Glu Val Ala 
65 70 
Arg Ala Glu Arg Gin Arg 
85 

Leu Gin His Pro Asn lie 
100 

Leu Arg Gly Gin Val Cys 
115 

Gly Thr Leu Lys Thr Tyr 
130 

Val Leu Gin Arg Trp Ser 
145 150 
His Ser Arg Val Pro Pro 
165 

Val Phe lie Thr Gly Pro 
180 

Leu Ala Thr Leu Lys Arg 
195 

Pro Glu Phe Met Ala Pro 
210 

Val Asp Val Tyr Ala 
225 

<210> 2995 
<211> 1879 
<212> DNA 

<213> Homo sapiens 
<400> 2995 

ntttagtagt agtattacat tgtgaatttt attttcaaat ttgatcaata aagatgaaaa 
60 

taataaaatt aagcagtcaa aagaagtagc aaaaacaaga tagtcattca tatatacaga 
120 

acatatagat tcatttctag ttgattcaat cctatttatg tatttaaaat acaaaataat 
180 

ggccatctgg ctagttccaa cggtagagca tgagactctt aaaatacaaa atacatctta 
240 



Glu Pro Leu 

Gin Glu Glu 
25 

Asp Gly Arg 
40 

Lys Thr Val 
55 

Trp Cys Glu 

Phe Ser Glu 

Val Arg Phe 
105 

lie Val Leu 

120 
Leu Arg Arg 
135 ' 

Arg Gin lie 

lie Leu His 

Thr Gly Ser 
185 

Ala Ser Phe 

200 
Glu Met Tyr 
215 



Met Val Thr 
10 

Lys Glu Asp 

Tyr Leu Lys 

Tyr Arg Gly 
60 

Leu Gin Thr 
75 

Glu Val Glu 
90 

Tyr Asp Ser 

Val Thr Glu 

Phe Arg Glu 
140 

Leu Arg Gly 

155 
Arg Asp Leu 
170 

Val Lys He 

Ala Lys Ser 

Glu Glu Lys 
220 



Glu Ala 

Met Glu 

30 
Phe Asp 
45 

Leu Asp 

Arg Lys 

Met Leu 

Trp Lys 
110 
Leu Met 
125 

Met Lys 

Leu His 

Lys Cys 

Gly Asp 
190 
Val He 
205 

Tyr Asp 



Val Ala 
15 

Thr Gin 

He Glu 

Thr Asp 

Leu Ser 

80 
Lys Gly 
95 

Ser Val 

Thr Ser 

Pro Arg 

Phe Leu 
160 
Asp Asn 
175 

Leu Gly 
Gly Thr 
Glu Ala 
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atgtgtcaag aagaccacag 
300 

ttttttattt ttatttttac 
360 

ctgntcaccc aggctggaat 
420 

aggttcaagc gattctcctg 
480 

ccaccacacc cgggtgattt 
540 

ggctggtctc gaactcccga 
600 

gattacaggt gtgagccact 
660 

aggttttagc ttaataatcc 
720 

tattttgcct tagtgggcct 
780 

tagagtataa atgggtttct 
840 

acacaggtga atgtccctgg 
900 

ctgaggccaa agtctgtggt 
960 

ctttgtctcc aaattctttt 
1020 

ccacgaaaac tcccccaagg 
1080 

tccaggctcg gaagaagttg 
1140 

tccgcctttg tggaccatag 
1200 

aaggctggaa atccttcact 
1260 

cgcccagctg gtccaacatg 
1320 

ggaaacagcc tggcctccgc 
1380 

ttgctttgaa agtccttggc 
1440 

ccagggccgc tttctggggc 
1500 

aggcagcagc ccccagggct 
1560 

ggtcctggag gaaagacatt 
1620 

cgcccgggcg ctaaggggcc 
1680 

gtacctggag gatatagacc 
1740 

ggagctatgg gaaaaaaatg 
1800 

ctgtcgagag gaagctgcgg 
1860 



ttagcaccag gaaaggaact 
tttattatta ttattattat 
acagtggtgt gatctcagct 
cctcagcctc ctgagtagct 
ttgtattttt agtagagacg 
cctcaagtga cttgctcacc 
gcacccagcc tggcagtcaa 
tcattagttt ttcagatttt 
aaacagaata ttaaaataca 
cactccttag ggacacgagt 
ttatccctga gctgggcagt 
ttgatcatct tagcagcttc 
tctcggtgct caagaagaat 
atgaagcctt ctccttccag 
taccacactc ccagacggat 
aactttttct tttcatccag 
tcagtcctga tgtgctcctt 
cttttcaggg aggacagatc 
acggccataa tcacagctcc 
tccttctcca gtgttttcag 
ttggacagaa acacgtctgt 
cctgcaccaa tggaccacat 
tctcaagtgc ctcccttctg 
aaaccgcccg gcccggaggg 
tgaaaacact ggagaaggaa 
gagctgtgat tatggccgtg 
atctgtcctc cctgaaaagc 



ttactttagc ttctgattac 
ttttgagatg gagtctcact 
cactgcaacc tccacctccc 
gggactctga tagatgcctg 
gggtttcgcc atgttgctca 
ttggcctccc aaagtgctgg 
ttttaagcct cctatttccc 
tgtcagtctt gttttggggc 
ttaataatcc atactgagag 
ggaaacaata catcccatga 
ttcacacaat cattttttct 
cagaacagaa agtaggttta 
gccctgcttt cctgatccca 
gtttccagag aagcctccgt 
aaatcccata aacatcatct 
gaagatttct cctttgaaat 
taccactgca tagaggggga 
cgcagcttcc tctcgacaga 
atttttttcc catagctcct 
gtctatatcc tccaggtact 
gttggcaagc agcaatgcca 
ccccatggtg aagaaacttg 
ccggcctttt accgccccga 
tcccaggggc gggccccgga 
ccaaggactt tcaaagcaaa 
cggaggccag gctgtttcct 
atgttggacc agctgggcgt 
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ccccctctat gcagtggta 
1879 



<210> 2996 

<211> 101 

<212> PRT 

<213> Homo sapiens 



<400> 2996 
His Gin Glu Arg 
1 

lie Phe Thr Leu 
20 

Leu Xaa Thr Gin 
35 

Pro Pro Pro Pro 
50 

Ser Trp Asp Ser 
65 

lie Phe Ser Arg 

Thr Pro Asp Leu 
100 



Asn Phe Thr Leu 
5 

Leu Leu Leu Leu 

Ala Gly lie Gin 
40 

Arg Phe Lys Arg 
55 

Asp Arg Cys Leu 
70 

Asp Gly Val Ser 
85 

Lys 



Ala Ser Asp Tyr 
10 

Leu Phe Leu Arg 
25 

Trp Cys Asp Leu 

Phe Ser Cys Leu 
60 

Pro Pro His Pro 
75 

Pro Cys Cys Ser 
90 



Phe Phe lie Phe 
15 

Trp Ser Leu Thr 
30 

Ser Ser Leu Gin 
45 

Ser Leu Leu Ser 

Gly Asp Phe Cys 
80 

Gly Trp Ser Arg 
95 



<210> 2997 
<211> 800 
<212> DNA 

<213> Homo sapiens 
<400> 2997 

actcagatgg gcaccatcag tgctagacaa 
60 

gagccatcca aagtgacatc tccagtggtc 
120 

acaaccatac ctgcttcctc tgagataaca 
180 

acccccacac caagggagac cagcacctcc 
240 

actgttcctt acaaggcact cactagtgcc 
300 

tcctctagca gaggacctag ccctgatcag 
360 

gtgatcacca ggctctctac ctcccccatc 
420 

acccaaacag ggtctcctgg ggctacatca 
480 

acttttatgt cagggaccca ctcaactgca 
540 

gctcttatga gtagaactcc tggagatgtg 
600 

cccgcctctg cctctttctc actggcttca 
660 

gcccattccc aaaaacctcc accttttttg 
720 



gaattctatt cctcttatcc aggcctccca 
acctcttcca ccataaaaga cattgtttct 
agaattgaga tggagtcaac atccaccctg 
caggagatcc actcagccac aaagccaagc 
acgattgagg actccatgac acaagtcatg 
tccacaatgt cacaagacat atccactgaa 
aagacagaat ctacagaaat gaccattacc 
aggggtaccc ttaccttgga cacttcaaca 
tctcaaagat tttcacactc acagatgacc 
ccatggctaa cccatccctc tggggaagag 
cctgtcttga cctcattttt ttcgtttttt 
gttcctgggc aaactttttc cctagggctg 
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gggaaaccca aaatgtgggg ccaacccaga actgaaacat tccccccaat ggacaacctt 
780 

tttgaaaagg gcccctttgc 
800 



<210> 2998 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 2998 

Thr Gin Met Gly Thr lie Ser Ala Arg Gin Glu Phe Tyr Ser Ser Tyr 

15 10 15 

Pro Gly Leu Pro Glu Pro Ser Lys Val Thr Ser Pro Val Val Thr Ser 

20 25 30 

Ser Thr lie Lys Asp lie Val Ser Thr Thr lie Pro Ala Ser Ser Glu 

35 40 45 

lie Thr Arg He Glu Met Glu Ser Thr Ser Thr Leu Thr Pro Thr Pro 

50 55 60 

Arg Glu Thr Ser Thr Ser Gin Glu He His Ser Ala Thr Lys Pro Ser 
65 70 75 80 

Thr Val Pro Tyr Lys Ala Leu Thr Ser Ala Thr He Glu Asp Ser Met 

85 90 95 

Thr Gin Val Met Ser Ser Ser Arg Gly Pro Ser Pro Asp Gin Ser Thr 

100 105 110 

Met Ser Gin Asp He Ser Thr Glu Val He Thr Arg Leu Ser Thr Ser 

115 120 125 

Pro lie Lys Thr Glu Ser Thr Glu Met Thr He Thr Thr Gin Thr Gly 

130 135 140 

Ser Pro Gly Ala Thr Ser Arg Gly Thr Leu Thr Leu Asp Thr Ser Thr 
145 150 155 160 

Thr Phe Met Ser Gly Thr His Ser Thr Ala Ser Gin Arg Phe Ser His 

165 170 175 

Ser Gin Met Thr Ala Leu Met Ser Arg Thr Pro Gly Asp Val Pro Trp 

180 185 190 

Leu Thr His Pro Ser Gly Glu Glu Pro Ala Ser Ala Ser Phe Ser Leu 

195 200 205 

Ala Ser Pro Val Leu Thr Ser Phe Phe Ser Phe Phe Ala His Ser Gin 

210 215 220 

Lys Pro Pro Pro Phe Leu Val Pro Gly Gin Thr Phe Ser Leu Gly Leu 
225 230 235 240 

Gly Lys Pro Lys Met Trp Gly Gin Pro Arg Thr Glu Thr Phe Pro Pro 

245 250 255 

Met Asp Asn Leu Phe Glu Lys Gly Pro Phe 
260 265 



<210> 2999 
<211> 550 
<212> DNA 

<213> Homo sapiens 



<400> 2999 

cccgggagct gtcacagccc agctgagtgt gcacatgctc ggggtagtgc tgacatgcca 
60 
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acccccttgc cactttggcc 
120 

tgaggggtgc actgaggaca 
180 

ctggtcacca tgaacagcag 
240 

acagtgaaga cccacctcca 
300 

cccagaaacc gcaagggcaa 
360 

ggacgaattg gcatgcactt 
420 

gagctgagcg gatatcagga 
480 

tctctgctga gagctgcaca 
540 

cagggtctcc 
550 



ccctccaggc tttgggcact 
gcccagtgct ggcctgcagg 
caggaggcag acaggctcct 
agccagggaa agcctgaagc 
cttgtggtgc ttttccctgg 
tctcccctct gaggcccata 
cgacaagctg cacagaggta 
tacaatggaa tgacctgcct 



gacaagcatg ggaaggaggc 
caccccttaa catgaacagc 
gggtggaaag aagctggtcc 
ctgggggatg ggtcgccagt 
gcccacccat ggccgcccat 
aaagcccctg ggctcagcca 
ctacccatac caaggcctcc 
gtagagagag cttcccactc 



<210> 3000 
<211> 167 
<212> PRT 

<213> Homo sapiens 
<400> 3000 

Met Cys Ser Ser Gin Gin Arg Gly Gly Leu Gly Met Gly Ser Thr Ser 

1 5 10 15 

Val Gin Leu Val Val Leu lie Ser Ala Gin Leu Trp Leu Ser Pro Gly 

20 25 30 

Ala Phe Met Gly Leu Arg Gly Glu Lys Val His Ala Asn Ser Ser Met 

35 40 45 

Gly Gly His Gly Trp Ala Gin Gly Lys Ala Pro Gin Val Ala Leu Ala 

50 55 60 

Val Ser Gly Thr Gly Asp Pro Ser Pro Arg Leu Gin Ala Phe Pro Gly 
65 70 75 80 

Leu Glu Val Gly Leu His Cys Gly Pro Ala Ser Phe His Pro Gly Ala 

85 90 95 

Cys Leu Pro Pro Ala Ala Val His Gly Asp Gin Ala Val His Val Lys 

100 105 110 

Gly Cys Leu Gin Ala Ser Thr Gly Leu Ser Ser Val His Pro Ser Ala 

115 120 125 

Ser Phe Pro Cys Leu Ser Val Pro Lys Ala Trp Arg Gly Pro Lys Trp 

130 135 140 

Gin Gly Gly Trp His Val Ser Thr Thr Pro Ser Met Cys Thr Leu Ser 
145 150 155 160 

Trp Ala Val Thr Ala Pro Gly 
165 



<210> 3001 

<211> 1092 

<212> DNA 

<213> Homo sapiens 



<400> 3001 
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agatctttgt gaggcctgaa tgaaatggcc 
60 

aatagctctg cctggctgag tttgaaaggt 
120 

gaagtacaga ggttgagccc ctatgtatgc 
180 

ccttgctcag ctcaccagtg tttcttctat 
240 

actgaggcat ccagcccagc tcaggccctg 
300 

ggcaagggat acagaacaca gtgctctcac 
360 

gagagaagct gaggcggaac tgcactatct 
420 

tcgtgtgtgc agacaaagag agccagctgg 
48 0 

atgagggcaa gtgggacaac tgcctttctg 
540 

cttcctcccc agagaacact tgccctcgag 
600 

actccatcac atcccaggac atcctaatgg 
660 

gctacaagtg cgtggcctgc tgccgcatgt 
720 

tcaagagggg cttcagggag ggcttcagct 
780 

tctggagcaa ggagcagaag gcccggctgg 
840 

ccttcaatag tcctgctgaa caccttaggc 
900 

agagagatgc caataaagtt agtcacagcc 
960 

cctgctgtcc ttcccagaac ccggctctca 
1020 

ccaggcacac accctcccct ttctctcttt 
1080 

aaaatcaaaa aa 
1092 



ccattcagaa ttccccagga tgtcatccat 
cactgttctg tttcagcgtt gagatgcctt 
ctgggggagt cccagaaagt ggaatcccaa 
aacccagaca ttgcaaagac agcagtaccc 
ccacccnnca gtaccaaagc atcattgtca 
cagactgcag cttgggggac acccagcacg 
accggccctg gttctccccc tacagctact 
aggcctatga cttcccagag gtgcagcagg 
aggacatggc tgagaacatc tgttcgtcct 
aagccaccaa gaaatccagg catggcctgg 
cttccaggtg gcacccagca cagcagaatg 
accccaccct ggacttcctc aagagccaca 
gcaaggtgta ctaccgcaag ctcaaagccc 
gagacaggct ctcctccggc agctgccagg 
aaattggcgg tgaagcctac ttatgtctct 
ttctgtccag tctgaggtca ccccgcacag 
tcacctttgg ctaatggttg cctagcaaca 
taaaaataaa gacaatactt gaagtttggg 



<210> 3002 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 3002 

Met Ala Pro Phe Arg lie Pro Gin 

1 5 
Trp Leu Ser Leu Lys Gly His Cys 
20 

Glu Val Gin Arg Leu Ser Pro Tyr 

35 40 
Val Glu Ser Gin Pro Cys Ser Ala 

50 55 
Asp He Ala Lys Thr Ala Val Pro 



Asp Val lie His Asn Ser Ser Ala 

10 15 
Ser Val Ser Ala Leu Arg Cys Leu 
25 30 
Val Cys Leu Gly Glu Ser Gin Lys 
45 

His Gin Cys Phe Phe Tyr Asn Pro 
60 

Thr Glu Ala Ser Ser Pro Ala Gin 
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65 70 
Ala Leu Pro Pro Xaa Ser Thr Lys 
85 

Arg Thr Gin Cys Ser His Gin Thr 
100 

Glu Arg Ser 
115 



75 80 
Ala Ser Leu Ser Gly Lys Gly Tyr 

90 95 
Ala Ala Trp Gly Thr Pro Ser Thr 
105 110 



<210> 3003 

<211> 474 

<212> DNA 

<213> Homo sapiens 



<400> 3003 

gcgcgccatg gagccccggg cggttgcaga agccgtggag acgggtgagg aggatgtgat 
60 

tatggaagct ctgcggtcat acaaccagga gcactcccag agcttcacgt ttgatgatgc 
120 

ccaacaggag gaccggaaga gactggcgga gctgctggtc tccgtcctgg aacagggctt 
180 

gccaccctcc caccgtgtca tctggctgca gagtgtccga atcctgtccc gggaccgcaa 
240 

ctgcctggac ccgttcacca gccgccagag cctgcaggca ctagcctgct atgctgacat 
300 

ctctgtctct gaggggtccg tcccagagtc cgcagacatg gatgttgtac tggagtccct 
360 

caagtgcctg tgcaacctcg tgctcagcag ccctgtggca cagatgctgg cagcagaggc 
420 

ccgcctagtg gtgaagctca cagagcgtgt ggggctgtac cgtgagagga gctc 
474 

<210> 3004 

<211> 155 

<212> PRT 

<213> Homo sapiens 



<400> 3004 

Met Glu Pro Arg Ala Val Ala Glu Ala Val Glu Thr Gly Glu Glu Asp 

15 10 15 

Val lie Met Glu Ala Leu Arg Ser Tyr Asn Gin Glu His Ser Gin Ser 

20 25 30 

Phe Thr Phe Asp Asp Ala Gin Gin Glu Asp Arg Lys Arg Leu Ala Glu 

35 40 45 

Leu Leu Val Ser Val Leu Glu Gin Gly Leu Pro Pro Ser His Arg Val 

50 55 60 

He Trp Leu Gin Ser Val Arg He Leu Ser Arg Asp Arg Asn Cys Leu 
65 70 75 80 

Asp Pro Phe Thr Ser Arg Gin Ser Leu Gin Ala Leu Ala Cys Tyr Ala 

85 90 95 

Asp He Ser Val Ser Glu Gly Ser Val Pro Glu Ser Ala Asp Met Asp 

100 105 HO 

Val Val Leu Glu Ser Leu Lys Cys Leu Cys Asn Leu Val Leu Ser Ser 

115 120 125 

Pro Val Ala Gin Met Leu Ala Ala Glu Ala Arg Leu Val Val Lys Leu 
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130 135 140 

Thr Glu Arg Val Gly Leu Tyr Arg Glu Arg Ser 
145 150 155 



<210> 3005 

<211> 799 

<212> DNA 

<213> Homo sapiens 



<400> 3005 
gtgcacagcg 
60 

gacaacagtg 
120 

ccaggcctcg 
180 

cagggctgga 
240 

aacacgggct 
300 

ctgccagcca 
360 

gcccatggct 
420 

gaccgcggcg 
480 

gtggaccgcg 
540 

ggcgagaacg 
600 

ccctgctccc 
660 

tactacgcca 
720 

cacgtgtaca 
780 

tctgagaggc 
799 



tggtcaacca 
acaacgtgga 
tgaagattgt 
aggcggccac 
gggccgagcc 
tcgacaacat 
acaactgggg 
acgagtcagc 
agtacttcgg 
tagaactggg 
gcgtggccca 
agcgcaacgc 
tggcctggaa 
tggccctgc 



cacgccctcc 
actcaagttc 
ccgcaacagc 
cgccccagtc 
cgcactgtcg 
caagtacagc 
cctctggtgc 
acccatcagg 
agacattggg 
catgagggtg 
catcgagcgc 
cctgcgcacc 
catccccatg 



cagctcctca 
aatctggacc 
cggcgggaag 
gtcggcttct 
cggatccgag 
acgtttgagg 
atgtacatca 
accccagcca 
ctgctggacc 
tggcagtgtg 
accaggaagc 
gccgaggtgt 
tcgaacccag 



aggaggtcat 
agtacgtcaa 
gactgatccg 
ttgatgccca 
aggaccggcg 
tgcagcagta 
tccccccgca 
tgatcggctg 
ccggcatgga 
gcggcagcat 
cctacaacaa 
ggatggatga 
gggtggactt 



cctggtggac 
caagcggtac 
cgcgcggctg 
cgtcgagttc 
tcgcatcgtg 
tgcgaacgcc 
ggactggctg 
ctccttcgta 
ggtgtatggc 
ggaggtgctg 
cgacattgac 
cttcaagtcc 
cggggacgtg 



<210> 3006 

<211> 266 

<212> PRT 

<213> Homo sapiens 



<400> 3006 

Val His Ser Val Val Asn His Thr 

1 5 
lie Leu Val Asp Asp Asn Ser Asp 
20 

Asp Gin Tyr Val Asn Lys Arg Tyr 

35 40 
Asn Ser Arg Arg Glu Gly Leu lie 

50 55 
Ala Ala Thr Ala Pro Val Val Gly 



Pro Ser Gin Leu Leu Lys Glu Val 

10 15 

Asn Val Glu Leu Lys Phe Asn Leu 

25 30 

Pro Gly Leu Val Lys lie Val Arg 
45 

Arg Ala Arg Leu Gin Gly Trp Lys 
60 

Phe Phe Asp Ala His Val Glu Phe 
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65 

Asn Thr Gly Trp 

Arg Arg lie Val 
100 

Glu Val Gin Gin 
115 

Trp Cys Met Tyr 
130 

Glu Ser Ala Pro 
145 

Val Asp Arg Glu 

Glu Val Tyr Gly 
180 

Cys Gly Gly Ser 
195 

Glu Arg Thr Arg 
210 

Arg Asn Ala Leu 
225 

His Val Tyr Met 

Phe Gly Asp Val 
260 



70 

Ala Glu Pro Ala 
85 

Leu Pro Ala lie 

Tyr Ala Asn Ala 
120 

lie lie Pro Pro 
135 

lie Arg Thr Pro 
150 

Tyr Phe Gly Asp 
165 

Gly Glu Asn Val 

Met Glu Val Leu 
200 

Lys Pro Tyr Asn 
215 

Arg Thr Ala Glu 
230 

Ala Trp Asn lie 
245 

Ser Glu Arg Leu 



75 

Leu Ser Arg lie 
90 

Asp Asn lie Lys 
105 

Ala His Gly Tyr 

Gin Asp Trp Leu 
140 

Ala Met He Gly 
155 

He Gly Leu Leu 
170 

Glu Leu Gly Met 
185 

Pro Cys Ser Arg 

Asn Asp He Asp 
220 

Val Trp Met Asp 
235 

Pro Met Ser Asn 

250 
Ala Leu 
265 



80 

Arg Glu Asp Arg 
95 

Tyr Ser Thr Phe 
110 

Asn Trp Gly Leu 
125 

Asp Arg Gly Asp 

Cys Ser Phe Val 
160 

Asp Pro Gly Met 
175 

Arg Val Trp Gin 
190 

Val Ala His lie 
205 

Tyr Tyr Ala Lys 

Asp Phe Lys Ser 
240 

Pro Gly Val Asp 
255 



<210> 3007 
<211> 536 
<212> DNA 

<213> Homo sapiens 
<400> 3007 

cttaagagag gttgcaatgt gaatgataga 
60 

tatacctgca aatctggagc tcatggtatt 
120 

actcagctta ttgacctggg agcagacatt 
180 

gctttgcatt atgctgctta ttttgatgtc 
240 

tcgaaaccaa aagatgtgga tgccccttgc 
300 

attgcagcat acaacttgtg tgcaggtgct 
360 

cctgcattta ggaatgacaa aggacagatc 
420 

atgccgttag agatggctga cgccgcagcc 
480 

gatgcggtgc ctctgtcatg taacatctca 
536 



gatggattga cagatatgac tcttttacat 
ggtgatgtgg aaacagctgt aaaatttgca 
agtttgcgga gtcgctggac aaacatgaat 
cctgaactta taagagtgat tttgaaaaca 
agtgatttta attttggaac agctttgcat 
gtgaagtgcc tcttggagca gggagcaaat 
cctgctgatg ttgttccaga cccagtagat 
actgctaagg aaatcaagca gatgcttcta 
aaggccatgc tccccccttc acgcgt 



<210> 3008 
<211> 163 
<212> PRT 
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<213> Homo sapiens 
<400> 3008 

Met Thr Leu Leu His Tyr Thr Cys Lys Ser Gly Ala His Gly lie Gly 

15 10 15 

Asp Val Glu Thr Ala Val Lys Phe Ala Thr Gin Leu lie Asp Leu Gly 

20 25 30 

Ala Asp lie Ser Leu Arg Ser Arg Trp Thr Asn Met Asn Ala Leu His 

35 40 45 

Tyr Ala Ala Tyr Phe Asp Val Pro Glu Leu lie Arg Val He Leu Lys 

50 55 60 

Thr Ser Lys Pro Lys Asp Val Asp Ala Pro Cys Ser Asp Phe Asn Phe 
65 70 75 80 

Gly Thr Ala Leu His He Ala Ala Tyr Asn Leu Cys Ala Gly Ala Val 

85 90 95 

Lys Cys Leu Leu Glu Gin Gly Ala Asn Pro Ala Phe Arg Asn Asp Lys 

100 105 110 

Gly Gin He Pro Ala Asp Val Val Pro Asp Pro Val Asp Met Pro Leu 

115 120 125 

Glu Met Ala Asp Ala Ala Ala Thr Ala Lys Glu He Lys Gin Met Leu 

130 135 140 

Leu Asp Ala Val Pro Leu Ser Cys Asn He Ser Lys Ala Met Leu Pro 
145 150 155 160 

Pro Ser Arg 



<210> 3009 
<211> 1335 
<212> DNA 

<213> Homo sapiens 
<400> 3009 

nnacgcgtca gtctggaaag ggcacttata agagctacca gctgccctgt tggcttcgct 
60 

ggtcggatcg tcctcctggc cccgccaaac aggcgggggg agcggccccg actgtggggc 
120 

catggcagta gtctcctcgt tctccgccgc cgctagccta gctgagtcgc cggcttctgc 
180 

gctaggggct cccaccgcct ccgcaggcta aggagccgct gccaccaacg agctgtgagg 
240 

gttactatgc tccctctttg ccgccgtctc ctcctcttgc ccgcgcaggc acccctctgg 
300 

ctgctcagtc ctgcctcagt gtcaaaccag aagagaagta aaattcaaca aaaatttatg 
360 

tgtggagttc cttcttaaaa gaagaaaaaa gtgattattt agactatgga tcggagcaaa 
420 

cggaattcaa ttgcaggatt tcctccacgt gtggagcgtc ttgaagagtt tgaaggaggt 
480 

ggtggaggag aaggaaatgt gagccaggtg ggaagagttt ggccatcttc gtatcgagct 
540 

cttataagtg ccttttccag actgacgcgt ttggatgatt tcacctgtaa aaaaataggg 
600 

tctggcttct tttctgaagt gttcaaggta cgacaccgag cttctggtca ggtgatggct 
660 
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cttaagatga acacattgag cagtaaccgg gcaaacatgc tgaaagaagt acagctcatg 
720 

aatagactct cccatcccaa catccttagg ttcatgggtg tatgtgttca tcaaggacaa 
780 

ttgcatgcac ttacagagta tatcaactcc gggaacctgg aacagttgct agacagtaac 
840 

ctgcatttgc cttggactgt gagggtaaaa ctggcctatg acatagcagt gggcctcagc 
900 

taccttcact tcaaaggcat ttttcatcgg gacctcacat ctaagaactg cctgataaag 
960 

agggatgaga atggttactc tgcagtggta gctgactttg gcctggctga gaagatcccc 
1020 

gatgtcagca tggggagtga gaagctggcc gtggtgggtt ccccattctg gatggcacct 
1080 

gaggttctcc gagatgagcc ctataatgaa aaggcagatg tgttctctta tggtatcatc 
1140 

ctctgcgaga tcatcgtccg catccaggcc gatccggact atcttccccg cacagagaat 
1200 

ttcgggctgg actatgatgc tttccagcac atggtgggag actgtccccc agattttctg 
1260 

caacttactt tcaactgctg taacgtgagt gtctttctcc ctctgccttt catcaggggc 
1320 

tggctgaacc ctttt 
1335 

<210> 3010 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 3010 

Met Asp Arg Ser Lys Arg Asn Ser lie Ala Gly Phe Pro Pro Arg Val 

15 10 15 

Glu Arg Leu Glu Glu Phe Glu Gly Gly Gly Gly Gly Glu Gly Asn Val 

20 25 30 

Ser Gin Val Gly Arg Val Trp Pro Ser Ser Tyr Arg Ala Leu lie Ser 

35 40 45 

Ala Phe Ser Arg Leu Thr Arg Leu Asp Asp Phe Thr Cys Lys Lys lie 

50 55 60 

Gly Ser Gly Phe Phe Ser Glu Val Phe Lys Val Arg His Arg Ala Ser 
65 70 75 80 

Gly Gin Val Met Ala Leu Lys Met Asn Thr Leu Ser Ser Asn Arg Ala 

85 90 95 

Asn Met Leu Lys Glu Val Gin Leu Met Asn Arg Leu Ser His Pro Asn 

100 105 110 

He Leu Arg Phe Met Gly Val Cys Val His Gin Gly Gin Leu His Ala 

115 120 125 

Leu Thr Glu Tyr He Asn Ser Gly Asn Leu Glu Gin Leu Leu Asp Ser 

130 135 140 

Asn Leu His Leu Pro Trp Thr Val Arg Val Lys Leu Ala Tyr Asp He 
145 150 155 160 

Ala Val Gly Leu Ser Tyr Leu His Phe Lys Gly He Phe His Arg Asp 

165 170 175 

Leu Thr Ser Lys Asn Cys Leu lie Lys Arg Asp Glu Asn Gly Tyr Ser 
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180 185 190 

Ala Val Val Ala Asp Phe Gly Leu Ala Glu Lys lie Pro Asp Val Ser 

195 200 205 

Met Gly Ser Glu Lys Leu Ala Val Val Gly Ser Pro Phe Trp Met Ala 

210 215 220 

Pro Glu Val Leu Arg Asp Glu Pro Tyr Asn Glu Lys Ala Asp Val Phe 
225 230 235 240 

Ser Tyr Gly lie lie Leu Cys Glu He He Val Arg He Gin Ala Asp 

245 250 255 

Pro Asp Tyr Leu Pro Arg Thr Glu Asn Phe Gly Leu Asp Tyr Asp Ala 

260 265 270 

Phe Gin His Met Val Gly Asp Cys Pro Pro Asp Phe Leu Gin Leu Thr 

275 280 285 

Phe Asn Cys Cys Asn Val Ser Val Phe Leu Pro Leu Pro Phe He Arg 

290 295 300 

Gly Trp Leu Asn PrjpPhe 
305 310 



<210> 3011 

<211> 3253 

<212> DNA 

<213> Homo sapiens 



<400> 3011 
nncgaggcgg 
60 

gcacgcggcc 
120 

gacaccatga 
180 

ccggatgagc 
240 

ggcctggacg 
300 

cgcctcaaga 
360 

cccgccaccc 
420 

tacacgccca 
480 

actcccagca 
540 

tctcccccag 
600 

agcccggcca 
660 

taccaggtgc 
720 

gacacacgca 
780 

gggcagggct 
840 

cacctgctgg 
900 



cagctgcgcg 
cgggcagctc 
accacctgaa 
tctccttccg 
gctggtggct 
tcttggtggg 
cggcccagcc 
tgctccccaa 
aggctcagca 
ccaagcagac 
cagacctgta 
caccttctgc 
gctgggaggg 
atgtatacga 
ccccggggcc 



gcggcaccgg 
ggtgtgcgcc 
cgtgctggcc 
caagggtgac 
ctgctcgctg 
catgtatgat 
tcagcctggc 
cacctaccag 
aggcctctac 
atccaccttc 
ccaggtgccc 
cgggatgggg 
cacgaagccc 
ggccgcccag 
acaggacatc 



ggcggctgcg 
cccgcgagag 
aaagcgctct 
atcatgacgg 
catgggcgcc 
aagaagccag 
ctccatgccc 
ccccagccag 
caagtcccgg 
tcgaagcaga 
ccagggcctg 
catgacatct 
ccggcaaagg 
ccggagcagg 
tatgatgtgc 



gcgcgctcgg 
ccggggcccc 
atgacaatgt 
tgctggagca 
agggcatcgt 
cagggcctgg 
cagcgcctcc 
acagcgtcta 
gtcccagccc 
caccccatca 
gaggccctgc 
accaggtccc 
tggtggtgcc 
acgagtacga 
ccccggttcg 



agccccgagg 
aggcccgccg 
ggccgagtcc 
ggacacgcag 
gcctgggaac 
ctccggccct 
ggcctcccag 
cctggtgccc 
tcagttccag 
cccgtttccc 
ccaggatatt 
cccgtccatg 
cacccgcgtg 
catcccgcga 
ggggctgctt 
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cccagccagt atggccagga ggtgtatgac 
960 

ggccgagacc cgttgctgga ggtgtatgac 
1020 

ccgtccaacc accacgcagt ctacgacgtt 
1080 

ggcccactgc tgcgtgagga gacctacgat 
1140 

tttgacccgg cccgcacccc actggtactg 
1200 

gaggacgtgt attacgtgcc gcccccggct 
1260 

cggcggcctg gcccgggcac cctgtacgat 
1320 

gtggctgatg gtggcgtggt cgacagtggt 
1380 

gaagccccgg cagagggcaa gcgcctgtcg 
1440 

cagtctgcgt cctccttgga ggtggcaggg 
1500 

gctgtggagg ccctggcacg gctgcagcag 
1560 

gacctggcag gcagcgccgg tgcgactgga 
1620 

ccgctggtgc aggacctgca ggctgctgtg 
1680 

ttggagtttg cccgcagcgc ggtgggcaat 
1740 

gccaagctta gccggcagct gcagaagatg 
1800 

ggtcaggccc tcgacgctgg ccggggaggc 
1860 

ctggtggcct gctcgcgggc tgtgcccgag 
1920 

ggcaatgcct cactgctctt cagacggacc 
1980 

ggcaccctgc accccaaccc cactgacaag 
2040 

tcacccccta agttcacctc ccaggactcg 
2100 

ggctggatgg aggactatga ctacgtccac 
2160 

cagaaggagc tgctggaaaa gggcaacatc 
2220 

cagcagctga agcagtttga acgactggaa 
2280 

ctggccaact ggacgccagc ccaacccctg 
2340 

tcggaccggc agctgctgct cttctacctg 
2400 

accaacgccg tggacgcctt ctttaccgcc 
2460 

gtggcgcaca gcaagttcgt catcctcagc 
2520 



acacccccca tggctgtcaa gggtcccaat 
gtgcccccca gtgtggagaa gggcctgcca 
cctccatcgg tgagcaagga tgtgcccgat 
gtgccccccg ccttcgccaa ggccaagccc 
ggtgcgcccc ctccagactc cccgccggcc 
cctgacctct acgacgtgcc ccctggcttg 
gtgccccgtg aacgggtgct tcctcctgag 
gtgtatgcgg tgcctccccc agctgaacgt 
gcctccagca ccggcagcac acgcagcagc 
ccgggccggg aacccctgga gctggaagtt 
ggtgtgagcg ccaccgttgc ccaccttctg 
ggctggcgta gcccctctga gccacaggag 
gccgccgtcc agagtgccgt ccacgagctg 
gctgcccaca catctgaccg tgccctgcat 
gaggacgtgc accagacgct ggtggcacat 
tctggagcca cccttgagga cctggaccgg 
gacgccaagc agctggcctc ctttctgcac 
aaggccactg ccccggggcc tgaggggggt 
accagcagca tccagtcacg acccctgccc 
ccagatgggc agtacgagaa cagcgagggg 
ctacagggga aggaggaatt tgagaagacc 
acgcggcagg gcaagagcca gctggagttg 
caggaggtgt cacggcccat agaccacgac 
gccccggggc gaacaggcgg cctggggccc 
gagcagtgtg aggccaacct gaccacactg 
gtggccacca accagccgcc caagatcttt 
gcccacaagc tggtgttcat cggggacaca 
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ctgtcacggc aggccaaggc 
2580 

ctgtgcgacc tcctgcgcgg 
2640 

tcgccttccg cggcccagga 
2700 

cagttccgcc gcgtcctagg 
"2760 

ggcaggggag gggtgcggcg 
2820 

acaggcttag ggacaggacc 
2880 

tctgtatata tttatggccg 
2940 

aggggccggc cagtggcctt 
3000 

gggctggagt gtgagggtcc 
3060 

tggtcccacg agggtgccgt 
3120 

ctttccagga gaagaacctg 
3180 

aagagtctcc atttaaataa 
3240 

aaaaaaaaaa aaa 
3253 



tgctgacgtg cgcagccagg 
catcgtggcc accaccaagg 
catggtggag agggtcaagg 
ccagctggca gccgcctgag 
gtcccagctc cctggctccc 
ccagctctgc gtcggtcctg 
ggcagggtgt ggggccatgc 
ccccagcatg caccacgggc 
tgcagcctgc aggacctcgt 
gtcccctgac agggccagtg 
aagaactatt tttcgttatt 
agtttttaaa aggaaaaaaa 



tgacccacta cagcaacctg 
ccgctgcctt gcagtaccca 
agctgggcca cagcacccag 
ggtggtgacc ccaggaggga 
atgtcaagag tcgctgtgcc 
gtgccctgga tgcccaggaa 
ctcctcagga gccgaagccc 
ccgggttggg tcaccagacg 
gccaccccga gggctgagcc 
cagtttggtg tgtcctccgc 
ggttttccaa tcatttgact 
aaaaaaaaaa aaaaaaaaaa 



<210> 3012 

<211> 870 

<212> PRT 

<213> Homo sapiens 



<400> 3012 

Met Asn His Leu Asn Val Leu Ala Lys Ala Leu Tyr Asp Asn Val Ala 

15 10 15 

Glu Ser Pro Asp Glu Leu Ser Phe Arg Lys Gly Asp lie Met Thr Val 

20 25 30 

Leu Glu Gin Asp Thr Gin Gly Leu Asp Gly Trp Trp Leu Cys Ser Leu 

35 40 45 

His Gly Arg Gin Gly He Val Pro Gly Asn Arg Leu Lys He Leu Val 

50 55 60 

Gly Met Tyr Asp Lys Lys Pro Ala Gly Pro Gly Ser Gly Pro Pro Ala 
65 70 75 80 

Thr Pro Ala Gin Pro Gin Pro Gly Leu His Ala Pro Ala Pro Pro Ala 

85 90 95 

Ser Gin Tyr Thr Pro Met Leu Pro Asn Thr Tyr Gin Pro Gin Pro Asp 

100 105 HO 

Ser Val Tyr Leu Val Pro Thr Pro Ser Lys Ala Gin Gin Gly Leu Tyr 

115 120 125 

Gin Val Pro Gly Pro Ser Pro Gin Phe Gin Ser Pro Pro Ala Lys Gin 

130 135 140 

Thr Ser Thr Phe Ser Lys Gin Thr Pro His His Pro Phe Pro Ser Pro 
145 150 155 160 

Ala Thr Asp Leu Tyr Gin Val Pro Pro Gly Pro Gly Gly Pro Ala Gin 
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165 170 175 

Asp He Tyr Gin Val Pro Pro Ser Ala Gly Met Gly His Asp lie Tyr 

180 185 190 

Gin Val Pro Pro Ser Met Asp Thr Arg Ser Trp Glu Gly Thr Lys Pro 

195 200 205 

Pro Ala Lys Val Val Val Pro Thr Arg Val Gly Gin Gly Tyr Val Tyr 

210 215 220 

Glu Ala Ala Gin Pro Glu Gin Asp Glu Tyr Asp He Pro Arg His Leu 
225 230 235 240 

Leu Ala Pro Gly Pro Gin Asp He Tyr Asp Val Pro Pro Val Arg Gly 

245 250 255 

Leu Leu Pro Ser Gin Tyr Gly Gin Glu Val Tyr Asp Thr Pro Pro Met 

260 265 270 

Ala Val Lys Gly Pro Asn Gly Arg Asp Pro Leu Leu Glu Val Tyr Asp 

275 280 285 

Val Pro Pro Ser Val Glu lys Gly Leu Pro Pro Ser Asn His His Ala 

290 295 300 

Val Tyr Asp Val Pro Pro Ser Val Ser Lys Asp Val Pro Asp Gly Pro 
305 310 315 320 

Leu Leu Arg Glu Glu Thr Tyr Asp Val Pro Pro Ala Phe Ala Lys Ala 

325 330 335 

Lys Pro Phe Asp Pro Ala Arg Thr Pro Leu Val Leu Gly Ala Pro Pro 

340 345 350 

Pro Asp Ser Pro Pro Ala Glu Asp Val Tyr Tyr Val Pro Pro Pro Ala 

355 360 365 

Pro Asp Leu Tyr Asp Val Pro Pro Gly Leu Arg Arg Pro Gly Pro Gly 

370 375 380 

Thr Leu Tyr Asp Val Pro Arg Glu Arg Val Leu Pro Pro Glu Val Ala 
385 390 395 400 

Asp Gly Gly Val Val Asp Ser Gly Val Tyr Ala Val Pro Pro Pro Ala 

405 410 415 

Glu Arg Glu Ala Pro Ala Glu Gly Lys Arg Leu Ser Ala Ser Ser Thr 

420 425 430 

Gly Ser Thr Arg Ser Ser Gin Ser Ala Ser Ser Leu Glu Val Ala Gly 

435 440 445 

Pro Gly Arg Glu Pro Leu Glu Leu Glu Val Ala Val Glu Ala Leu Ala 

450 455 460 

Arg Leu Gin Gin Gly Val Ser Ala Thr Val Ala His Leu Leu Asp Leu 
465 470 475 480 

Ala Gly Ser Ala Gly Ala Thr Gly Gly Trp Arg Ser Pro Ser Glu Pro 

485 490 495 

Gin Glu Pro Leu Val Gin Asp Leu Gin Ala Ala Val Ala Ala Val Gin 

500 505 510 

Ser Ala Val His Glu Leu Leu Glu Phe Ala Arg Ser Ala Val Gly Asn 

515 520 525 

Ala Ala His Thr Ser Asp Arg Ala Leu His Ala Lys Leu Ser Arg Gin 

530 535 540 

Leu Gin Lys Met Glu Asp Val His Gin Thr Leu Val Ala His Gly Gin 
545 550 555 560 

Ala Leu Asp Ala Gly Arg Gly Gly Ser Gly Ala Thr Leu Glu Asp Leu 

565 570 575 

Asp Arg Leu Val Ala Cys Ser Arg Ala Val Pro Glu Asp Ala Lys Gin 

580 585 590 

Leu Ala Ser Phe Leu His Gly Asn Ala Ser Leu Leu Phe Arg Arg Thr 
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595 




600 






605 








Ljy o 


Mia 


i in 


nl a 
e\±. d 


Pro Gly Pro Glu Gly Gly Gly Thr 


Leu 


His 


Pro 


Asn 




610 






615 




620 












Thr 




Lys 


Thr Ser Ser lie Gin 


Ser 


Arg Pro 


Leu 


Pro 


Ser 


Pro 










630 




635 








640 






Ph*» 


Th-r 

X 11J- 


Ser Gin Asp Ser Pro Asp Gly Gin 


Tvr 


Glu 


Asn 


Ser 










645 


650 








655 




vaiU 


Pi v 

ijj-y 


uiy 


irp 


Met Glu Asp Tyr Asp Tyr 


Val His 


Leu 


Gin 


Glv 


Lvs 








660 


665 








670 






VjXU 






pi ii 

ulU 


Lys Thr Gin Lys Glu 


Leu 


Leu Glu 


Lys 


Glv 


Asn 


He 






O / J 




680 






685 








i hit 


Arg 






Lys Ser Gin Leu Glu 


Leu 


Gin Gin 


Leu 


Lys 


Gin 


Phe 










695 




700 










\j J.U. 


Arg 


Leu 


ol U 


Gin Glu Val Ser Arg 


Pro 


He Asp 


His 


Asp 


Leu 


Ala 


7fl K 








710 




715 








720 


Asn 


Trp 


Tnr 


Pro 


Ala Gin Pro Leu Ala 


Pro Gly Arg 


Thr 


Glv 


Glv 


Leu 










725 


730 








735 




Gly 


Pro 


Ser 


Asp 


Arg Gin Leu Leu Leu 


Phe 


Tyr Leu 


VJlU 


Gin 


v_y & 


Glu 








74 fl 


745 








750 








Asn 


Leu 


inr 


Thr Leu Thr Asn Ala Val Asp Ala 


Phe 


Phe 


Thr 


Ala 






7 1; 




760 






765 








vai 


Ala 


rpl_ -v- 

inr 


Asn 


Gin Pro Pro Lys lie 


Phe 


Val Ala 


His 


Ser 


Lys 


Phe 




1 f \J 






775 




780 










vai 


lie 


Leu 


Ser 


Ala His Lys Leu Val 


Phe 


He Gly 


Asp 


Thr 


Leu 


Ser 


785 








790 




795 








800 


Arg 


Gin 


Ala 


Lys 


Ala Ala Asp Val Arg 


Ser 


Gin Val 


Thr 


His 


Tyr 


Ser 










805 


810 








815 




Asn 


Leu 


Leu 


Cys 


Asp Leu Leu Arg Gly 


He 


Val Ala 


Thr 


Thr 


Lys 


Ala 








820 


825 








830 






Ala 


Ala 


Leu 


Gin 


Tyr Pro Ser Pro Ser 


Ala 


Ala Gin 


Asp 


Met 


Val 


Glu 






835 




840 






845 








Arg 


Val 


Lys 


Glu 


Leu Gly His Ser Thr 


Gin 


Gin Phe 


Arg 


Arg 


Val 


Leu 




850 






855 




860 










Gly 


Gin 


Leu 


Ala 


Ala Ala 















865 870 

<210> 3013 
<211> 248 
<212> DNA 

<213> Homo sapiens 
<400> 3013 

nnacgcgtga aggggacagt cgtgatcttt gacgaagctc acaacgtgga gaagatgtgt 
60 

gaagaategg catcctttga cctgactccc catgacctgg cttcaggact ggaegtcata 
120 

gaccaggtgc tggaggagca gaccaaggca gegcagcagg ctgggtgggg cctcctcctt 
180 

gcgaggaggt gggtggcacc tcctcgaccc acagtgatcc tgctgcgcct ggaaggggee 
240 

ategatge 
248 

<210> 3014 
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<211> 82 
<212> PRT 

<213> Homo sapiens 



<400> 3014 

Xaa Arg Val Lys Gly Thr Val Val 

1 5 
Glu Lys Met Cys Glu Glu Ser Ala 
20 

Leu Ala Ser Gly Leu Asp Val lie 

35 40 
Lys Ala Ala Gin Gin Ala Gly Trp 

50 55 
Val Ala Pro Pro Arg Pro Thr Val 
65 70 
lie Asp 



lie Phe Asp Glu Ala His Asn Val 

10 15 
Ser Phe Asp Leu Thr Pro His Asp 
25 30 
Asp Gin Val Leu Glu Glu Gin Thr 
45 

Gly Leu Leu Leu Ala Arg Arg Trp 
60 

lie Leu Leu Arg Leu Glu Gly Ala 
75 80 



<210> 3015 

<211> 438 

<212> DNA 

<213> Homo sapiens 



<400> 3015 

ntgtatctct cctgtgtctt cacccaaaaa 
60 

gaagacggcc ccaaggcatt ctgggggagg 
120 

ccggagaagc attttcacaa ctaaacttga 
180 

ggaagatggg gtgaaccatc cctcctggga 
240 

aaagctgcca ggggggcttg cggggggggg 
300 

tttggtggaa gatgtttgga aactctggta 
360 

cttctgcttg cccatctgca gcagttcctg 
420 

tgcaacagca acgggcta 
438 



atgaaaacag ctattaaaca tacctggcct 
gaatggaaag ctgcccaaca catctggtat 
cctgacccag ctgcacggtg actggctcca 
ccctgtgaca aaaggcaaaa gctcttgggc 
gtgtgcgggt gacattgtga tttggtagac 
ttgagggcca acagcacgtg ctcatgtggc 
cgacctggga ggtgggcgag catccacagg 



<210> 3016 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 3016 

Met Ser Thr Cys Cys Trp Pro Ser lie Pro Glu Phe Pro Asn lie Phe 

15 10 15 

His Gin Ser Leu Pro Asn His Asn Val Thr Arg Thr Pro Pro Pro Arg 

20 25 30 

Lys Pro Pro Trp Gin Leu Cys Pro Arg Ala Phe Ala Phe Cys His Arg 

35 40 45 

Val Pro Gly Gly Met Val His Pro He Phe Leu Glu Pro Val Thr Val 
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50 55 60 

Gin Leu Gly Gin Val Lys Phe Ser Cys Glu Asn Ala Ser Pro Asp Thr 
65 70 75 80 

Arg Cys Val Gly Gin Leu Ser lie Pro Ser Pro Arg Met Pro Trp Gly 

85 90 95 

Arg Leu Gin Ala Arg Tyr Val 
100 



<210> 3017 

<211> 4796 

<212> DNA 

<213> Homo sapiens 



<400> 3017 

ncgaaaaccc ggagcagctg cgtacgctca tggacagtcc tccgaggggc gaagccgggc 

agctgggcat gctcagtagc tgggggaggt ttgggtggag agtagaaagc tgtggctctg 

120 

cctctcatcc cctcccgctg gcccccgccc cccttgcccc tacccagcca gcagtagttc 
180 

cccagcgtgc gcccggggag accgggaaca tggcgctggg agcgctgtag cagctgagaa 
240 

ggggctgagg caccgccgct tcgctgacag ccggccacca gatgttcatg cattctagag 
300 

aaagtggaaa acttagaagc ctaattaatg actgtcttct ggacctctga gaccatgttt 
360 

ctagtgtttt ccgtggaata ttatcagaaa tacactgtgg tgaaatgctt ccacctcttg 
420 

ctaaaatgaa cactgaggaa aaatgaagaa gactgacaag caccagcgaa aagttgcaga 
480 

atagaaatag ccacactcct ctggagtctt taattcatcc acagccatca tataaaggtt 
540 

ttggcatcat gtttgggaag aaaaagaaaa agattgaaat atctggcccg tccaactttg 
600 

aacacagggt tcatactggg tttgatccac aagagcagaa gtttaccggc cttccccagc 
660 

agtggcacag cctgttagca gatacggcca acaggccaaa gcctatggtg gacccttcat 
720 

gcatcacacc catccagctg gctcctatga agacaatcgt tagaggaaac aaaccctgca 
780 

aggaaacctc catcaacggc ctgctagagg attttgacaa catctcggtg actcgctcca 
840 

actccctaag gaaagaaagc ccacccaccc cagatcaggg agcctccagc cacggtccag 
900 

gccacgcgga agaaaatggc ttcatcacct tctcccagta ttccagcgaa tccgatacta 
960 

ctgctgacta cacgaccgaa aagtacaggg agaagagtct ctatggagat gatctggatc 
1020 

cgtattatag aggcagccac gcagccaagc aaaatgggca cgtaatgaaa atgaagcacg 
1080 

gggaggccta ctattctgag gtgaagcctt tgaaatccga ttttgccaga ttttctgccg 
1140 

attatcactc acatttggac tcactgagca aaccaagtga atacagtgac ctcaagtggg 
1200 
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agtatcagag agcctcgagt 
1260 

gaactgcagg gaccagcggg 
1320 

gacccagcct ggatgactat 
1380 

ctcagcccac catgcggcag 
1440 

catttggagc aagtgcattt 
1500 

accctcgctt gtccgagccc 
1560 

tggtcctcag ccctccactg 
1620 

ctcaaagtca aagcaaatcg 
1680 

acaaagccac cttgtaccat 
1740 

cttcctacct gagctccctc 
1800 

tcctccgacc agcagccctc 
1860 

gtggtcagcc caggagaccc 
1920 

tcaaccggca tcgtatgcat 
1980 

aaaatggacc tccggaagca 
2040 

cgggattacc accatgacaa 
2100 

ctctgggtgg tcatggagtt 
2160 

agaatgaatg aagaacagat 
2220 

cttcataacc aaggagtgat 
2280 

gatggccgga taaagttgtc 
2340 

aagaggaaat cattggttgg 
2400 

ccttatggga cagaggtgga 
2460 

ggcgagcccc cctacttcaa 
2520 

ttacctccaa gagtgaagga 
2580 

ttgatgttgg tgagggagcc 
2640 

ttcttaaaac tagcaggtcc 
2700 

cactgagcag aggattcgtg 
2760 

agaacaaaag gaaacacaga 
2820 



agctcccctc tggattattc 
tgctccaagg agagcctggc 
gacaggaggc caaagtcttc 
aggtccaggt caggctcggg 
aaaacccatc cccaaggaca 
acaatgtgca ttccaaaggt 
tcagggtctg acacctaccc 
ggctattcct caagcagtca 
cacccctccc tgcagagcag 
agcctctcat ccagcatacc 
cagggtgtcc catgaacagt 
cagggaatac ttggccaact 
cgccaccgag aaacacacag 
acagagacga gaactgcttt 
tgtggttgac atgtacagca 
tctagaaggt ggtgccttga 
agctactgtc tgcctgtcag 
tcacagggac ataaaaagtg 
tgattttggt ttctgtgctc 
cactccctac tggatggccc 
catctggtcc ctcgggatca 
tgagcctccc ctccaggcga 
cctacacaag gtttcttcag 
ctctcagaga gcaacagccc 
accgtcttgc atcgtccccc 
taggtggcaa agctagatga 
acatgcaaaa ggcctgtgca 



attccaattc acaccttcta 
gtacagtgaa agtgaatggg 
gtacctgaat cagacaagcc 
actccaggaa ccgatgatgc 
ctcctacaac tcctacacct 
ggattacgat ccagcacaga 
caggggccct gccaaactac 
ccagtacccg tctgggtacc 
ttcgcagtac atctccacgg 
cgccgcccag ctggggctcc 
ttcgggcggc cctgcagctg 
ttatcaaaat cggggaaggc 
ggaaacaagt tgcagtgaag 
tcaatgaggt cgtgatcatg 
gctaccttgt cggcgatgag 
cagacattgt gactcacacc 
ttctgagagc tctctcctac 
actccatcct cctgacaagc 
aagtttccaa agaggtgccg 
ctgaggtgat ttctaggcta 
tggtgataga aatgattgat 
tgcggaggat ccgggacagt 
tgctccgggg attcctagac 
aggaactcct cggacatcca 
tcatgagaca atacaggcat 
ggacatgaga ataattcagg 
ttctagacca gccaattggt 
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gggacagcgt 
2880 

ggcatctctc 
2940 

tatatttttc 
3000 

atatcctagc 
3060 

ggcaaaaaaa 
3120 

gcagtataat 
3180 

atagtacttt 
3240 

agtttgaaca 
3300 

aactttgaat 
3360 

ctaacaagtg 
3420 

tcattaatcc 
3480 

ataaagttaa 
3540 

cttttgcaca 
3600 

gtggccaaat 
3660 

aaaatagaat 
3720 

cagggcaaga 
3780 

aaactcttgt 
3840 

gctggaagtc 
3900 

atctgacttc 
3960 

gtctagatct 
4020 

ttgttggatg 
4080 

aagagctaca 
4140 

accaaactgg 
4200 

ttaaatttgt 
4260 

ggttgctaat 
4320 

ttagattttc 
4380 

cttcataaaa 
4440 



gatgaccggc 
cactgacagc 
agcccttcat 
cacatgcagg 
aaaaaaaaaa 
gtattttgca 
gatgtcatgt 
aagcctttcc 
actgaatgac 
tcttatttgg 
aaccaaaaat 
atatttttaa 
ccacaatgtt 
ttccctccca 
gtttcagtga 
cgtttggttt 
ctatatttac 
tgaactgact 
agttgtgccc 
tcttgaatgt 
aatttgcatg 
tagtcatcat 
gaaaacagag 
gatagcgctc 
tatttatcac 
agttttcttt 
cagcaaatca 



agggttcaac 
cggtgtggtc 
ccagcaaatc 
gtaacatgta 
gaaagaaagg 
acgaatttgt 
agccattgta 
tactttttta 
tctcaatcac 
tggaagaaga 
aatgaaataa 
agatcacatt 
tccctcagtg 
gggagcaatt 
gaccatgaga 
catttgtcac 
ctttgtacca 
ctagaggatg 
atgttataat 
tgataaaaat 
ttaactgtag 
tagtttctat 
gcttttctta 
tggttgctct 
tgctaaaaag 
caaactggaa 
atgttttatg 



agaccagggc 
acttggagca 
agaaggactc 
ggattttcta 
aaaacaaaaa 
aatttttctg 
tcagttgaag 
tccctttaag 
cgtcagcttt 
attaagagtg 
aatttgagcc 
ttccatgaac 
ccctttctca 
tcagtgctag 
attccaggct 
catttttaaa 
cagtattaat 
aattagcaag 
gtgtttccga 
gaatgactac 
gccaatatag 
taattatgca 
actatttcac 
aagcataatt 
gaaaaaaggc 
atgcctccat 
taaaatatta 



atcttcttgt 
cggctttaat 
agtacaaact 
tattgaaaga 
gcactttttt 
tacgatagtt 
taatacttgt 
agaaccaatg 
agtaaaatct 

atggtgatgg 
acagtatacc 
gcctctagta 
aatgggtaca 
gatcattgga 
cacagaggga 
actctgtatg 
cgctattgtt 
agggtatttt 
cataggagag 
tacaatacat 
atttgccttt 
tcagacaaaa 
atactgtaac 
aagaattttt 
ataaaatgac 
aaatatgatc 
aagcattaat 



gtcttaaaca 
aagtcattat 
ccgttatgat 
atacttttct 
cttaatggta 
ttgataattt 
ttactagagg 
attctttagg 
ctttcttatc 
tgtgcacgtt 
actccttggg 
gcaaaccatt 
atgttccctt 
ttcagttccc 
gaggagagaa 
ctagcacacc 
catgtatcgt 
accaggtatg 
tcgtgctgct 
tttgtgttgc 
aaaactctgg 
gccatttgtt 
aaatatgaat 
gtaattaata 
cttctactga 
tatgattttg 
ataaatatgt 
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gagaataaaa acaatctaaa tccagaaaat 
4500 

tattaattta accaggacta tgtagaagta 
4560 

accagaataa acattaaaaa ctattgcaga 
4620 

cgacagtgta atggaaattt ttctgtaatt 
4680 

cattgagttt accaaaagtt actgtagctt 
4740 

gaaactgcat ttgcaaataa aaataaatgt 
4796 

<210> 3018 
<211> 104 
<212> PRT 

<213> Homo sapiens 



ggcagtccta aatgttcatg agacagattg 
gaaagaaaag aaaaagaaaa tcttttttaa 
aaatagtgga ttttggattc caaacatttt 
ttcttaccat cgggtatttt ttaaagtatt 
aaaaggtttt gtgagcacta actattggca 
ttgcctttta aaaaaaaaaa aaaaaa 



<400> 3018 

Cys His Leu Glu Gin Val His Leu Lys Pro lie Pro Lys Asp Thr Pro 

15 10 15 

Thr Thr Pro Thr Pro Thr Leu Ala Cys Pro Ser Pro Gin Cys Ala Phe 

20 25 30 

Gin Arg Trp lie Thr lie Gin His Arg Trp Ser Ser Ala Leu His Cys 

35 40 45 

Gin Gly Leu Thr Pro Thr Pro Gly Ala Leu Pro Asn Tyr Leu Lys Val 

50 55 60 

Lys Ala Asn Arg Ala lie Pro Gin Ala Val Thr Ser Thr Arg Leu Gly 
65 70 75 80 

Thr Thr Lys Pro Pro Cys Thr lie Thr Pro Pro Cys Arg Ala Val Arg 

85 90 95 

Ser Thr Ser Pro Arg Leu Pro Thr 
100 

<210> 3019 

<211> 882 

<212> DNA 

<213> Homo sapiens 

<400> 3019 

ggcctagcca aaaggggcgg gcgagcacgg cccgcggcgg gcgttcgctg gagctggtgg 
60 

accgggcggc tgaccgaggg gcggacgcgc ggcggggcag accgctgggg actgcgggcg 
120 

gcgctgtgtc cgtcgccatg acagatcaga cctattgtga ccgcctggtg caggacacgc 
180 

ctttcctgac aggccatggg cgcttgagtg agcagcaggt ggacaggatc atcctccagc 
240 

tgaaccgtta ctacccacag atccttacca acaaggaggc ggaaaaggtg ctgaggagtt 
300 

ccggaacccc aaggcatcct tgcgtgtgcg gctctgtgac ctcctgagcc acctgcagcg 
360 

gagctgtgag cgggactgcc aggagttcta ccgagccctg tatatccatg cccagcccct 
420 
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gcacagccgc ctgcccagcc gccacgctct gcagaactca gattgcacag agctagactc 
480 

gggcagccag agcggcgagc tgagtaacag gggacccatg agcttcctgg ctggcctggg 
540 

ccttgctgtg ggactggccc tgctcctgta ctgctatccg ccagacccca agggcctgcc 
600 

agggacccgg cgcgtcctcg gtttctcgcc tgtcatcatc gacagacatg tcagccgcta 
660 

cctgctggcc ttcctggcag atgacctagg ggggctctga cagaccctgg acccagggcc 
720 

tcacctgcca ctcaaccaaa gagtcctcga gccggcccgc caaggggact gctgcttctt 
780 

tttctaaatg catatttttc attatttata atttgtgtaa aaaacacacc ttcaccttac 
840 

aaggtgctga ccatattaaa tgttcaggtt ctctcaaaaa aa 
882 

<210> 3020 
<211> 58 
<212> PRT 

<213> Homo sapiens 

<400> 3020 
Gin Gly Thr His Glu 

1 5 
Gly Pro Ala Pro Val 
20 

Asp Pro Ala Arg Pro 
35 

Gin Pro Leu Pro Ala 
50 

<210> 3021 
<211> 1008 
<212> DNA 
<213> Homo sapiens 

<400> 3021 

ntgtacatac agtacggaat gacttcagat tctgaaaaaa ggcaaatctg accaattgag 
60 

gcagaaagca ggtcagtggt tccccaggtc tggaactggg gtgggttact gatagcaaat 
120 

gggcatgtgg gtgccttggg gtagggtaaa ggttccatct tgatcgcggt ggtgtttccc 
180 

aagtgtatac actcaccaaa actatactta gaactcaaaa ctcgccaaat atatacttaa 
240 

aatggatgca gttggttatg tataaattat acctcaataa agttgattaa aaacatcaat 
300 

tcctcagaaa attcttttct gaccactccc ctctcagacg aggtcgggcc tcctggtatg 
360 

catacccata cccactacaa cctgtattta ttttttttga aacatggtct ctttctgtcg 
420 

tccaggctgg agtgcagtgg cgcaatcatg gatcactgca gccttgacct tcctggctca 
480 



Leu Pro Gly Trp Pro Gly Pro Cys Cys Gly Thr 

10 15 
Leu Leu Ser Ala Arg Pro Gin Gly Pro Ala Arg 

25 30 
Arg Phe Leu Ala Cys His His Arg Gin Thr Cys 

40 45 
Gly Leu Pro Gly Arg 
55 
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agtgatcctc ccggctcacc cccagtagct 
540 

gcccattttc tagaggcgga aaccgaagcg 
600 

cggggtgctc aacgcgctgc cacctggggc 
660 

tccgcggact acggttctgg ctcgctagct 
720 

caactcccaa ggaggggacc cagggatccg 
780 

gattttgact ggagagaaga aagggtcagg 
840 

ggactcgcgc agacgggaag caggcgcgtg 
900 

ctgggtcccc tccttgggag ttgccaccat 
960 

gagccagaac cgtagtccgc ggaacaacct 
10Q8 



ggaaccacag gcgcgcttcc acaccggaaa 
cccagtggga aaggcgaccc gccggggatg 
ccaacgcgtt gacctcgcgg tcaggttgct 
ctggaaggga gcaccgggag ggaatggtgg 
agaaaggaag acttggggta ggtggggttg 
agtgcagggc gggtacctgg ggagctgcgt 
ctggcggtga cctggggccg gagaggaacg 
tccctcccgg tgctcccttc cagagctagc 
gaccgcgagt caacgcgt 



<210> 3022 

<211> 94 

<212> PRT 

<213> Homo sapiens 



<400> 3022 

Met His Thr His Thr His Tyr Asn Leu Tyr Leu Phe Phe Leu Lys His 

15 10 15 

Gly Leu Phe Leu Ser Ser Arg Leu Glu Cys Ser Gly Ala He Met Asp 

20 25 30 

His Cys Ser Leu Asp Leu Pro Gly Ser Ser Asp Pro Pro Gly Ser Pro 

35 40 45 

Pro Val Ala Gly Thr Thr Gly Ala Leu Pro His Arg Lys Ala His Phe 

50 55 60 

Leu Glu Ala Glu Thr Glu Ala Pro Ser Gly Lys Gly Asp Pro Pro Gly 
65 70 75 80 

Met Arg Gly Ala Gin Arg Ala Ala Thr Trp Gly Pro Thr Arg 
85 .90 

<210> 3023 
<211> 1834 
<212> DNA 

<213> Homo sapiens 
<400> 3023 

ngctaatgta taccatgcta gcacagcaaa tggagagagc agagcaatca aaatttataa 
60 

aacttctatt ttggtgttca aagatcggga taaatatgta agtggagaat tcaggtaagt 
120 

tcagattttt ccctccagtt ggtttaattt ctatttccta aaacattaaa ataataatgg 
180 

aatgattgaa ataataaaca tttttcttat tcaagatttc gtcatggcta ttgtaaagga 
240 

aaccctagga aaatggtgaa aacttgggca gaaaaagaaa tgaggaactt aatcaggcta 
300 
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aacacagcag agataccatg tccagaacca 
360 

agtttcatcg gtaaagatga catgcctgca 
420 

tccaaggctc gggagttgta cctgcaggtc 
480 

gccagacttg tccatgcaga tctcagtgaa 
540 

tatatcattg acgtgtctca gtccgtggag 
600 

agaaaggatt gcgccaacgt caatgatttc 
660 

gtgcgggagc tctttgaatt tgtcacagat 
720 

tatctctcaa aggccatgga aatagcatct 
780 ^ 
gatcatgtgg atgaagaggt gtttaagcga 
840 

aaaaattatg agagggatat ggacataatt 
900 

aatgcccaac aagataatat tctaccagac 
960 

agttcagaag gtccctgcac tctagaaaat 
1020 

gaagatattg gaagctctga gtgctctgac 
1080 

cgccccaaga aacacaccac ggaccctgac 
1140 

aaggaagccc agagagagaa aagaaaaaac 
1200 

gagaagacag ccaagacgaa aaaaggcaaa 
1260 

tttcctcagt tccttttctc gcctgaactc 
1320 

ttttaaccag attgtcatcg tggcactgtc 
1380 

actatgtaaa aagctctaag ctctagagtc 
1440 

gacagaggat ttatttaagc tattatttta 
1500 

atttttttct cttacaaata tgtttttgga 
1560 

tctgtaactc ttacatgagt gtccagaggc 
1620 

gtacacacca gagacccatc tgaggtcatc 
1680 

atttcaccca cagttcagct ggctgttgat 
1740 

ggcgatcatt tgtaatgctc ttacacttcg 
1800 

ctcagttcat aaagtttttt acaattcaaa 
1834 

<210> 3024 



ataatgctaa gaagtcatgt tcttgtcatg 
ccactcttga aaaatgtcca gttatcagaa 
attcagtaca tgagaagaat gtatcaggat 
tttaacatgc tgtaccacgg tggaggcgtg 
cacgaccacc cacatgcctt ggagttcttg 
tttatgaggc acagtgttgc tgtcatgact 
ccatccatta cacatgagaa catggatgct 
caaaggacca aggaagaacg gtctagccaa 
gcatatattc ctagaacctt gaatgaagtg 
atgaaattga aggaagagga catggccatg 
tgttacagga ttgaagaaag atttgtcagg 
caagtggagg aaaggacttg ttctgattca 
acagactctg aagagcaggg agaccatgcc 
attgataaaa aagaaagaaa aaagatggtc 
aaaattccta aacatgtgaa aaaaagaaag 
tagaatgaga accatattat gtacagtcat 
ttaagctgca tctggaagat ggcttattgg 
tgtgaagacg gattcaaatg ttttcatgta 
tagatccagt cactgactct gtctggtgtt 
ataaagaact ttgtacattt ttatttttat 
agcatgataa atgtttaaat gtagtcaaca 
actcatggga aaattggttt tgctttcttt 
tgattataag gccatgttta tataaaggga 
tttcactgca actctgcctt tgtgtgtatt 
tctttaatgt tctttttgga gttaggacct 
aaaa 
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<211> 347 
<212> PRT 

<213> Homo sapiens 



<400> 3024 



Asn 


noil 


Lys 


His 


Phe 


Ser Tyr 


Ser Arg 


Phe Arg 


His Gly Tyr Cys Lys 


± 
















10 








15 




Moll . 


tr i. U 


A T"fT 


Lys 


Met Val 


Lys 


Thr 


Trp 


Ala 


Glu 


Lys 


Glu Met Arg 








"5 n 
z u 








25 










30 


Asn 


Leu 


Tic* 

j. j.e 


Arg 


T .01 » 


Asn Thr 


Ala 


Glu 


He 


tr x. \j 


Cys 


Pro 


Glu Pro He 






3 b 








40 










45 




Met 


Leu 


Arg 




nl j 


Val Leu 


Val 


Met 


Ser 


trllKZ 


He Gly Lys Asp Asp 




C A 

b 0 








55 










60 






Ma ♦- 

Met 


Pro 


Ala 
Ma 


Pro 


Leu 


Leu Lys 


Asn 


Val 


Gin 


Leu 


Ser 


Glu 


Ser Lys Ala 


65 










70 








75 






80 


Arg 


pi 


Leu 


Tyr 


Leu 


Gin Val 


He 


Gin 


Tyr 


rieu 


Arg Arg Met Tyr Gin 










85 








90 








95 


Asp 


Ala 


Arg 


Leu 


val 


His Ala Asp 


Leu 


Ser 


vjIU 


Phe 


Asn 


Met Leu Tyr 








100 








105 










110 


rlXS 


tjiy 


biy 


(jiy 


Val 


Tyr He 


He 


Asp 


Val 


Ser 


Gin 


Ser 


Val Glu His 






TIC 

lib 








120 










125 




Asp 


ril S 


Pro 


nlS 


Ala 


Leu Glu 


Phe 


Leu Arg 


Lys 


Asp 


Cys 


Ala Asn Val 




130 








135 










140 






Asn 


Asp 


pne 


rne 


Met 


Arg His 


Ser 


Val 


Ala 


Val 


Met 


Thr Val Arg Glu 


145 










150 








155 






160 


Leu 


rile 


vjIU 


rne 


Val 


Thr Asp Pro 


Ser 


He 


Thr 


His 


Glu Asn Met Asp 










165 








170 








175 


TV 1 a 

Ala 


Tyr 


Leu 




Lys 


Ala Met 


Glu 


He 


Ala 


Ser 


Gin Arg 


Thr Lys Glu 








t a n 
loU 








185 










190 


ulu 


Arg 


Ser 


Ser 


Gin Asp His Val Asp 


Glu 


Glu 


Val 


Phe 


Lys Arg Ala 






iy b 








200 










205 




Tyr 


Tip 

lie 




Arg 


Thr 


Leu Asn 


Glu 


Val 


Lys 


Asn 


Tyr 


Glu Arg Asp Met 




ft 








215 










220 






Asp 


lie 


lie 


Met 


Lys 


Leu Lys 


Glu Glu Asp Met 


Ala 


Met 


Asn Ala Gin 


225 










230 








235 






240 


Gin 


Asp 


Asn 


He 


Leu 


Pro Asp 


Cys 


Tyr Arg 


He 


Glu 


Glu 


Arg Phe Val 










245 








250 








255 


Arg 


Ser 


Ser 


Glu 


Gly 


Pro Cys 


Thr 


Leu 


Glu 


Asn 


Gin 


Val 


Glu Glu Arg 








260 








265 










270 


Thr 


Cys 


Ser 


Asp 


Ser 


Glu Asp 


He 


Gly Ser 


Ser 


Glu 


Cys 


Ser Asp Thr 






275 








280 










285 




Asp 


Ser 


Glu 


Glu 


Gin 


Gly Asp 


His 


Ala 


Arg 


Pro 


Lys 


Lys 


His Thr Thr 




290 








295 










300 






Asp 


Pro 


Asp 


He 


Asp 


Lys Lys 


Glu Arg Lys Lys 


Met 


Val 


Lys Glu Ala 


305 










310 








315 






320 


Gin 


Arg 


Glu 


Lys 


Arg 


Lys Asn 


Lys 


He 


Pro 


Lys 


His 


Val 


Lys Lys Arg 










325 








330 








335 


Lys 


Glu 


Lys 


Thr 


Ala Lys Thr Lys Lys Gly Lys 









340 345 



<210> 3025 

<211> 1370 

<212> DNA 

<213> Homo sapiens 
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<400> 3025 

nnacgcgtgc ccagacagga tggctttttc gggaagataa aacacattag atggatcact 
60 

tcaagagaag ataaaaattg aaactgctaa tcatctagta ctactgctaa gccgctccaa 
120 

agcttctgaa gcatctaggt gatcttctta aatctttgac aggaaagagt aggaaacttt 
180 

ttggcagact tttacctggt gaatggactt gttttagaat caaggaaaag aagagaacat 
240 

ctcagtgaag aggatattct tcgaaataag gccatcatgg agagtttgag taaaggtgga 
300 

aacataatgg aacagaattt tgagccgatt cgaagacagt ctcttacacc tcctcctcag 
360 

aacactatta catgggaaga atatatatct gctgaaaatg gaaaagctcc tcatctgggt 
420 

agagaattgg tgtgcaaaga gagtaagaaa acgtttaaag ctacgatagc catgagccag 
480 

gaatttccct tagggataga gttattattg aatgttttag aagtagtagc tcccttcaag 
540 

cactttaaca agcttagaga atttgttcag atgaagcttc ctccaggctt tcctgtaaaa 
600 

ttagatatac ctgtgtttcc cacaatcaca gccactgtga cttttcagga gtttcgatac 
660 

gatgaatttg atggctccat ctttactata cctgatgact acaaggaaga cccaagccgt 
720 

tttcctgatc tttaactgac gtggaaaagg atgccgtcta accaaggaaa gaaaatacag 
780 

agaccctaga agtggatcca aatagaaggg acaaatgctt tcagtgaaga aaagggaatt 
840 

acacattgaa tcgacacatc agtaatacga tacagtgaaa tgggcctcta ataagaattt 
900 

cagcgagttt tctgatgtgc cattttttgt ctttttaaaa atatacatat tataaatgta 
960 

atagtttgac acattaatga ccctaagacc tgcgtatgtg aagcagctat gagtgctgtg 
1020 

atttgttttt aaaaattttt acacttcttg ttgaaatata tatgcatata aatatatcta 
1080 

tatctatatc tatatctaaa acactcctgg accattaacg taaattaaat gtcttaagag 
1140 

atatggagcc cttttaaact tgtcatcttt atgcaaggtg acatttataa atattccttc 
1200 

gagctttgtt ttcataaaat gtaaactatg taacattatg tatagttcag taatttgaat 
1260 

gtttgttcaa tataatgaac tagaaggaat gcaattttct gtagatgaat gaaccaaatg 
1320 

gtaaccatta aacaattgca tttaaaaaaa aaaaaaaaaa aaaaaaaaaa 
1370 

<210> 3026 
<211> 152 
<212> PRT 

<213> Homo sapiens 
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<400> 3026 



Met Glu 


Ser 


Leu 


Ser 


Lys 


Gly 


Gly 


Asn 


He 


Met 


Glu 


Gin 


Asn 


Phe 


Glu 


1 






5 










10 










15 




Pro lie 


Arg 


Arg 


Gin 


Ser 


Leu 


Thr 


Pro 


Pro 


Pro 


Gin 


Asn 


Thr 


He 


Thr 






20 










25 










30 






Trp Glu 


Glu 


Tyr 


He 


Ser 


Ala 


Glu 


Asn 


Gly 


Lys 


Ala 


Pro 


His 


Leu 


Gly 




35 










40 










45 








Arg Glu 


Leu 


Val 


Cys 


Lys 


Glu 


Ser 


Lys 


Lys 


Thr 


Phe 


Lys 


Ala 


Thr 


He 


50 










55 










60 










Ala Met 


Ser 


Gin 


Glu 


Phe 


Pro 


Leu 


Gly 


He 


Glu 


Leu 


Leu 


Leu 


Asn 


Val 


65 








70 










75 










80 


Leu Glu 


Val 


Val 


Ala 


Pro 


Phe 


Lys 


His 


Phe 


Asn 


Lys 


Leu 


Arg 


Glu 


Phe 








85 










90 










95 




Val Gin 


Met 


Lys 


Leu 


Pro 


Pro 


Gly 


Phe 


Pro 


Val 


Lys 


Leu 


Asp 


He 


Pro 






100 










105 










110 






Val Phe 


Pro 


Thr 


He 


Thr 


.Ma 


Thr 


Val 


Thr 


Phe 


Gin 


Glu 


Phe 


Arg 


Tyr 




115 










120 










125 








Asp Glu 


Phe 


Asp 


Gly 


Ser 


He 


Phe 


Thr 


He 


Pro 


Asp 


Asp 


Tyr 


Lys 


Glu 


130 










135 










140 










Asp Pro 


Ser 


Arg 


Phe 


Pro 


Asp 


Leu 



















145 150 

<210> 3027 
<211> 1154 
<212> DNA 

<213> Homo sapiens 
<400> 3027 

nccgttttcc cgtcgcacgt ggtggccact gttggcttct gaatggtttg caaggcggat 
60 

atccacgcca aggcctttgg atcggccgtg ggtacatccg tctgagccgt tcctttccat 
120 

cgcagacggc ggcctccgcg gcgctctcca gtcatggact accggcggct tctcatgagc 
180 

cgggtggtcc ccgggcaatt cgacgacgcg gactcctctg acagtgaaaa cagagacttg 
240 

aagacagtca aagagaagga tgacattctg tttgaagacc ttcaagacaa tgtgaatgag 
300 

aatggtgaag gtgaaataga agatgaggag gaggagggtt atgatgatga tgatgatgac 
360 

tgggactggg atgaaggagt tggaaaactc gccaagggtt atgtctggaa tggaggaagc 
420 

aacccacagg caaatcgaca gacctccgac agcagttcag ccaaaatgtc tactccagca 
480 

gacaaggtct tacggaaatt tgagaataaa attaatttag ataagctaaa tgttactgat 
540 

tccgtcataa ataaagtcac cgaaaagtct agacaaaagg aagcagatat gtatcgcatc 
600 

aaagataagg cagacagagc aactgtagaa caggtgttgg atcccagaac aagaatgatt 
660 

ttattcaaga tgttgactag aggaatcata acagagataa atggctgcat tagcacagga 
720 

aaagaagcta atgtatacca tgctagcaca gcaaatggag agagcagagc aatcaaaatt 
780 



2254 



WO 00/58473 



PCT/US00/08621 



tataaaactt ctattttggt 
840 

tttcgtcatg gctattgtaa 
900 

gaaatgagga acttaatcag 
960 

ctaagaagtc atgttcttgt 
1020 

aggcctgcac cactcttgaa 
1080 

ctgcaggtca ttcagtacat 
1140 

cgtcggtgag aggc 
1154 



gttcaaagat cgggataaat 
aggaaaccct aggaaaatgg 
gctaaacaca gcagagatac 
catgagtttc atcggtaaag 
aaatgtccag ttatcagaat 
gagaagaatg tatcaggatg 



atgtaagtgg agaattcaga 
tgaaaacttg ggcagaaaaa 
catgtccaga accaataatg 
atgacatttc ttttcattca 
ccaaggctcg ggagttgtac 
ccagacttgt ccatgcagat 



<210> 3028 

<211> 331 

<212> PRT 

<213> Homo sapiens 



<400> 3028 
Met Asp Tyr Arg 
1 

Asp Asp Ala Asp 
20 

Lys Glu Lys Asp 
35 

Glu Asn Gly Glu 
50 

Asp Asp Asp Asp 
65 

Lys Gly Tyr Val 

Thr Ser Asp Ser 
100 

Leu Arg Lys Phe 
115 

Asp Ser Val lie 
130 

Asp Met Tyr Arg 
145 

Val Leu Asp Pro 

Gly He He Thr 
180 

Asn Val Tyr His 
195 

He Tyr Lys Thr 
210 

Ser Gly Glu Phe 
225 

Lys Met Val Lys 
Leu Asn Thr Ala 



Arg Leu 
5 

Ser Ser 

Asp He 

Gly Glu 

Asp Trp 
70 

Trp Asn 
85 

Ser Ser 

Glu Asn 

Asn Lys 

lie Lys 
150 
Arg Thr 
165 

Glu He 

Ala Ser 

Ser He 

Arg Phe 
230 
Thr Trp 
245 

Glu He 



Leu Met 

Asp Ser 

Leu Phe 

40 
He Glu 
55 

Asp Trp 

Gly Gly 

Ala Lys 

Lys He 
120 
Val Thr 
135 

Asp Lys 

Arg Met 

Asn Gly 

Thr Ala 
200 
Leu Val 
215 

Arg His 
Ala Glu 
Pro Cys 



Ser Arg Val 
10 

Glu Asn Arg 
25 

Glu Asp Leu 

Asp Glu Glu 

Asp Glu Gly 
75 

Ser Asn Pro 
90 

Met Ser Thr 
105 

Asn Leu Asp 

Glu Lys Ser 

Ala Asp Arg 
155 

He Leu Phe 

170 
Cys He Ser 
185 

Asn Gly Glu 

Phe Lys Asp 

Gly Tyr Cys 
235 

Lys Glu Met 

250 
Pro Glu Pro 



Val Pro 

Asp Leu 

Gin Asp 

45 
Glu Glu 
60 

Val Gly 

Gin Ala 

Pro Ala 

Lys Leu 
125 
Arg Gin 
140 

Ala Thr 

Lys Met 

Thr Gly 

Ser Arg 
205 
Arg Asp 
220 

Lys Gly 
Arg Asn 
He Met 



Gly Gin Phe 
15 

Lys Thr Val 
30 

Asn Val Asn 

Gly Tyr Asp 

Lys Leu Ala 
80 

Asn Arg Gin 
95 

Asp Lys Val 
110 

Asn Val Thr 

Lys Glu Ala 

Val Glu Gin 
160 

Leu Thr Arg 

175 
Lys Glu Ala 
190 

Ala He Lys 

Lys Tyr Val 

Asn Pro Arg 
240 

Leu He Arg 

255 
Leu Arg Ser 
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260 

His Val Leu Val Met 
275 

Ser Arg Pro Ala Pro 
290 

Ala Arg Glu Leu Tyr 
305 

Gin Asp Ala Arg Leu 
325 



265 

Ser Phe lie Gly Lys Asp 
280 

Leu Leu Lys Asn Val Gin 
295 

Leu Gin Val lie Gin Tyr 
310 315 
Val His Ala Asp Arg Arg 
330 



270 

Asp lie Ser Phe His 
285 

Leu Ser Glu Ser Lys 
300 

Met Arg Arg Met Tyr 
320 



<210> 3029 

<211> 344 

<212> DNA 

<213> Homo sapiens 



<400> 3029 

acgcgtgatg cacggaaggg ccttcggttt ttgcattttc cttatctgct gaccttacag 
60 

ctgaaaagat tcgattttga ttatacaacc atgcatagga ttaaactgaa tgatcgaacg 
120 

acatttcccg aggaactaga tatgagtact tttattgatg ttgaagatga aaaatctcct 
180 

cagactgaaa gttgcactga caggggagca gaaaatgaag gtagttgtca cagtgatcag 
240 

atgagcaacg atttctccaa tgatgatggt gttgatgaag gaatctgttt tgaaaccaat 
300 

agtggaactg aaaagatctc aaaatctgga cctgaaaaga attc 
344 

<210> 3030 
<211> 114 
<212> PRT 

<213> Homo sapiens 



<400> 3030 



Thr 


Arg 


Asp 


Ala 


Arg 


Lys 


Gly 


Leu 


Arg 


Phe 


Leu His Phe Pro 


Tyr 


Leu 


1 








5 










10 




15 




Leu 


Thr 


Leu 


Gin 


Leu 


Lys 


Arg 


Phe 


Asp 


Phe 


Asp Tyr Thr Thr 


Met 


His 








20 










25 




30 






Arg 


He 


Lys 


Leu 


Asn 


Asp 


Arg 


Met 


Thr 


Phe 


Pro Glu Glu Leu 


Asp 


Met 






35 










40 






45 






Ser 


Thr 


Phe 


He 


Asp 


Val 


Glu 


Asp 


Glu 


Lys 


Ser Pro Gin Thr 


Glu 


Ser 




50 










55 








60 






Cys 


Thr 


Asp 


Arg 


Gly 


Ala 


Glu 


Asn 


Glu 


Gly 


Ser Cys His Ser 


Asp 


Gin 


65 










70 










75 




80 


Met 


Ser 


Asn 


Asp 


Phe 


Ser 


Asn 


Asp 


Asp 


Gly 


Val Asp Glu Gly 


He 


Cys 










85 










90 




95 




Phe 


Glu 


Thr 


Asn 


Ser 


Gly 


Thr 


Glu 


Lys 


He 


Ser Lys Ser Gly 


Pro 


Glu 








100 










105 




110 







Lys Asn 



<210> 3031 
<211> 567 
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<212> DNA 

<213> Homo sapiens 

<400> 3031 

gctgaagaag cggaggatca 
60 

cctccccctt cctattttgc 
120 

gttggtcctg atgttattcc 
180 

gtgttctgtc ctctggatcc 
240 

gagcagggat cttcattcca 
300 

ctgggctgca cacaagtgac 
360 ^ 
gcatccacct caactcccag 
420 

ccacccttga ggaccaggtc 
480 

gccccagtgc tcagctgtga 
540 

gtgactctga ggagaggctt 
567 



tggacgcatc cccgaccctg 
cacgttttac tcgtgcacac 
cctgccacac atctacggag 
cccgccgcca tatgaagctg 
aatgtcagaa ggatcagaag 
tcaagatggg gacattccta 
ttcaaccctg gtgcgtccta 
gaagagtgac cctgtgctcc 
agctgcaaca cagactgaaa 
gagatct 



atgattttgt gccgcctgtg 
cccggatgaa ccgcagattg 
ctcgaatcaa aggtgtggaa 
tggtgagcca gatggaccag 
ctgctgtgat cccattggat 
acatacctgc cgaagaaaat 
tcagaagccg gagagccctc 
atccttctga ggagagagct 
ggagactgga tctggctgca 



<210> 3032 

<211> 189 

<212> PRT 

<213> Homo sapiens 



<400> 3032 
Ala Glu Glu 
1 

Val Pro Pro 

Thr Pro Arg 
35 

Pro His He 
50 

Leu Asp Pro 
65 

Glu Gin Gly 

He Pro Leu 

Pro Asn He 
115 

Thr Leu Val 

130 
Thr Arg Ser 
145 

Ala Pro Val 
Asp Leu Ala 



Ala Glu 

5 

Val Pro 
20 

Met Asn 

Tyr Gly 

Pro Pro 

Ser Ser 
85 

Asp Leu 
100 

Pro Ala 

Arg Pro 

Lys Ser 

Leu Ser 
165 
Ala Val 



Asp His Gly Arg 
Pro Pro 
Arg Arg 



Ala Arg 

55 
Pro Tyr 
70 

Phe Gin 

Gly Cys 

Glu Glu 

lie Arg 
135 
Asp Pro 
150 

Cys Glu 



Ser Tyr 

25 
Leu Val 
40 

He Lys 



Glu Ala 

Met Ser 

Thr Gin 
105 
Asn Ala 
120 

Ser Arg 



Val Leu 
Ala Ala 
Thr Leu Arg Arg 



He Pro 
10 

Phe Ala 

Gly Pro 

Gly Val 

Val Val 
75 

Glu Gly 
90 

Val Thr 

Ser Thr 

Arg Ala 

His Pro 
155 
Thr Gin 
170 

Gly Leu 



Asp Pro 

Thr Phe 

Asp Val 

45 
Glu Val 
60 

Ser Gin 

Ser Glu 

Gin Asp 

Ser Thr 
125 
Leu Pro 
140 

Ser Glu 
Thr Glu 
Arg Ser 



Asp Asp Phe 
15 

Tyr Ser Cys 
30 

He Pro Leu 

Phe Cys Pro 

Met Asp Gin 
80 

Ala Ala Val 
95 

Gly Asp He 
110 

Pro Ser Ser 

Pro Leu Arg 

Glu Arg Ala 
160 

Arg Arg Leu 
175 
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180 



185 



<210> 3033 

<211> 821 

<212> DNA 

<213> Homo sapiens 



<400> 3033 
nnacgcgtga 
60 

ttcctatgga 
120 

tactatgata 
180 

aagtttggat 
240 

tgtggaaata 
300 

tatattgagc 
360 

tccattaaat 

420 

aaaaccaaaa 
480 

gaggcctcca 
540 

cttagaaact 
600 

ccagagacag 
660 

ctatgagacg 
720 

ctcatgcaat 
780 

tcttcgcaac 
821 



agggggaaaa 
atgaggagga 
aattatttaa 
ttaggtggcg 
aatattgtga 
atggtgagaa 
taaatttcca 
aagactgtga 
agaaaaaaga 
ctgatgagga 
atgaaaaatc 
agagagagaa 
ttgaaattcc 
tacaaatcca 



tgacaagaca 
cgaaatggac 
ggaatactgc 
agtagaaaaa 
taaaaaagaa 
gagaaatgca 
tcacaggaga 
agagtcatca 
taaaggacat 
agaaagtgct 
acaggaagaa 
gcctccgctc 
atctacgtct 
ggttctctca 



gacttggatg 
atgacttggg 
atagcagatc 
gaagtaattt 
ggcttaaaga 
cttgttaaat 
aaagaaatca 
cataaaaaat 
tcatcttcaa 
tcagaatctg 
gaatttgatg 
cttaatgtga 
ttatctgcaa 
gcaacaacac 



ttatacgaga 
agaagagact 
tcagtaaata 
caggaaaagg 
gttgggaagt 
caaggttatg 
agtcaaaaaa 
ccagattatc 
agaaatctga 
aactttggaa 
agtattttca 
aacttcatga 
gttacagctt 
a 



aaatcataga 
tgctaagaaa 
taaagaaaat 
tcaatttttc 
taattttggt 
ccaagaatgt 
aagaaaagat 
ttctgcagaa 
agattctcta 
gggtccacta 
ggatttgttt 
agttttaaac 
ctgtgctttg 



<210> 3034 

<211> 221 

<212> PRT 

<213> Homo sapiens 



<400> 3034 



Xaa Arg Val Lys 


Gly 


Glu Asn Asp 


Lys 


Thr 


Asp 


Leu 


Asp 


Val 


He Arg 


1 


5 








10 










15 


Glu Asn His Arg 


Phe 


Leu 


Trp Asn 


Glu 


Glu 


Asp 


Glu 


Met 


Asp 


Met Thr 


20 








25 










30 




Trp Glu Lys Arg 


Leu 


Ala 


Lys Lys 


Tyr Tyr 


Asp 


Lys 


Leu 


Phe. 


Lys Glu 


35 






40 










45 






Tyr Cys He Ala 


Asp 


Leu 


Ser Lys 


Tyr 


Lys 


Glu 


Asn 


Lys 


Phe 


Gly Phe 


50 






55 








60 








Arg Trp Arg Val 


Glu 


Lys 


Glu Val 


He 


Ser 


Gly 


Lys 


Gly Gin 


Phe Phe 


65 




70 








75 








80 


Cys Gly Asn Lys Tyr 


Cys 


Asp Lys 


Lys 


Glu 


Gly 


Leu 


Lys 


Ser Trp Glu 
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85 


90 








95 




Val 


Asn 


Phe 


Gly 


Tyr 


He Glu His Gly Glu Lys 


Arg 


Asn 


Ala 


Leu 


Val 








100 




105 






110 






Lys 


Leu 


Arg 


Leu 


Cys 


Gin Glu Cys Ser He Lys 


Leu 


Asn 


Phe 


His 


His 






115 






120 




125 








Arg 


Arg 


Lys 


Glu 


He 


Lys Ser Lys Lys Arg Lys 


Asp 


Lys 


Thr 


Lys 


Lys 




130 








135 


140 










Asp 


Cys 


Glu 


Glu 


Ser 


Ser His Lys Lys Ser Arg 


Leu 


Ser 


Ser 


Ala 


Glu 


145 










150 155 










160 


Glu 


Ala 


Ser 


Lys 


Lys 


Lys Asp Lys Gly His Ser 


Ser 


Ser 


Lys 


Lys 


Ser 










165 


170 








175 




Glu Asp 


Ser 


Leu 


Leu 


Arg Asn Ser Asp Glu Glu 


Glu 


Ser 


Ala 


Ser 


Glu 








180 




185 






190 






Ser 


Glu 


Leu 


Trp 


Lys 


Gly Pro Leu Pro Glu Thr 


Asp 


Glu 


Lys 


Ser 


Gin 






195 






200 




205 








Glu 


Glu 


Glu 


Phe 


Asp 


Glu Tyr Phe Gin Asp Leu 


Phe 


Leu 










210 








215 


220 











<210> 3035 
<211> 878 
<212> DNA 

<213> Homo sapiens 
<400> 3035 

ctcgaggaag atggcctcag accacaggat acctataatt cagaaacaaa gaacaaagat 
60 

ttgcactcca gcctctggtt ccggaaaggt gcccagccta cagattctaa cccgggacgt 
120 

cctcagacca cgacaggggc ctcccacaca cggctcgcag aacctgtgca aggagaacca 
18 0 

caaaggatga gcactctggc ccacccaaaa ccatggcagc cctgagggca cagactggac 
240 

accctgcaga gtctcactct gtcattcagg gtggagtgca atggcgcaat ctcagctcac 
300 

tgcaacctcc cactcccggg ctcaagcaat tctcctgacc cacactcagg cccagctcct 
360 

tcccagactg tcatcctctt tctagaagga aacagggacc ctgggggtcg gggatggccc 
420 

tgagctccct gctgtgcccc acacctggcg ggtctttgcc cacatgtgcc tagagtctgc 
480 

atgctctgcc ccatggctac ccgctgctgc ctgcaaggtt ccagagtcac gtccccagtg 
540 

agtctctgac ccggcggcca gcacaccagt gtgaatcacg tgtgtcccca gtgagtctct 
600 

gacccggcgg ccagcgcacc agtgtgaatc acatgcgtcc ccagtgagtc tctgacccgg 
660 

cgaccagagc accagtgtga atcacatgcg tccccggtga gtctctgcag ggtgtccagt 
720 

ctgtgccctc agggctgcca tggttttggg tgggccagag tgctcatcct ttgtggttct 
780 

ccttgcacaa gttctgcgag ccatgtgtgg gaggcccctg tcgtggtctg aggacgtccc 
840 

gggttagaat ctgtaggctg ggcacctttc gggaaccg 
878 
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<210> 3036 
<211> 65 
<212> PRT 

<213> Homo sapiens 
<400> 3036 

Gly His Arg Leu Asp Thr Leu Gin Ser Leu Thr Leu Ser Phe Arg Val 

15 10 15 

Glu Cys Asn Gly Ala lie Ser Ala His Cys Asn Leu Pro Leu Pro Gly 

20 25 30 

Ser Ser Asn Ser Pro Asp Pro His Ser Gly Pro Ala Pro Ser Gin Thr 

35 40 45 

Val He Leu Phe Leu Glu Gly Asn Arg Asp Pro Gly Gly Arg Gly Trp 
50 55 60 

Pro 
65 

<210> 3037 

<211> 3538 

<212> DNA 

<213> Homo sapiens 



<400> 3037 

nntctagaaa ttaatgatga caccttagaa 
60 

acaaagaaac ttcttgatga acaagaacaa 
120 

ctcaagctca tagtagatgc tttcctacag 
180 

atagacaagg cagcaatgga tttttgcatg 
240 

ttggtacggg cactcttcat agttcctaga 
300 

agattggttg ctacattgca tccctgcatg 
360 

ctgagggggg atttcagatt tcatgtacgg 
420 

aataaaactg ttcgttttat aggagaacta 
480 

acactgcatt gtttaaagat gcttctgtca 
540 

tgcaccctgc tggagacatg tggacggttt 
600 

accagtgtac ttttggagca aatgatgaga 
660 

tacgtcacaa tggtagagaa tgcatattac 
720 

gtgaaaaaga aacgtcctcc tctccaggaa 
780 

tctaaggtta ccaccgagaa ggttttgaga 
840 

gaagtgaaag actatgttat ttgttgtatg 
900 



ttagagggtg gagatgaagc tgaagatctt 
gaagatgagg aagccagcac tggatctcat 
cagttaccca actgtgtcaa ccgagatctg 
aacatgaaca caaaagcaaa caggaagaag 
caaaggttgg atttgctacc attttatgca 
tctgatgtag cagaggatct ttgttccatg 
aaaaaggacc agatcaatat tgaaacaaag 
actaagttta agatgttcac caaaaatgac 
gacttctctc atcaccatat tgaaatggca 
cttttcagat ctccagaatc tcacctgagg 
aagaagcaag caatgcatct tgatgcgaga 
tactgcaacc cacctccagc tgaaaaaacc 
tatgtccgga aacttttgta caaggatctc 
cagatgcgaa agctgccctg gcaggaccaa 
ataaacatct ggaatgtgaa atataatagt 
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attcattgtg tagccaacct cttagcagga 
960 

cacgttgtgg atggagtgtt agaagatatt 
1020 

tttaatcaga ggcgcatcag cagtgccaag 
1080 

gtggaatcag ctgttatttt cagaactctg 
1140 

gatggctctc caagttccct ggacccacct 
1200 

actattctgg acacatgtgg ccagtacttt 
1260 

tgtttccttg tatattttca gcgttatgtt 
1320 

aaagaccatc cacttcctat tgatatagat 
1380 

agaccaaaga tcaaactctg taattctctg 
1440 

gaacgagaat tcttaataaa actaggccta 
1500 

acagaaggag aaaatcttga agaggatgaa 
1560 

gaacaatctg gaaatgaaag tgaagtaaat 
1620 

gatgatgatg agggagaaga agaggaggaa 
1680 

aaggaaaatg aaaccgatga agagaatact 
1740 

catgtacctt gtgtagaaga tgaggacttc 
1800 

aatctacagc aacgaagtgg tgaatctgtt 
1860 

ttgcatctca aaagccagct gaggaaaggg 
1920 

gagtctgcag acacaatgcc gtttgtcatg 
1980 

aagatcctta atgtacccat gtcctctcaa 
2040 

gcagaacaag aagagaggat gagaatgaaa 
2100 

gaacaagaag attatcaaga aatgttgcag 
2160 

accaatcgtg agaggcggcc tcgctaccaa 
2220 

atctttaaga ctggtgggag gagacgttga 
2280 

tgtatctgat gttgtggtta gtggagtcct 
2340 

ctcagcaggt cggtctagag agttgcgaat 
2400 

cagaaacacc agcctctgcc aacaccggaa 
2460 

ggccttttgt aatggaaatc tcgcgagggt 
2520 



ctagtgctct accaagagga tgttgggatc 
cgattaggaa tggaggttaa tcaacctaaa 
ttcttaggag aactttacaa ttaccgaatg 
tattctttta cctcatttgg tgttaatcct 
gagcatcttt tcagaattag actcgtatgc 
gacagaggtt ccagtaaacg aaaacttgat 
tggtggaaga aaagtttgga ggtttggaca 
tacatgatca gtgatacact agaactgcta 
gaagaatcca tcaggcaggt acaagacttg 
gcaaatgaca aagactcaaa agattttatg 
gaagaagaag aaggtggggc tgaaacagaa 
gagccagaag aagaggaggg ttctgataat 
gagaatacag attaccttac agattccaat 
gaggtaatga ttaaaggcgg tggacttaag 
attcaagctc tggataaaat gatgctagaa 
aaagtgcacc aactagatgt tgccattcct 
cccccactgg gaggtgggga aggagaggct 
ttaacaagaa aaggcaataa acagcagttt 
cttgctgcaa atcactggaa ccagcaacag 
aagctcacac tagatatcaa tgaacggcaa 
tctcttgcac agcgcccagc tccagcaaac 
catccgaagg gagcacctaa tgcagatcta 
tccagcagca cgtgtcattt cattaggtcc 
ccagcaattg aatgagagca gtggacacat 
ctaaacctgg gacaggctgg ggccaggagg 
caagccgacg cttccagaca aggcggaaaa 
taatcttctc ttgagaatgg cagtcaagaa 
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atgagatggt tcacttgact 
2580 

gagccagaga agaaacgggt 
2640 

aacttgattt gagtttcatt 
2700 

tgggggctcc aggactacag 
2760 

cttacatgca ggacaacaaa 
2820 

ggcttttgtt taggaatttg 
2880 

atccatcaga gtcagtgcta 
2940 

ttttactata cagagagcat 
3000 

agggatctag gtgagcccat 
3060 

cacagaaaac gaacgaagga 
3120 

gtttacagcc tctgtctcta 
3180 

gtttttgttt tgtttttttt 
3240 

tttctgacaa tctgttaatt 
3300 

agtatattta gtcggagagc 
3360 

ctattttgca ttttttcttt 
3420 

caaaacttgt aaagttgtaa 
3480 

gaaatctgac ctttgccgat 
3538 



actgagcagt tacaccaagg 
tgtgatggta atggtgtggg 
gtctctgaat tgaacatccc 
tagaaaagta tagagcaagc 
atgatgaaag atatccaaat 
tttcaagagg aacaagggat 
taaaattgcc tattaaggta 
taattcagat ggcttagaaa 
tgtaagtatc attgaaaaca 
caacaagaag tggatgagaa 
aacaaagtat ggaaacaagt 
tgttttcccc cactaaatag 
tcttaggaca gctgtctttg 
acatctgtat gcgacaactt 
taccatgttt cagtttctgc 
catttcacat ggaaatgctg 
gctgcaataa agtgttgtaa 



agagcgtgaa ggggatgatt 
ggaaatgaac ttgagcttta 
acgttggaag aagatacatt 
aggaaaatct tctagtaaaa 
accagataat ccaccaggaa 
gagggagaaa aatccgtttt 
aaagaaaaat gtggagacta 
agtgatacca gcccaagaac 
aaacatgccc gtcaacatgt 
tattttgttg accttcatgg 
agagctttta ttttgctttt 
aaatgagggt ccttagtctg 
gtttgctttc cagcaggcgt 
gattacatct ttttttctag 
atgtagattt aaataaaaaa 
cccaatcttc accagcttca 
tttaaaaaaa aaaaaaaa 



<210> 3038 
<211> 697 
<212> PRT 

<213> Homo sapiens 
<4*00> 3038 

Pro Asn Cys Val Asn Arg Asp Leu lie Asp Lys Ala Ala Met Asp Phe 

15 10 15 

Cys Met Asn Met Asn Thr Lys Ala Asn Arg Lys Lys Leu Val Arg Ala 

20 25 30 

Leu Phe lie Val Pro Arg Gin Arg Leu Asp Leu Leu Pro Phe Tyr Ala 

35 40 45 

Arg Leu Val Ala Thr Leu His Pro Cys Met Ser Asp Val Ala Glu Asp 

50 55 60 

Leu Cys Ser Met Leu Arg Gly Asp Phe Arg Phe His Val Arg Lys Lys 
65 70 75 80 

Asp Gin He Asn He Glu Thr Lys Asn Lys Thr Val Arg Phe He Gly 

85 90 95 

Glu Leu Thr Lys Phe Lys Met Phe Thr Lys Asn Asp Thr Leu His Cys 
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100 

Leu Lys Met Leu 
115 

Cys Thr Leu Leu 
130 

Ser His Leu Arg 
145 

Gin Ala Met His 

Tyr Tyr Tyr Cys 
180 

Arg Pro Pro Leu 
195 

Ser Lys Val Thr 
210 

Trp Gin Asp Gin 
225 

lie Trp Asn Val 

Ala Gly Leu Val 
260 

Gly Val Leu Glu 
275 

Phe Asn Gin Arg 
290 

Asn Tyr Arg Met 
305 

Phe Thr Ser Phe 

Pro Pro Glu His 
340 

Thr Cys Gly Gin 
355 

Cys Phe Leu Val 
370 

Glu Val Trp Thr 
385 

He Ser Asp Thr 

Ser Leu Glu Glu 
420 

Leu He Lys Leu 
435 

Thr Glu Gly Glu 
450 

Ala Glu Thr Glu 
465 

Glu Glu Glu Glu 

Glu Glu Glu Asn 
500 

Thr Asp Glu Glu 
515 

His Val Pro Cys 



Leu Ser Asp Phe 
120 

Glu Thr Cys Gly 
135 

Thr Ser Val Leu 
150 

Leu Asp Ala Arg 
165 

Asn Pro Pro Pro 

Gin Glu Tyr Val 
200 

Thr Glu Lys Val 
215 

Gl^gVal Lys Asp 
230 

Lys Tyr Asn Ser 
245 

Leu Tyr Gin Glu 

Asp He Arg Leu 
280 

Arg He Ser Ser 
295 

Val Glu Ser Ala 
310 

Gly Val Asn Pro 
325 

Leu Phe Arg He 

Tyr Phe Asp Arg 
360 

Tyr Phe Gin Arg 
375 

Lys Asp His Pro 
390 

Leu Glu Leu Leu 
405 

Ser He Arg Gin 

Gly Leu Val Asn 
440 

Asn Leu Glu Glu 
455 

Glu Gin Ser Gly 
470 

Gly Ser Asp Asn 
485 

Thr Asp Tyr Leu 

Asn Thr Glu Val 
520 

Val Glu Asp Glu 



105 

Ser His His His 

Arg Phe Leu Phe 
140 

Leu Glu Gin Met 
155 

Tyr Val Thr Met 
170 

Ala Glu Lys Thr 
185 

Arg Lys Leu Leu 

Leu Arg Gin Met 
220 

Tyr Val He Cys 
235 

He His Cys Val 
250 

Asp Val Gly He 
265 

Gly Met Glu Val 

Ala Lys Phe Leu 
300 

Val He Phe Arg 
315 

Asp Gly Ser Pro 
330 

Arg Leu Val Cys 
345 

Gly Ser Ser Lys 

Tyr Val Trp Trp 
380 

Phe Pro He Asp 
395 

Arg Pro Lys He 
410 

Val Gin Asp Leu 
425 

Asp Lys Asp Ser 

Asp Glu Glu Glu 
460 

Asn Glu Ser Glu 
475 

Asp Asp Asp Glu 
490 

Thr Asp Ser Asn 
505 

Met He Lys Gly 
Asp Phe He Gin 



110 

He Glu Met Ala 
125 

Arg Ser Pro Glu 

Met Arg Lys Lys 
160 

Val Glu Asn Ala 
175 

Val Lys Lys Lys 
190 

Tyr Lys Asp Leu 
205 

Arg Lys Leu Pro 

Cys Met He Asn 
240 

Ala Asn Leu Leu 
255 

His Val Val Asp 
270 

Asn Gin Pro Lys 
285 

Gly Glu Leu Tyr 

Thr Leu Tyr Ser 
320 

Ser Ser Leu Asp 
335 

Thr He Leu Asp 
350 

Arg Lys Leu Asp 
365 

Lys Lys Ser Leu 

He Asp Tyr Met 
400 

Lys Leu Cys Asn 
415 

Glu Arg Glu Phe 
430 

Lys Asp Phe Met 
445 

Glu Glu Gly Gly 

Val Asn Glu Pro 
460 

Gly Glu Glu Glu 
495 

Lys Glu Asn Glu 
510 

Gly Gly Leu Lys 
525 

Ala Leu Asp Lys 
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530 535 540 

Met Met Leu Glu Asn Leu Gin Gin Arg Ser Gly Glu Ser Val Lys Val 
545 550 555 560 

His Gin Leu Asp Val Ala lie Pro Leu His Leu Lys Ser Gin Leu Arg 

565 570 575 

Lys Gly Pro Pro Leu Gly Gly Gly Glu Gly Glu Ala Glu Ser Ala Asp 

580 585 590 

Thr Met Pro Phe Val Met Leu Thr Arg Lys Gly Asn Lys Gin Gin Phe 

595 600 605 

Lys He Leu Asn Val Pro Met Ser Ser Gin Leu Ala Ala Asn His Trp 

610 615 620 

Asn Gin Gin Gin Ala Glu Gin Glu Glu Arg Met Arg Met Lys Lys Leu 
625 630 635 640 

Thr Leu Asp He Asn Glu Arg Gin Glu Gin Glu Asp Tyr Gin Glu Met 

645 650 655 

Leu Gin Ser Leu Ala Gin Arg Pro Ala Pro Ala Asn Thr Asn Arg Glu 

660 665 670 

Arg Arg Pro Arg Tyr Gin His Pro Lys Gly Ala Pro Asn Ala Asp Leu 

675 680 685 

He Phe Lys Thr Gly Gly Arg Arg Arg 
690 695 

<210> 3039 
<211> 1836 
<212> DNA 

<213> Homo sapiens 
<400> 3039 

nnttttttat gtggacttct tttaaacatt tattaaaaaa gcaaaatgta tgttcatctc 
60 

aaatctaaca gttaaaaaat ggtaaagcaa tacaaacaat gtgttactag cagcatccag 
120 

tcgttagaat ctctcaccct gcttctcggt ctgatctgtg caagctcagt ctcttctgag 
180 

cctgcagcta cctccatccc tcatcgtagt gcaggccaaa ccaaatttta taaaattaac 
240 

aatttaaggt taaataagct taaataaggg tgttaaatac aagacacttc atcaaagctt 
300 

ctgtacaaag ataaacaaat ctggcattgt acaagtggtt ccgctggctc acagcacaca 
360 

gggaagttct agtgagtaag cagattcact ctcatttctt tccagcagag caactataca 
420 

aaagtgaact aagagttgaa gtgactactg accactcggt gagccattta caaggcatat 
480 

gtatcttttt tttgttttta atcagaacac tgttaatatt caggcaccat ttgttcctgc 
540 

aaataaataa gtctctaagg taactgcatc tgaactagtg ttaaacacaa cagtgctttt 
600 

tttttttttt aatcccccca caaagctttt ccaactatgt actatgcctc ctttcttatt 
660 

gctatggtaa tgtggctgtg gaaataaaac tactgtacat ccaaaaaaat agagcacctt 
720 

taacattaaa gtatatgtct gattatttgt tctcatgttt attttacaat actaaagccc 
780 
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aaactatggt aaattgcttt acatctctac caggtcacct gatatacagg aaataaaact 
840 

caactatctt ccctcttgag gtaagcccaa gccagagcac tgttttagca gagtctaaaa 
900 

gaaaaaggtc tcaactgtcg ccagggttta cattcatctt cacaccagga gttacattca 
960 

ttcatcttca catcggcgct gctctctgcc gtggttaccg agaaagagtc gaggctccct 
1020 

atcctgctgt ggtgaatggt gctacacaga atggaacagc aaaaacatct acgattggtt 
1080 

gaaagcacac agaaaaacca catgtttgtg acttcaaagg gacaaggggc atttcccagt 
1140 

ggtcccttga tgaggtgcgg attggctaag attttttgtc gatggtggtg aaaaaccatt 
1200 

ctgtgaattt ccgcagctga gctgtcgcgg tctgggactc ctcctgcagc ctcatgttgt 
1260 

cctgtctcag gtgctgcact tctgcttgga gaacggcctt gtcttgtttt tccttccgaa 
1320 

ggtcggtctg gagttgtcga agaattaatt ccagctgatt gactttcccg gtcagtggtg 
1380 

atggagaacg ctccccagtt gtgtccatga actctttgcc actgcctgga tctacacata 
1440 

agggcagctc tgatgcccct cccggacaca gccacagggt tagattggac ccacctcgtg 
1500 

gatgctgcac gggcatttga agaccagagg gtggcatcct tctgcaccct gacagatatg 
1560 

cagcatgggc aggacctgga aggggcccaa gagctgccct tatgtgtaga tccaggcagt 
1620 

ggcaaagagt tcatggacac aactggggag cgttctccat caccactgac cgggaaagtc 
1680 

aatcagctgg aattaattct tcgacaactc cagaccgacc ttcggaagga aaaacaagac 
1740 

aaggccggtc tccaagcaga agtgcagcac ctgagacagg acaacatgag gctgcaggaa 
1800 

gagtcccaga ccgcgacagc tcagctgcgg aaattg 
1836 

<210> 3040 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 3040 

Thr Leu Cys His Cys Leu Asp Leu His He Arg Ala Ala Leu Met Pro 

15 10 15 

Leu Pro Asp Thr Ala Thr Gly Leu Asp Trp Thr His Leu Val Asp Ala 

20 25 30 

Ala Arg Ala Phe Glu Asp Gin Arg Val Ala Ser Phe Cys Thr Leu Thr 

35 40 45 

Asp Met Gin His Gly Gin Asp Leu Glu Gly Ala Gin Glu Leu Pro Leu 

50 55 60 

Cys Val Asp Pro Gly Ser Gly Lys Glu Phe Met Asp Thr Thr Gly Glu 
65 70 75 80 

Arg Ser Pro Ser Pro Leu Thr Gly Lys Val Asn Gin Leu Glu Leu He 
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85 90 95 

Leu Arg Gin Leu Gin Thr Asp Leu Arg Lys Glu Lys Gin Asp Lys Ala 

100 105 110 

Gly Leu Gin Ala Glu Val Gin His Leu Arg Gin Asp Asn Met Arg Leu 

115 120 125 

Gin Glu Glu Ser Gin Thr Ala Thr Ala Gin Leu Arg Lys Leu 
130 135 140 



<210> 3041 

<211> 1512 

<212> DNA 

<213> Homo sapiens 



<400> 3041 
ncacgaggag 
60 

tgggagtgcg 
120 

ccctcaacgt 
180 

ctacggccgc 
240 

ttgctgcacc 
300 

agctacatgt 
360 

cgaatctcca 
420 

cgtgacctac 
480 

gatttcccct 
540 

ctggtgacca 
600 

ggccgcattc 
660 

ggcatgtaca 
720 

gagaaggagg 
780 

ggcttctgga 
840 

cagtcactga 
900 

gtgctggtgg 
960 

ctgggacctg 
1020 

gatgcccgga 
1080 

gtgggtcagt 
1140 

gatgagctct 
1200 



ccagagtctg 
cggcagggac 
ccgcaggcgc 
tgacgctgag 
aagtggaggc 
cgcaggtgct 
tgtcccatga 
tctctgagac 
tccaagccat 
aggtggagga 
accggttcgt 
tcctgagccc 
tcttccccat 
tggacattgg 
ggcagaagca 
acccaagtgc 
gcgtggtggt 
tccgttccca 
gggtacgcat 
acctcaacgg 



tcaggcgggt 
cggccaggcg 
gatgaaggca 
caccccgaag 
gctagccgcg 
ggagaaggaa 

a 9 a 99 a 9 cct 
tgcagaccct 
ggtgcagttc 
accctccaag 
ggagaagcca 
tgcagtgctg 
tatggccaag 
gcagcccaag 
gcctgagcgg 
ccgcatcggc 
cgaagatggt 
ttcctggctt 
ggagaacgtg 
agccagcgtg 



tggtgaaggg 
ggctgcaggc 
ctgatcttag 
ccactggtgg 
gcaggcgtgg 
atgaaggcac 
ttggggacag 
ttcttcgtcc 
caccggcacc 
tacggtgtgg 
caggtgtttg 
cggcgcatcc 
gaggggcagc 
gacttcctca 
ctgtgctcag 
cagaactgca 
gtgtgtatcc 
gagtcctgca 
acagtgctgg 
ctgccccaca 



cgcggggccg 
acctcagagc 
tggggggcta 
acttctgcaa 
accacgtgat 
aggagcagag 
ctgggcccct 
tcaacagtga 
atggccagga 
tggtgtgtga 
tgtccaataa 
agctgcagcc 
tatatgccat 
ctggcatgtg 
gccctggcat 
gcattggccc 
ggcggtgcac 
ttgtgggctg 
gtgaggacgt 
agtctattgg 



ggcacggcgt 
ccgggacacc 
tgggacgcgg 
taagcccatc 
cctggccgtg 
gctgggaatc 
ggcgctggcc 
cgtgatctgc 
gggctccatc 
ggctgacaca 
gatcaacgca 
tacgtccatt 
ggagttacag 
cctcttcctg 
tgtgggcaac 
caatgtgagc 

ggtgctgcgg 
gcgctgccgc 
catagttaat 
cgagtcagtg 
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ccagagcctc gtatcatcat gtgaggggat gcagtggggc tggccgagcc ccggttttcc 
1260 

catcagcaag gggagtgctg gcctgacaca tcagaagacc ctggacttgt cattatttgt 
1320 

ctggggggca ctgggtgaag ctgaagctgt tggacacctg ccttctcatg tggacatcat 
1380 

ctggcaggat ccctgctggg cacaccccac aaaccccact ccctcaagaa gggccagggc 
1440 

cagggctgta tggaataata atttaatgct cactgtgaaa aaaaaaaaaa aaaaaaaaaa 
1500 

aaaaaaaaaa aa 
1512 

<210> 3042 
<211> 360 
<212> PRT 

<213> Homo sapiens 
<400> 3042 

Met Lys Ala Leu He Leu Val Gly Gly Tyr Gly Thr Arg Leu Arg Pro 

15 10 15 

Leu Thr Leu Ser Thr Pro Lys Pro Leu Val Asp Phe Cys Asn Lys Pro 

20 25 30 

He Leu Leu His Gin Val Glu Ala Leu Ala Ala Ala Gly Val Asp His 

35 40 45 

Val He Leu Ala Val Ser Tyr Met Ser Gin Val Leu Glu Lys Glu Met 

50 55 60 

Lys Ala Gin Glu Gin Arg Leu Gly He Arg, He Ser Met Ser His Glu 
65 70 75 80 

Glu Glu Pro Leu Gly Thr Ala Gly Pro Leu Ala Leu Ala Arg Asp Leu 

85 90 95 

Leu Ser Glu Thr Ala Asp Pro Phe Phe Val Leu Asn Ser Asp Val He 

100 105 HO 

Cys Asp Phe Pro Phe Gin Ala Met Val Gin Phe His Arg His His Gly 

115 120 125 

Gin Glu Gly Ser He Leu Val Thr Lys Val Glu Glu Pro Ser Lys Tyr 

130 135 140 

Gly Val Val Val Cys Glu Ala Asp Thr Gly Arg He His Arg Phe Val 
145 150 155 160 

Glu Lys Pro Gin Val Phe Val Ser Asn Lys He Asn Ala Gly Met Tyr 

165 170 175 

He Leu Ser Pro Ala Val Leu Arg Arg He Gin Leu Gin Pro Thr Ser 

180 185 190 

He Glu Lys Glu Val Phe Pro He Met Ala Lys Glu Gly Gin Leu Tyr 

195 200 205 

Ala Met Glu Leu Gin Gly Phe Trp Met Asp He Gly Gin Pro Lys Asp 

210 215 220 

Phe Leu Thr Gly Met Cys Leu Phe Leu Gin Ser Leu Arg Gin Lys Gin 
225 230 235 240 

Pro Glu Arg Leu Cys Ser Gly Pro Gly He Val Gly Asn Val Leu Val 

245 250 255 

Asp Pro Ser Ala Arg He Gly Gin Asn Cys Ser He Gly Pro Asn Val 

260 265 270 

Ser Leu Gly Pro Gly Val Val Val Glu Asp Gly Val Cys He Arg Arg 
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275 280 
Cys Thr Val Leu Arg Asp Ala Arg lie Arg Ser 

290 295 
Ser Cys lie Val Gly Trp Arg Cys Arg Val Gly 
305 310 315 

Glu Asn Val Thr Val Leu Gly Glu Asp Val He 

325 330 
Tyr Leu Asn Gly Ala Ser Val Leu Pro His Lys 

340 345 
Val Pro Glu Pro Arg He He Met 
355 360 

<210> 3043 
<211> 394 
<212> DNA 
<213> Homo sapiens 

<400> 3043 

agatctcctt ggatctggag gccctggctt tcagccagag gcagggggag aaagatgatg 
60 

tctcatgatg ccagcgcttc ctcttcactg gcgtctgacc caggagcagt ccagaatcag 
120 

cttctctgac ctcactccaa ctcacgtgtc tttgacactt taagggactc cctgttttag 
180 

ggtcttctgg ctgggtgtca ttgaatgggc agtgattctc taactttaga ctgatgttcc 
240 

ccagcctttg tttggggact cggaggcaga gtagacagtt acccttaccc ctgggttggg 
300 

gagggtcata ttcctggtat ccccaggagg tcaacagggg cttcattttt ctgagggact 
360 

agagggtctt gtggagctcc tgggacagag atct 
394 

<210> 3044 
<211> 115 
<212> PRT 

<213> Homo sapiens 



<400> 3044 



Met Lys 


Pro 


Leu 


Leu 


Thr 


Ser 


Trp 


Gly 


Tyr 


Gin 


Glu Tyr Asp 


Pro 


Pro 


1 






5 










10 






15 




Gin Pro 


Arg 


Gly 
20 


Lys 


Gly 


Asn 


Cys 


Leu 
25 


Leu 


Cys 


Leu Arg Val 
30 


Pro 


Lys 


Gin Arg 


Leu 
35 


Gly 


Asn 


He 


Ser 


Leu 
40 


Lys 


Leu 


Glu 


Asn His Cys 
45 


Pro 


Phe 


Asn Asp 


Thr 


Gin 


Pro 


Glu 


Asp 


Pro 


Lys 


Thr 


Gly 


Ser Pro Leu 


Lys 


Cys 


50 










55 










60 






Gin Arg 


His 


Val 


Ser 


Trp 


Ser 


Glu 


Val 


Arg 


Glu 


Ala Asp Ser 


Gly 


Leu 


65 








70 










75 






80 


Leu Leu 


Gly 


Gin 


Thr 
85 


Pro 


Val 


Lys 


Arg 


Lys 
90 


Arg 


Trp His His 


Glu 
95 


Thr 


Ser Ser 


Phe 


Ser 
100 


Pro 


Cys 


Leu 


Trp 


Leu 
105 


Lys 


Ala 


Arg Ala Ser 
110 


Arg 


Ser 



Lys Glu lie 



285 

His Ser Trp Leu Glu 
300 

Gin Trp Val Arg Met 
320 

Val Asn Asp Glu Leu 
335 

Ser He Gly Glu Ser 
350 
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115 

<210> 3045 

<211> 605 

<212> DNA 

<213> Homo sapiens 

<400> 3045 

nnggatcctt gtcgtagtct tgcaggagaa aattgctgcc tttgatagct gtactttcac 
60 

gaagaaattc tttgttacaa gctgctatcc atgtccaggg ccaaacatga atcctattgc 
120 

tcttgggagc cgctggcttg cttatgcaga aaacaagttg attcgatgtc atcagtcccg 
180 

tggtggagcc tgtggagaca acattcagtc ttatactgcc acagtcatta gtgctgctaa 
240 ^ 

aacattgaaa agtggcctga caatggtagg gaaagtggtg actcagctga caggcacact 
300 

gccttcaggt gtgacagaag atgatgttgc catccacagt aattcacggc ggagtccttt 
360 

ggtcccaggc atcatcacag ttattgacac cgaaaccgtg gagagggcca ggtgtttgtg 
420 

agtgaggatc ttgacagtga tggcattgtg gcccacttcc ctgcccatga gaagccagtg 
480 

tgctgcatgg cttttaatac aagtggaatg cttctagtca caacagacac ccttggccat 
540 

gactttcatg tcttccaaat tctgactcat ccttggtcct catctacgga gagacgacaa 

600 

cgcgt 

605 

<210> 3046 
<211> 72 
<212> PRT 

<213> Homo sapiens 
<400> 3046 

His Arg Asn Arg Gly Glu Gly Gin Val Phe Val Ser Glu Asp Leu Asp 

1 5 10 15 

Ser Asp Gly lie Val Ala His Phe Pro Ala His Glu Lys Pro Val Cys 

20 25 30 

Cys Met Ala Phe Asn Thr Ser Gly Met Leu Leu Val Thr Thr Asp Thr 

35 40 45 

Leu Gly His Asp Phe His Val Phe Gin lie Leu Thr His Pro Trp Ser 

50 55 60 

Ser Ser Thr Glu Arg Arg Gin Arg 
65 70 

<210> 3047 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<400> 3047 
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attttggagg agaggaagaa tgaaatgacc caagtcatta cccgaaccca agaggagaaa 
60 

ctggaacatg tccgtgctct gatcaaaaag tattctgatc atttggagaa cgtctcaaag 
120 

ttggttgagt caggaattca gtttatggat gagccagaaa tggcagtgtt tctgcagaat 
180 

gccaaaaccc tgctaaaaaa aatctcggaa gcatcaaagg catttcagat ggagaaaata 
240 

gaacatggct atgagaacat gaaccacttc acagtcaacc tcaatagaga agaaaagata 
300 

atacgtgaaa ttgactttta cagagaagat gaagatgaag aagaagaaga aggcggagaa 
360 

ggagaaaaag aagagaagga gaagtgggag a 
391 

<210> 3048 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 3048 

Met Thr Gin Val He Thr Arg Thr Gin Glu Glu Lys Leu Glu His Val 

15 10 15 

Arg Ala Leu He Lys Lys Tyr Ser Asp His Leu Glu Asn Val Ser Lys 

20 25 30 

Leu Val Glu Ser Gly He Gin Phe Met Asp Glu Pro Glu Met Ala Val 

35 40 45 

Phe Leu Gin Asn Ala Lys Thr Leu Leu Lys Lys He Ser Glu Ala Ser 

50 55 60 

Lys Ala Phe Gin Met Glu Lys He Glu His Gly Tyr Glu Asn Met Asn 
65 70 75 80 

His Phe Thr Val Asn Leu Asn Arg Glu Glu Lys He He Arg Glu He 

85 90 95 

Asp Phe Tyr Arg Glu Asp Glu Asp Glu Glu Glu Glu Glu Gly Gly Glu 

100 105 110 

Gly Glu Lys Glu Glu Lys Glu Lys Trp Glu 
115 120 

<210> 3049 
<211> 599 
<212> DNA 

<213> Homo sapiens 
<400> 3049 

ngttgtcctc ctcaccttca cccaaatctt taattcacgg agctgcatcc ccttctttgg 
60 

tttcagatgt tcctggttcg ccgggacagc agctcgaagc agctggtgct ctgtgtccac 
120 

tttccttctc tgaacgaaag ctcggccgag gtgctcgaat acaccattaa ggaagaaaag 
180 

tcgatattgt acctggaagg ctcggctctt gtgtttgagg acatcttcag attgattgcg 
240 

ttctactgtg tcagtagaga cttactgccc ttcacactgc ggctacccca ggccatcctt 
300 
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gaggccagca gcttcacgga 
360 

tcctcgctga atcctccaca 
420 

cccggattcc ccctagtctc 
480 

gaaatcgagc tgtcggtagg 
540 

gactgcagca gcgccctgcc 
599 



ccttgagacc atcgccaacc 
agaaagaggg aagccagcag 
cagcctcagg cccacagccc 
aaatgaccgc ctgtggtttg 
caccgaccag ccacctcttg 



tgggtctggg tttctgggac 
agcccccaag agaccgggcc 
atgacgcaaa ctgtgcctgt 
tgaatcctat tttcatcgag 
gaaattgccc ttcacgcgt 



<210> 3050 

<211> 177 

<212> PRT 

<213> Homo sapiens 



<400> 3050 

Met Phe Leu Val Arg Arg Asp Ser Ser Ser Lys Gin Leu Val Leu Cys 

15 10 15 

Val His Phe Pro Ser Leu Asn Glu Ser Ser Ala Glu Val Leu Glu Tyr 

20 25 30 

Thr lie Lys Glu Glu Lys Ser He Leu Tyr Leu Glu Gly Ser Ala Leu 

35 40 45 

Val Phe Glu Asp He Phe Arg Leu He Ala Phe Tyr Cys Val Ser Arg 

50 55 60 

Asp Leu Leu Pro Phe Thr Leu Arg Leu Pro Gin Ala He Leu Glu Ala 
65 70 75 80 

Ser Ser Phe Thr Asp Leu Glu Thr He Ala Asn Leu Gly Leu Gly Phe 

85 90 95 

Trp Asp Ser Ser Leu Asn Pro Pro Gin Glu Arg Gly Lys Pro Ala Glu 

100 105 110 

Pro Pro Arg Asp Arg Ala Pro Gly Phe Pro Leu Val Ser Ser Leu Arg 

115 120 125 

Pro Thr Ala His Asp Ala Asn Cys Ala Cys Glu He Glu Leu Ser Val 

130 135 140 

Gly Asn Asp Arg Leu Trp Phe Val Asn Pro He Phe He Glu Asp Cys 
145 150 155 160 

Ser Ser Ala Leu Pro Thr Asp Gin Pro Pro Leu Gly Asn Cys Pro Ser 
165 170 175 

Arg 



<210> 3051 
<211> 820 
<212> DNA 

<213> Homo sapiens 
<400> 3051 

nattcggcac gacggcatca agtctgggaa gaaacccacc cagagggctt cgctgatcat 
60 

agacgatgga aacattgcca gtgaagacag ctccctctca gatgcccttg ttcttgagga 
120 

tgaagactct caggttacca gcacaatatc ccccctacat tctcctcaca agggactccc 
180 
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tcctcggcca ccgtcgcaca acaggcctcc 
240 

gatgcactat caccgncaac gactatgaca 
300 

agtcctcttt agatgaaccc tatgagaagg 
360 

gcagccacaa gcgcttcccc agcacaggaa 
420 

ccttgcagaa cagccccatc cgcggcctcc 
480 

ccacgccaga cctgcgggtc cggagtcccc 
540 

tcagccccac ccgactgcac agcctcgcac 
600 

agtcccaggg caagctcctg ggctcggaaa 
660 

cgcggactcg tagcagcaac ggctcagacc 

720 

actcgagctc ggagcactac tacccggcgc 
780 

aggactcgcc gtccaaggcg cggctgcatg 
820 



tcctccccag tccctggagg gactccgaca 
agtcacccat caagcccaaa atgtggagtg 
tcaagaagcg ctcctctcac agccattcca 
gctgtgcgga agccggcgga ggaagcaact 
cgcactggaa ctcccagtcc agcatgccgt 
actacgtcca ttccacgagg tcggtggaca 
tgcactttag gcaccggagc tccagcctgg 
acgacaccgg gagccccgac ttctacaccc 
ccatggacga ctgctcgtcg tgcaccagcc 
agatgaacgc caactactcc acgctggccg 
gatattcgac 



<210> 3052 

<211> 62 

<212> PRT 

<213> Homo sapiens 



<400> 3052 
Arg Leu Ser Gly 
1 

Gly Thr Pro Ser 
20 

Val Pro Gly Gly 
35 

Thr Ser His Pro 
50 



Tyr Gin His Asn 
5 

Ser Ala Thr Val 

Thr Pro Thr Asp 
40 

Ser Ser Pro Lys 
55 



lie Pro Pro Thr 
10 

Ala Gin Gin Ala 

25 

Ala Leu Ser Pro 

Cys Gly Val Ser 
60 



Phe Ser Ser Gin 
15 

Ser Ser Ser Pro 
30 

Xaa Thr Thr Met 
45 

Pro Leu 



<210> 3053 

<211> 2625 

<212> DNA 

<213> Homo sapiens 



<400> 3053 

agtggctgnt cagaacatac atctntcatg ctttcattgt ctcaccaaga gaagccagaa 
60 

gagcctccga catctaatga atgcttagaa gatataaccg taaaagatgg actttctctc 
120 

cagtttaaaa gatttagaga aactgtacca acttgggata caataagaga tgaagaagat 
180 

gttcttgatg agctcttgca gtatttgggt gttactagtc ctgaatgctt acagagaact 
240 

ggaatctcac ttaatattcc tgctccacaa cctgtgtgca tttctgaaaa acaagaaaat 
300 
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gatgttatta 
360 

tttaatgact 
420 

tcagcatttt 
480 

cggaggagct 
540 

gattcaaggc 
600 

gaagacaaac 
660 

gctggtcttg 
720 

aaaaacaaaa 
780 

tttcacgtgt 
840 

catttgggaa 
900 

ggaattattc 
960 

atgttcagta 
1020 

ggtgctattg 
1080 

agccgtgctc 
1140 

tacctgcaaa 
1200 

caggtttttt 
1260 

gttctgttta 
1320 

gcaggtagat 
1380 

gtccatgaag 
1440 

cagcagtgat 
1500 

atgtctgcca 
1560 

aataatttta 
1620 

tttttcccac 
1680 

ttaccttcct 
1740 

gccaaaatac 
1800 

ttcaataaat 
1860 

acagcaaaag 
1920 



atgctatcct 
taaacatgaa 
attattgcag 
ttcatctcct 
agtgccgaga 
actccattct 
gttgggaggt 
gcactggatt 
caacaagaat 
atgatgaagt 
ccacagaatt 
ttcagataat 
tgaatggaaa 
tgaaatctct 
caattgtcca 
ctccagctcc 
tctgaaggct 
ggggctgacc 
ctgcgtcgtt 
cagcagtagc 
taacatgcat 
aataatttgt 
aatccaagct 
agataattat 
aattggacaa 
atataatttt 
atgtacctgt 



taagcaacat 
agctgtggaa 
attgcttctt 
gaagaaaaat 
gacacacaag 
caccaataca 
aaatcttaca 
gaccactcca 
gccttctgat 
gcacattgtt 
tggtgatgtc 
gaaaaaacca 
ggttctaccc 
gattccattg 
gcaccactta 
ctaccaccat 
cctacccaga 
tggcctctcc 
cctctggctc 
caccttagca 
gtttcttcct 
agcttaatat 
gccatatttt 
gtctaagtag 
ttagtctcat 
ttacaaatgt 
taatacacag 



acagaagaaa 
caagatgaac 
agtatattgg 
gaaaagctac 
attgcagtat 
ggaggaagtc 
aaccattgtg 
tattttgcta 
tctgatgatt 
tggtcagagc 
cttattgtaa 
gaggttccct 
attatggtta 
tatcaaaact 
gaaccaacaa 
ttaccatctg 
gattctaccc 
aatgtctcct 
agccaataaa 
cgaacatagg 
gtacatttat 
taaagattta 
gagggcaggg 
ttttatcttt 
tatttattgt 
aaaattttac 
aatgtgtaca 



aagaatttgt 
caatacctca 
gaatgaattc 
ttagagaact 
tttatgttgc 
aagcatatga 
gttttatggg 
cctctacagt 
ctttgaccaa 
atactagaga 
tatatccaat 
tctttggtcc 
gagcaacagc 
tctatgagga 
catttgaaga 
atgccgatca 
agtgaaactc 
cgaactagca 
tcctaaggag 
gttaaccctt 
ttgagaaaac 
agttatttat 
ggagttttat 
aatttcatgg 
gccccattgc 
atttaagcat 
gattatttgt 



tgagaagcac 
aaaacctcag 
ctgggacaaa 
taggaacttg 
tgaaggacaa 
agattttgta 
aggactacaa 
agaggtaata 
aaaattgaga 
ctacaggaga 
gaaaaatcac 
cctttttgat 
tataaatgca 
gagagcacga 
ttttgcagca 
ttaaatatca 
ccacagcaac 
aaagccgcat 
acaagcagcc 
tcaggccttc 
actggattta 
tgtttcattt 
tctacaccct 
ttaactgtga 
aactttatgg 
ttgtaaagtt 
tatgacaata 
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aaacactcaa aataaatggt ctttagcatc 
1980 

aactcttctt cccaaagcaa tgtctcattt 
2040 

ccaataacta gaaaaatcac tgtgctgaac 
2100 

atgttttgca tttcaagtgg tatcactgtt 
2160 

ttattattgg ctgctagatc ctggtgtttc 
2220 

tggggaagaa aagaaggaaa attttctgat 
2280 

tttaaaaaag aaaaaggaac ataacccagg 
2340 

tgaacttgca ggtccaggtt ggtatacatt 
2400 

ataagctgct cacattttgt tttgaatggg 
2460 

gtactaactg catgtgtaaa tacatcatac 
2520 

atcattcatg tagtatctat aatttgtaac 
2580 

taatacaata aaaatattct tatcacttcc 
2625 



tcaaattcca actgaaatca ttttagtatt 
cttggctgtg caggtgatgc catgttatat 
ttttatgttt agcttccaag tatttttcta 
aaatgccatt tgttttcaga ttgtggcctt 
tatgttcttt tttaagcacc aaaaagaaga 
ataaatatgt tgttcaaatt atgagtatta 
agtctaagtt aaatctaata ttgttaatac 
ccaccctcta gaagtatttt cttacagtag 
catctcctga ggaaatgtag catgacattg 
tggcaaaccg taaaatataa attatgtatc 
a gtg999995 aaagatgaca tggtatttaa 
taaaaaaaaa aaaaa 



<210> 3054 

<211> 417 

<212> PRT 

<213> Homo sapiens 



<400> 3054 
Ser Gly Xaa Ser 
1 

Glu Lys Pro Glu 
20 

Thr Val Lys Asp 
35 

Val Pro Thr Trp 
50 

Leu Leu Gin Tyr 
65 

Gly lie Ser Leu 

Lys Gin Glu Asn 
100 

Glu Lys Glu Phe 
115 

Val Glu Gin Asp 
130 

Tyr Cys Arg Leu 
145 

Arg Arg Ser Phe 
Leu Arg Asn Leu 



Glu His Thr Ser 
5 

Glu Pro Pro Thr 

Gly Leu Ser Leu 
40 

Asp Thr lie Arg 
55 

Leu Gly Val Thr 
70 

Asn lie Pro Ala 
85 

Asp Val lie Asn 

Val Glu Lys His 
120 

Glu Pro lie Pro 
135 

Leu Leu Ser lie 
150 

His Leu Leu Lys 
165 

Asp Ser Arg Gin 



Xaa Met Leu Ser 
10 

Ser Asn Glu Cys 
25 

Gin Phe Lys Arg 

Asp Glu Glu Asp 
60 

Ser Pro Glu Cys 
75 

Pro Gin Pro Val 
90 

Ala lie Leu Lys 
105 

Phe Asn Asp Leu 

Gin Lys Pro Gin 
140 

Leu Gly Met Asn 
155 

Lys Asn Glu Lys 
170 

Cys Arg Glu Thr 



Leu Ser His Gin 
15 

Leu Glu Asp lie 
30 

Phe Arg Glu Thr 
45 

Val Leu Asp Glu 

Leu Gin Arg Thr 
80 

Cys lie Ser Glu 
95 

Gin His Thr Glu 
110 

Asn Met Lys Ala 
125 

Ser Ala Phe Tyr 

Ser Trp Asp Lys 
160 

Leu Leu Arg Glu 
175 

His Lys He Ala 
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180 185 190 

Val Phe Tyr Val Ala Glu Gly Gin Glu Asp Lys His Ser He Leu Thr 

195 200 205 

Asn Thr Gly Gly Ser Gin Ala Tyr Glu Asp Phe Val Ala Gly Leu Gly 

210 215 220 

Trp Glu Val Asn Leu Thr Asn His Cys Gly Phe Met Gly Gly Leu Gin 
225 230 235 240 

Lys Asn Lys Ser Thr Gly Leu Thr Thr Pro Tyr Phe Ala Thr Ser Thr 

245 250 255 

Val Glu Val He Phe His Val Ser Thr Arg Met Pro Ser Asp Ser Asp 

260 265 270 

Asp Ser Leu Thr Lys Lys Leu Arg His Leu Gly Asn Asp Glu Val His 

275 280 285 

He Val Trp Ser Glu His Thr Arg Asp Tyr Arg Arg Gly He He Pro 

290 295 300 

Thr Glu Phe Gly Asr^Val Leu He Val He Tyr Pro Met Lys Asn His 
305 *310 315 320 

Met Phe Ser He Gin He Met Lys Lys Pro Glu Val Pro Phe Phe Gly 

325 330 335 

Pro Leu Phe Asp Gly Ala He Val Asn Gly Lys Val Leu Pro He Met 

340 345 350 

Val Arg Ala Thr Ala He Asn Ala Ser Arg Ala Leu Lys Ser Leu He 

355 360 365 

Pro Leu Tyr Gin Asn Phe Tyr Glu Glu Arg Ala Arg Tyr Leu Gin Thr 

370 375 380 

He Val Gin His His Leu Glu Pro Thr Thr Phe Glu Asp Phe Ala Ala 
385 390 395 400 

Gin Val Phe Ser Pro Ala Pro Tyr His His Leu Pro Ser Asp Ala Asp 
405 410 415 

His 



<210> 3055 

<211> 905 

<212> DNA 

<213> Homo sapiens 

<400> 3055 

tgtacaggcc cgagctgtgt tctaccccct cttagggttg ggaggagctg tgaacatgtc 
60 

ctatcgaacc ctctacatcg ggacaggagc tgacatggat gtgtgcctta caaactatgg 
120 

tcactgtaac tacgtgtccg ggaaacatgc ctgcatattc tacgatgaga ataccaaaca 
180 

ttatgagctg ttaaactaca gtgagcatgg gacaacggtg gacaatgtgc tgtattcatg 
240 

tgacttctcg gagaagaccc cgccaacccc cccaagcagt attgttgcca aagtgcagag 
300 

tgtcatcagg cgccgccggc accagaaaca ggacgaagag ccaagtgagg aggcagccat 
360 

gatgagttcc caggcccagg ggccgcagcg gagaccctgc aattgcaaag ccagcagctc 
420 

gagcttgatt gggggcagtg gggccggctg ggagggcaca gccttactgc accatggcag 
480 
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ctacatcaag ctgggctgcc tgcagtttgt 
540 

gcccaaaggc gatgccagcc tgctgcagga 
600 

gccccaccag ggccctgtgc tgcgctccaa 
660 

ccactggcct gtacacccac ccaagactcc 
720 

cgggtgtttt ctatactcta ccagaaaccc 
780 

aaaccttttg actgtttttt aaaaatcctt 
840 

cacatatatt tgtactcaac atttcatggg 

900 

tgggc 

905 



cttcagcatc actgagtttg cgaccaaaca 
tggggtcttg gccgagaagc tctctctcaa 
ctctgttcct taggactggc ggctaccccg 
tgcaatgcaa aaatgtacac aaaccaagcc 
ttcaactaca atctttgcat gaaatgaaga 
tttcttttct caagttctag ggggcatttg 
aaagcggcag acctgagctg aggaacagcg 



<210> 3056 

<211> 195 

<212> PRT 

<213> Homo sapiens 



<400> 3056 
Met Ser Tyr Arg 
1 

Cys Leu Thr Asn 
20 

Cys lie Phe Tyr 
35 

Ser Glu His Gly 
50 

Ser Glu Lys Thr 
65 

Gin Ser Val He 

Ser Glu Glu Ala 
100 

Arg Pro Cys Asn 
115 

Gly Ala Gly Trp 
130 

Lys Leu Gly Cys 
145 

Lys Gin Pro Lys 

Glu Lys Leu Ser 
180 

Ser Val Pro 
195 



Thr Leu Tyr He 
5 

Tyr Gly His Cys 

Asp Glu Asn Thr 
40 

Thr Thr Val Asp 
55 

Pro Pro Thr Pro 
70 

Arg Arg Arg Arg 
85 

Ala Met Met Ser 

Cys Lys Ala Ser 
120 

Glu Gly Thr Ala 
135 

Leu Gin Phe Val 
150 

Gly Asp Ala Ser 
165 

Leu Lys Pro His 



Gly Thr Gly Ala 
10 

Asn Tyr Val Ser 
25 

Lys His Tyr Glu 

Asn Val Leu Tyr 
60 

Pro Ser Ser He 
75 

His Gin Lys Gin 
90 

Ser Gin Ala Gin 
105 

Ser Ser Ser Leu 

Leu Leu His His 
140 

Phe Ser He Thr 
155 

Leu Leu Gin Asp 
170 

Gin Gly Pro Val 
185 



Asp Met Asp Val 
15 

Gly Lys His Ala 
30 

Leu Leu Asn Tyr 
45 

Ser Cys Asp Phe 

Val Ala Lys Val 
80 

Asp Glu Glu Pro 
95 

Gly Pro Gin Arg 
110 

He Gly Gly Ser 
125 

Gly Ser Tyr He 

Glu Phe Ala Thr 
160 

Gly Val Leu Ala 
175 

Leu Arg Ser Asn 
190 



<210> 3057 

<211> 2169 

<212> DNA 

<213> Homo sapiens 
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<400> 3057 
nnacgcgtgg 
60 

acgacgctgc 
120 

gtgacatcct 
180 

cggccctggg 
240 

atcaacacgc 
300 

tggtactgta 
360 

ccaggagagg 
420 

cctcgggcag 
480 

cgggcagtgg 
540 

cagggccggg 
600 

cacgtggact 
660 

gagctgccac 
720 

gtgggcagcc 
780 

gaggctcctc 
840 

agccccttcc 
900 

atccaagagt 
960 

ttgggggaca 
1020 

caaggttgca 
1080 

acctccccga 
1140 

gatatcacat 
1200 

ttgtgaggca 
1260 

agccaattgg 
1320 

catagacagt 
1380 

caggaagcag 
1440 

ataggagctc 
1500 

acgtttggaa 
1560 



aggtcgtgag 
ctcctgggcg 
tcgagggcaa 
tcccagcacg 
cagccctgct 
accgtggcct 
tcatccctgt 
ccgtggtgca 
tggccagcct 
cactgcggat 
acgcactcaa 
tggtgatcgg 
acgccagctt 
ctgagtactc 
cgcttccgca 
tccgctaccg 
tgaggccgcg 
caccagcttt 
ctgcatcaaa 
gggacagagg 
ttgaatgccc 
tggtgctgga 
tccagcatca 
agaaggcgtc 
agcaggcaga 
tccaccccgt 



ccaccgcgcc 
ccatgagttc 
acacggtagt 
ccgggcaagg 
ggcacctcaa 
agtctccctt 
ctttgccgag 
gacacagacg 
cgcgggcgag 
ccccccagtg 
ggtctgtgtg 
caccattccc 
cctgctggac 
ggaggtggta 
ggaccccgac 
cccgccaccc 
ctgcatgact 
cagccaccat 
gttggggaac 
aagagcccgg 
agtgcagtat 
atcccctagg 
cagaaccaga 
cttgcggaaa 
cgaatgagga 
ttattgtaga 



acgctcctgg 
ctgttcagct 
gtccgctact 
aaggtgttca 
gcgggggctc 
tcggccaaga 
atcgacaacg 
ttcatggccc 
ccggtgggcc 
ggtccttcca 
gatatcccag 
ttgcaccctt 
tggaggctgg 
gccgacactg 
atgagccttg 
ctgtactctg 
tgctgaacgg 
gactgtgggg 
caagtctcag 
ctggaatctg 
ccgagagact 
agccttcagt 
agaagagacc 
gggcatttta 
ataaaggtca 
actgggggtt 



cgccagatac 
tccagctgcc 
gtatcaaggc 
ctgtcatcga 
gggaaaaggt 
tcgaccgcaa 
gctccacacg 
gaggcgcccg 
ccgggcagcg 
tcctgcactg 
gaacgtccaa 
ttggcagccg 
gggccttgcc 
aggaggcagc 
aaggcccgtt 
aggaggatcc 
cacagggacc 
agtggctgga 
agtgaggcgg 
acttacctgg 
gtttaataac 
ctgggagaaa 
tgcaactgtg 
gctgaggctt 
gagaaggtca 
cagagggcag 



cggggagacc 
cccgaccctg 
caccctgcac 
gcctgtggac 
tgcccgatcc 
gggctacacc 
tcctgtgctg 
aaagcagaaa 
ggcgctgtgg 
ccgcgttcta 
gctgctgctg 
ttcctccagc 
ggagcggcct 
cttggggcag 
cttcgcctac 
aaacccactc 
cctcgaggaa 
ccaagggctg 
gggcctttcg 
accgctgtcc 
ctgtcttccc 
cagagccaga 
agagtccaga 
tggagtacga 
gagctgagtg 
gtgcctcaga 
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gttgaggcca cacagtgagg tctggtgggt gaaaggaccc aggaacgagg cgttcaggaa 
1620 

agcaggttgt cagagctatg tggagtctgt gggtggcagg ggcagccgct ccagcctttg 
1680 

aagactttga aagccagaga ttcctggcgc aggcttggac ttcctgggag ctcctccaag 

1740 

tacccagggg catcagagct gcctgggtgt tacatggccc agggaaccca ggttcagggt 
1800 

aggacaggca agaccagata cccaatgtgc aaagtgaaaa cactgggctc cctgttaaac 
1860 

gatgaagaat tcaagacagt gacagcatta cgtcacccct ggggacagag gtcagcctaa 
1920 

ggtgacacac ggggactact gtgcttccgg aggctccctg tgtcctggag gagaaaagca 
1980 

ttagaggggg cagctggaca agctcccaac tgcagagtcc cagccctggc tggggcaggg 
2040 

ccccggcctg ggactcagca ttcctgatat gccttaagaa ttcattctgt tttgtacaat 
2100 

tattttttaa aagtaaacgt gtggagaaag aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2160 

aaaaaaaaa 
2169 

<210> 3058 
<211> 298 
<212> PRT 

<213> Homo sapiens 
<400> 3058 

Phe Gin Leu Pro Pro Thr Leu Val Thr Ser Phe Glu Gly Lys His Gly 

15 10 15 

Ser Val Arg- Tyr Cys lie Lys Ala Thr Leu His Arg Pro Trp Val Pro 

20 25 30 

Ala Arg Arg Ala Arg Lys Val Phe Thr Val lie Glu Pro Val Asp lie 

35 40 45 

Asn Thr Pro Ala Leu Leu Ala Pro Gin Ala Gly Ala Arg Glu Lys Val 

50 55 60 

Ala Arg Ser Trp Tyr Cys Asn Arg Gly Leu Val Ser Leu Ser Ala Lys 
65 70 75 80 

He Asp Arg Lys Gly Tyr Thr Pro Gly Glu Val lie Pro Val Phe Ala 

85 90 95 

Glu He Asp Asn Gly Ser Thr Arg Pro Val Leu Pro Arg Ala Ala Val 

100 105 HO 

Val Gin Thr Gin Thr Phe Met Ala Arg Gly Ala Arg Lys Gin Lys Arg 

115 120 125 

Ala Val Val Ala Ser Leu Ala Gly Glu Pro Val Gly Pro Gly Gin Arg 

130 135 140 

Ala Leu Trp Gin Gly Arg Ala Leu Arg He Pro Pro Val Gly Pro Ser 
145 150 155 160 

He Leu His Cys Arg Val Leu His Val Asp Tyr Ala Leu Lys Val Cys 

165 170 175 

Val Asp He Pro Gly Thr Ser Lys Leu Leu Leu Glu Leu Pro Leu Val 

180 185 190 

He Gly Thr He Pro Leu His Pro Phe Gly Ser Arg Ser Ser Ser Val 
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195 

Gly Ser His Ala 
210 

Glu Arg Pro Glu 
225 

Glu Glu Ala Ala 

Asp Met Ser Leu 
260 

Tyr Arg Pro Pro 
275 

Gly Asp Met Arg 
290 



200 

Ser Phe Leu Leu 
215 

Ala Pro Pro Glu 
230 

Leu Gly Gin Ser 
245 

Glu Gly Pro Phe 

Pro Leu Tyr Ser 
280 

Pro Arg Cys Met 
295 



Asp Trp Arg Leu 
220 

Tyr Ser Glu Val 
235 

Pro Phe Pro Leu 
250 

Phe Ala Tyr lie 
265 

Glu Glu Asp Pro 
Thr Cys 



205 

Gly Ala Leu Pro 

Val Ala Asp Thr 
240 

Pro Gin Asp Pro 
255 

Gin Glu Phe Arg 
270 

Asn Pro Leu Leu 
285 



<210> 3059 

<211> 1411 

<212> DNA 

<213> Homo sapiens 



<400> 3059 
ntctagaacc 
60 

ccctgatcta 
120 

cccaaaggtc 
180 

agcaagagaa 
240 

acatacagcc 
300 

gatcttcagc 
360 

tcttcttatg 
420 

tatagagttc 
480 

ctccgttctc 
540 

cgggatagag 

600 

gggaaggaca 
660 

ttagaacatc 
720 

gctgcaaaag 
780 

agaaaggagg 
840 

gctattgaaa 
900 

tcagtggaac 
960 

gctgatccac 
1020 



aggaaggcgc 
aagaaacgac 
tggacccaga 
aaaagaaaca 
gaaagaaagg 
ctcgttcaca 
gctccagaag 
agaggtctag 
atagtcgtag 
aacgacgtaa 
aggaattaca 
tgccaccagc 
ctgatgaagc 
aagaccaagc 
gtgattcttt 
ctagtgaagt 
ccagtactga 



tgagcttaaa 
tcagggactg 
aatgggacgt 
ccgtagacgg 
aggaaggaaa 
ttcttatgat 
gaaacgaagt 
gtcaaaaagc 
cagtgaaagg 
gggcagagat 
taacatcaaa 
tgaacaggcc 
attgaaagcc 
caccctggta 
tgttcagcag 
gaaacaagca 
aaaagaaata 



ctgaagcaag 
cggcgcttgc 
cggtcatcag 
tcctcctcga 
tcaagatcaa 
agaagacgca 
cgaagtcgtt 
agaacaagaa 
tccagtcaca 
aaagagaaaa 
cgtggggaat 
aaagccagac 
aaagaaagaa 
gaacaagtaa 
acattcagat 
acttcaacat 
gatcctacca 



ttcggtggac 
acgtcaacgg 
atactgaaga 
gcagttcttc 
agtcaagatc 
ggcatcgatc 
caaggggtcg 
ggtccaggtc 
gaagaacgcg 
gagaaaagga 
ctggaaacat 
tacagctggt 
atgaggaaga 
aaagagtaaa 
caagtaaaga 
caggaccagc 
gcatccctac 



gccggcggcg 
gaggtgtgag 
agaaagcaga 
agatagtaga 
ttggtccaga 
aagcagtagc 
agggaaatcc 
aagacctcgt 
tagtcggtct 
gaaggataaa 
caaagctgga 
tcttgaagct 
agcaaagaga 
agaaattgaa 
agtcaaaaag 
atcagcagtt 
tgctatcaag 
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taccaagatg acaattccct ggcccatcca aatttattta tcgagaaagc tgatgctgag 
1080 

gaaaaatggt tcaagagatt aattgctctc cgacaagaaa gactaatggg cagtcctgtg 
1140 

gcctaagtaa tatacatata gttggattgg attgtcagca gtaacattgg aaatttaggt 
1200 

ttttaaatcc caatattaac tttttactct taaaaagaat tttgctgatt atatataaag 
1260 

gtagtctcat ttcatttgtc tctcatgtag gcttgaatat ttgttaattt gaattaaatc 
1320 

aaacattgta aaaattaaaa caaaatttaa gattgcatga aaatgttata ctgttaataa 
1380 

agctaaacat aaataagtct gttaaaaaaa a 
1411 

<210> 3060 
<211> 334 
*212> PRT 

<213> Homo sapiens 
<400> 3060 

Met Gly Arg Arg Ser Ser Asp Thr Glu Glu Glu Ser Arg Ser Lys Arg 

15 10 15 

Lys Lys Lys His Arg Arg Arg Ser Ser Ser Ser Ser Ser Ser Asp Ser 

20 25 30 

Arg Thr Tyr Ser Arg Lys Lys Gly Gly Arg Lys Ser Arg Ser Lys Ser 

35 40 45 

Arg Ser Trp Ser Arg Asp Leu Gin Pro Arg Ser His Ser Tyr Asp Arg 

50 55 60 

Arg Arg Arg His Arg Ser Ser Ser Ser Ser Ser Tyr Gly Ser Arg Arg 
65 70 75 80 

Lys Arg Ser Arg Ser Arg Ser Arg Gly Arg Gly Lys Ser Tyr Arg Val 

85 90 95 

Gin Arg Ser Arg Ser Lys Ser Arg Thr Arg Arg Ser Arg Ser Arg Pro 

100 105 110 

Arg Leu Arg Ser His Ser Arg Ser Ser Glu Arg Ser Ser His Arg Arg 

115 120 125 

Thr Arg Ser Arg Ser Arg Asp Arg Glu Arg Arg Lys Gly Arg Asp Lys 

130 135 140 

Glu Lys Arg Glu Lys Glu Lys Asp Lys Gly Lys Asp Lys Glu Leu His 
145 150 155 160 

Asn He Lys Arg Gly Glu Ser Gly Asn He Lys Ala Gly Leu Glu His 

165 170 175 

Leu Pro Pro Ala Glu Gin Ala Lys Ala Arg Leu Gin Leu Val Leu Glu 

180 185 190 

Ala Ala Ala Lys Ala Asp Glu Ala Leu Lys Ala Lys Glu Arg Asn Glu 

195 200 205 

Glu Glu Ala Lys Arg Arg Lys Glu Glu Asp Gin Ala Thr Leu Val Glu 

210 215 220 

Gin Val Lys Arg Val Lys Glu He Glu Ala He Glu Ser Asp Ser Phe 
225 230 235 240 

Val Gin Gin Thr Phe Arg Ser Ser Lys Glu Val Lys Lys Ser Val Glu 

245 250 255 

Pro Ser Glu Val Lys Gin Ala Thr Ser Thr Ser Gly Pro Ala Ser Ala 
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260 

Val Ala Asp Pro 
275 

Pro Thr Ala lie 
290 

Leu Phe lie Glu 
305 

lie Ala Leu Arg 



Pro Ser Thr Glu 
280 

Lys Tyr Gin Asp 
295 

Lys Ala Asp Ala 
310 

Gin Glu Arg Leu 
325 



265 




Lys Glu lie 


Asp 


Asp Asn Ser 


Leu 




300 


Glu Glu Lys 


Trp 


315 




Met Gly Ser 


Pro 


330 





270 

Pro Thr Ser lie 
285 

Ala His Pro Asn 

Phe Lys Arg Leu 
320 

Val Ala 



<210> 3061 

<211> 1554 

<212> DNA 

<213> Homo sapiens 



<400> 3061 
nncgggagcg 
60 

caggtgagcg 

120 

gcttccgtat 
180 

agcggggcaa 
240 

gggaaagcgc 
300 

cgcccctgcg 
360 

acagctcctt 
420 

gtcagtcctc 
480 

gccccttctc 
540 

cttccagagt 
600 

ccgccctgga 
660 

ccgccttccc 
720 

ctcctggacg 
780 

gccccccgac 
840 

ggtggcacgc 
900 

agggccctgg 
960 

aaccaggctg 
1020 

gactgtgggc 
1080 

gagaagcatg 
1140 



gtggcgtctc 
gcagccaggt 
cacagggggc 
agccaaggac 
ggagggcatg 
gctgcagctg 
ggaagtgctg 
cttaaggtcc 
accaccaccc 
ctggcatgtt 
agccgacacg 
cgggccctcg 
aggactcgga 
agtccagctc 
cagccttctt 
ccacccctcc 
tgcgcatcca 
tgaacctgaa 
cccgccagcg 



cccgccttcc 
atggcgttga 
agggatttcc 
gctgacctcc 
ctgcatgccg 
gaccggtctc 
gcgactcgct 
tcctactcca 
tctagcagct 
ccccgggcct 
cggcctcggc 
ttcctccagg 
agtcttcaag 
ctttcgactc 
gcccagctca 
caagctccac 
ggagggccgg 
gatgcgcggg 
ctactccgca 



ctccctcccg 
cggtggatgt 
acacgcccat 
ggcctggaga 
aggcccagag 
aggctacgtc 
tccagggctc 
gcccaacctc 
ccctcactgg 
ccccgctgct 
gccgctggcg 
cccagcatgg 
atgctgcagg 
ttgcaggaag 
ctgagccccc 
acttgtgaga 
taccgccacc 
cacttctggg 
cctgccaccc 



ggcctgggcg 
ggccgggcca 
catggtgact 
cataatcgtg 
caagatccgc 
tccagggcag 
cgtgaggaca 
cctcagcccg 
agaggcggcc 
gaccgcctgt 
actcggcggt 
actcggaagg 
aaaatcgcga 
ccctggaggc 
agtcctccct 
agtgcagtac 
ccggctgcta 
tgggtgacga 
tcagctctcg 



cccagccgga 
gcgccctggg 
aaggtggccg 
gccatcaacg 
cagagcccct 
accaatgggg 
tacactgaga 
agggccggca 
atcagcgctg 
cctactcagg 
gctggtgctg 
gggaagcctc 
gggacgggcg 
tgaggagaga 
gcccgcctcc 
cagcatcgcg 
cacctgtgcc 
gctgtactgt 
ggcctgagcc 
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cgccatgccc tcagcctgcc tcactgctgg gccagggtca tgcctatata agttggcatg 
1200 

gcagggacaa tggtgggcag ttgctcttac atgagctaag tttggagacc tgaggcccct 
1260 

ttgtcctcgc tgggtgggcc aaggtctggg acctgtcttg gactgtggga gactcaccct 
1320 

caccttgcca ggcctctccc ctgcaggact ggcattgcac tagtctgagg tggccactgc 
1380 

ctttgatcaa cctttgtgtg cgagggtcta agtagggtcg aacacagaag tgggaaggag 
1440 

aggggtgggc caggggctaa tggtgtcact gtgtaaagtt tttgacatac tagctctata 
1500 

aatatatgaa tatggacaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 
1554 

<210> 3062 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 3062 



Met Asp 


Ser 


Glu 


Gly 


Gly Ser 


Leu 


Leu 


Leu 


Asp 


Glu 


Asp 


Ser 


Glu 


Val 


1 






5 








10 










15 




Phe Lys 


Met 


Leu 


Gin 


Glu Asn 


Arg 


Glu 


Gly 


Arg 


Ala 


Ala 


Pro 


Arg 


Gin 






20 








25 










30 






Ser Ser 


Ser 


Phe 


Arg 


Leu Leu 


Gin 


Glu 


Ala 


Leu 


Glu 


Ala 


Glu 


Glu 


Arg 




35 








40 










45 








Gly Gly 


Thr 


Pro 


Ala 


Phe Leu 


Pro 


Ser 


Ser 


Leu 


Ser 


Pro 


Gin 


Ser 


Ser 


50 








55 










60 










Leu Pro 


Ala 


Ser 


Arg 


Ala Leu 


Ala 


Thr 


Pro 


Pro 


Lys 


Leu 


His 


Thr 


Cys 


65 








70 








75 










80 


Glu Lys 


Cys 


Ser 


Thr 


Ser lie 


Ala 


Asn 


Gin 


Ala 


Val 


Arg 


He 


Gin 


Glu 








85 








90 










95 




Gly Arg 


Tyr 


Arg 


His 


Pro Gly 


Cys 


Tyr 


Thr 


Cys 


Ala 


Asp 


Cys 


Gly 


Leu 






100 








105 










110 






Asn Leu 


Lys 


Met 


Arg 


Gly His 


Phe 


Trp 


Val 


Gly Asp 


Glu 


Leu 


Tyr 


Cys 




115 








120 










125 








Glu Lys 


His 


Ala 


Arg 


Gin Arg 


Tyr 


Ser 


Ala 


Pro 


Ala 


Thr 


Leu 


Ser 


Ser 


130 








135 










14 0 











Arg Ala 
145 

<210> 3063 

<211> 386 

<212> DNA 

<213> Homo sapiens 

<400> 3063 

nntctagagc tcctctctgg ccttgcaaag gtaaaagtga tggttgactc aggagaccgg 
60 

aagcgagcca tcagttctgt gtgcacctac attgtttatc agtgtagtcg gccagctcct 
120 

ttacactcca gggatctgca ctccatgata gtggcagctt ttcagtgtct ctgtgtctgg 
180 
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ctgacagagc accctgatat gcttgatgaa aaggactacc ttaaggaagt actggagatt 
240 

gtggaactgg gtatctcagg aagtaagtcc aagaacaatg agcaagaggt caagtacaaa 
300 

ggagataagg agccaaaccc tgcatctatg agggtaaagg atgctgctga agccacccta 
360 

acatggtatg gaagtgaccg cacagg 
386 

<210> 3064 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 3064 



Xaa 


Leu 


Glu 


Leu 


Leu Ser Gly Leu 


Ala 


Lys 


Val 


Lys 


Val 


Met 


Val 


Asp 


1 








5 




10 










15 




Ser Gly 


Asp 


Arg 


Lys Arg Ala lie 


Ser 


Ser 


Val 


Cys 


Thr 


Tyr 


He 


Val 








20 




25 










30 






Tyr 


Gin 


Cys 


Ser 


Arg Pro Ala Pro 


Leu 


His 


Ser 


Arg 


Asp 


Leu 


His 


Ser 






35 




40 










45 








Met 


lie 


Val 


Ala 


Ala Phe Gin Cys 


Leu 


Cys 


Val 


Trp 


Leu 


Thr 


Glu 


His 




50 






55 








60 










Pro 


Asp 


Met 


Leu 


Asp Glu Lys Asp 


Tyr 


Leu 


Lys 


Glu 


Val 


Leu 


Glu 


He 


65 








70 






75 










80 


Val 


Glu 


Leu 


Gly 


lie Ser Gly Ser 


Lys 


Ser 


Lys 


Asn 


Asn 


Glu 


Gin 


Glu 










85 




90 










95 




Val 


Lys 


Tyr 


Lys 


Gly Asp Lys Glu 


Pro 


Asn 


Pro 


Ala 


Ser 


Met 


Arg 


Val 








100 




105 










110 






Lys 


Asp 


Ala 


Ala 


Glu Ala Thr Leu 


Thr 


Trp 


Tyr 


Gly 


Ser 


Asp 


Arg 


Thr 



115 120 125 



<210> 3065 

<211> 2104 

<212> DNA 

<213> Homo sapiens 

<400> 3065 

gggggacagg ccaggagggt ggccatggag gaggagcggg ggtcggcgct ggcggccgag 
60 

tcggcgctgg agaagaacgt ggccgagctg accgtcatgg acgtgtacga catcgcgtcg 
120 

cttgtgggcc acgagttcga gcgggtcatt gaccagcacg gctgcgaggc catcgcgcgc 
180 

ctcatgccca aggtcgtgcg cgtcctggag atcctggagg tgctggtcag ccgccaccac 
240 

gtcgcgcccg agctggacga gctgcgcctg gagctggacc gcctgcgcct ggagaggatg 
300 

gaccgcatcg agaaggagcg caagcaccag aaggagctgg agctggtgga ggatgtgtgg 
360 

cgaggggagg cgcaggacct cctctcccag atcgcccagc tgcaggagga gaacaagcag 
420 

ctcatgacca acctctccca caaggatgtc aacttctcag aggaggagtt ccagaagcat 
480 
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gaaggcatgt cagagcggga gcgacaggtg 
540 

caacgcgacg agatccgcgc caaggacagg 
600 

gctttacagc agcagcagac acggctgatg 
660 

acggtggtgg aggcccaggg gaaagccctg 
720 

ctgcagacca aggagcagga gatgggcagc 
780 

aggctgcagg gggagcacag ccagaatggg 
840 

gaggagagca tctccgacgc agagaaggtg 
900 

cccggttcac cctgcaggag ctgcgggacg 
960 

aaggtgttct tgctgcagga ggagctggct 
1020 

aaccgaatac cccaaccccc acccatcgcc 
1080 

ggcatcaagc gactgtttag cttcttctcc 
1140 

agaaacgtgc acatccagga gtcctttgga 
1200 

tacacagagc aaggacagga agccctgcag 
1260 

caacctggac tgcccgccac cagcgcctgc 
1320 

cctcaagcct ctcggtgcag atgcaccctg 
1380 

ttgaggatgg acattgaaaa actgacgcca 
1440 

ggctatcact gtttctaata gatgactctg 
1500 

caaacggagg ccagacttct gcgttaactt 
1560 

atcacttgcc actatcattg ctgtttgact 
1620 

tttattatca caggtgacat agttcagcag 
1680 

tacattcatg aaattgtgat ggtaacgtat 
1740 

gggtctgaag tcacaggctc agtagcccaa 
1800 

gatggtcctc ttacccagaa actggagaca 
1860 

taatgcctag agcatgtagc aatgttcaag 
1920 

gcagtactaa ccaaacaaag ttgctaagga 
1980 

tttttttcct gacatctttt tttcctttta 
2040 

gcaaagaaga agacagatgt cccagagcag 
2100 



atgaagaagc tgaaggaggt ggtggacaaa 
gagctgggcc tgaaaaatga ggacgttgag 
aagatcaacc atgaccttcg gcaccgggtc 
atcgaacaga aggtggagct ggaggcagac 
ctgcgagcag agctggggaa gttgcgagag 
gaggaggagc ctgagacgga gccggtggga 
gccatgngat ctcaaggacc cncaaccgcc 
tgctgcacga gaggaacgna gctcaagtcc 
tactataaga gtgaagaaat ggaagaggaa 
cacccgagga cgtcccccca gccggagtcg 
cgagataaga agcgcctggc caacacacag 
cagtgggcaa acacccaccg cgatgacggt 
catctgtgac cttggcccat ctccaccctc 
aaccgaactg cagcccaggg gtcattgctg 
aaaactgacc cctcaaacag actgtctgat 
aactctaaag aaatgtttat ttatacccag 
atcccgtagg atatatattt aataatccca 
cagtaacaca agcttcttta agccaaatac 
tgctttgtat aaaatgctat gtgtagaggt 
gaggcatgga agggctagat cttcattagt 
tatacagaat gtatccatca ggcagacaag 
ctcagacaca aagccacaga caatatggat 
actttgcagg caccctggct gcgttcctga 
gcaggtgcct tggaatctgc tgtgagttat 
tgagatgttg caacatttct tgtgtgcact 
ggattcatta agtcatatac ttagtcccct 
actgaaagcg gggcgtggga tcctaggcaa 
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tgca 
2104 

<210> 3066 

<211> 183 

<212> PRT 

<213> Homo sapiens 



<400> 3066 



Leu 


lie 


Glu 


Gin 


Lys 


Val 


Glu 


Leu 


Glu 


Ala 


Asp 


Leu 


Gin 


Thr 


Lys Glu 


1 








5 










10 










15 


Gin 


Glu 


Met 


Gly 


Ser 


Leu Arg Ala 


Glu 


Leu Gly Lys 


Leu Arg Glu Arg 








20 










25 










30 




Leu 


Gin 


Glv 


Glu 


His 


Ser 


Gin 


Asn 


Gly Glu Glu Glu 


Pro 


Glu 


Thr Glu 






35 










40 










45 






Pro 


Val 


Gly 


Glu 


Glu 


Ser 


He 


Ser 


Asp 


Ala 


Glu 


Lys 


Val 


Ala 


Met Xaa 




50 










55 










60 








Ser 


Gin 


Gly 


Pro 


Xaa 


Thr 


Ala 


Pro 


Gly 


Ser 


Pro 


Cys 


Arg 


Ser Cys Gly 


65 










70 










75 








80 


Thr 


Cys 


Cys 


Thr 


Arg Gly Thr Xaa 


Leu 


Lys 


Ser 


Lys 


Val 


Phe 


Leu Leu 










85 










90 










95 


Gin 


Glu 


Glu 


Leu 


Ala 


Tyr 


Tyr 


Lys 


Ser 


Glu 


Glu 


Met 


Glu 


Glu 


Glu Asn 








100 










105 










110 




Arg 


He 


Pro 


Gin 


Pro 


Pro 


Pro 


He 


Ala 


His 


Pro 


Arg 


Thr 


Ser 


Pro Gin 






115 










120 










125 






Pro 


Glu 


Ser 


Gly 


He 


Lys 


Arg 


Leu 


Phe 


Ser 


Phe 


Phe 


Ser 


Arg 


Asp Lys 




130 










135 










140 








Lys 


Arg 


Leu 


Ala 


Asn 


Thr 


Gin 


Arg 


Asn 


Val 


His 


He 


Gin 


Glu 


Ser Phe 


145 










150 










155 








160 


Gly 


Gin 


Trp 


Ala 


Asn 


Thr 


His 


Arg 


Asp Asp Gly Tyr Thr Glu Gin Gly 










165 










170 










175 


Gin 


Glu 


Ala 


Leu 


Gin 


His 


Leu 



















180 

<210> 3067 
<211> 645 
<212> DNA 

<213> Homo sapiens 
<400> 3067 

ncagctgcag gtgggggagg ggacgagagc cacacccagc cgagcgggcc accagcggct 
60 

atgtcaggct cacccgcccc caaagcagga tatgcgtccc caaaccgagc gcagggaccc 
120 

tccnnagttc tagtccatca agcacgggag ccgactgcgg gctcaccacc ctgttctcta 
180 

ccccgacctg acttgcagcc cccgtccaca cctcccccgc ccgttcacaa ggagcaaaaa 
240 

aagtcagacc cacccccacc cccaccagga aaattcaagt ccttcctccc accgcggagc 
300 

ccaggaaatt cagctctagg tcccaggcga gggtggggat ggatcgcggc cggcggcgcc 
360 

ccggccatgc ctcgtccacc ttcgggagcc ggcgacaggg agatccccag ggatctcgcg 
420 
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tgtgcgccct acccaccccc gggggcagga cgggggagcg agcaccgatc ggcgccgggg 
480 

cgtcgatgcg gaagcaagga gccggaggcg gccgctagcc gccctccgag cccagcggaa 
540 

gaggagccgc cgcccgtgtc cgctgaggag actccgccta gcccggcgcc gccaccgcgg 
600 

ggcgagtggg gatgagggga cggagcgagg acggctccca cgcgt 
645 

<210> 3068 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 3068 

Xaa Ala Ala Gly Gly Gly Gly Asp Glu Ser His Thr Gin Pro Ser Gly 

1 5 10 15 

Pro Pro Ala Ala Met Ser Gly Ser Pro Ala Pro Lys Ala Gly Tyr Ala 

20 25 30 

Ser Pro Asn Arg Ala Gin Gly Pro Ser Xaa Val Leu Val His Gin Ala 

35 40 45 

Arg Glu Pro Thr Ala Gly Ser Pro Pro Cys Ser Leu Pro Arg Pro Asp 

50 55 60 

Leu Gin Pro Pro Ser Thr Pro Pro Pro Pro Val His Lys Glu Gin Lys 
65 70 75 80 

Lys Ser Asp Pro Pro Pro Pro Pro Pro Gly Lys Phe Lys Ser Phe Leu 

85 90 95 

Pro Pro Arg Ser Pro Gly Asn Ser Ala Leu Gly Pro Arg Arg Gly Trp 

100 105 110 

Gly Trp lie Ala Ala Gly Gly Ala Pro Ala Met Pro Arg Pro Pro Ser 

115 120 125 

Gly Ala Gly Asp Arg Glu He Pro Arg Asp Leu Ala Cys Ala Pro Tyr 

130 135 140 

Pro Pro Pro Gly Ala Gly Arg Gly Ser Glu His Arg Ser Ala Pro Gly 
145 150 155 160 

Arg Arg Cys Gly Ser Lys Glu Pro Glu Ala Ala Ala Ser Arg Pro Pro 

165 170 175 

Ser Pro Ala Glu Glu Glu Pro Pro Pro Val Ser Ala Glu Glu Thr Pro 

180 185 190 

Pro Ser Pro Ala Pro Pro Pro Arg Gly Glu Trp Gly 
195 200 

<210> 3069 
<211> 1561 
<212> DNA 

<213> Homo sapiens 
<400> 3069 

tttttttaaa attgcagtgg gtactttatt aagaatttat tttaccatct agccattcaa 
60 

aacatcttta catcaacaaa cacagcagtt tgactattga aatcataagc gatttatctt 
120 

gaaaaggtta tatttgtagg tggatgcaag tatattggag aaatatttct atcaaaatca 
180 
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ctggttttgt taggagtatt ttgatttttc tatttttacg ctgggaaaaa aattaaaaca 
240 

agtatgtcag tgttcatttt atgggatagt tggcttcact gtgtttgtca tgtttgtccg 
300 

aattacagct gtttatcttg caactttaag attaattaaa tgcaaatgta actctgtgaa 
360 

tcatgggaat acctgccaga cctcttatta ataccttcac ttaaaacccc ctgtgcctga 
420 

gagtcattaa tttgctaaaa gaaaagtgct aaagcagccc tttgcccaca aacaattctg 
480 

cgatggctgc ccaattaatc ccaaagcatt ctgatcctcc tttcaggcct cgtggccctt 
540 

tgaggacaca agaaggctcc gatgataacc tggcaaccta ggtagaaacc cagccaagtg 
600 

tgagcgtttg aagctgcagt ttggctgcca tcgtgtcggc gaaaagaaag aattcaggca 

660 ^, 

ccatgtcatc cagtacaaag gataaaaacg gattcaaccg gaaattcaat gtggcaccac 
720 

atatgggata catgagtgcg gttatacaac aggccacata ttctctttga acagtctcct 
780 

acatgtgatg ccgaggacat gtgtaaccat cataacgtct ctaggaatct gtatttaatt 
840 

tgagttgggg tggtggcagg gattggagat ctgaagccgc cacaggtttg tggcagatgg 
900 

ctctgtgtca gctatgacaa gcagccaggc tcagcttcct ctgcagattt tcttttctct 
960 

ctgatcaggt aaatatgggc acactctgga aagttcttca gattctgcct taggctgcaa 
1020 

gtttgtgact tagccccatc tgtcacaaat cttccctagg ttctgttgta agcagagacc 
1080 

tgaatttacc atgtagggct gcccaagaaa acggagcgat ttcaccctta tagagatgtt 
1140 

ttcttataat atctggtctc ttgcagaaat tctggagcct ttttgaaagc tgttcaggtg 
1200 

tagaatacag atattcagct ggaaatattt cgggataaac caaatcttta ggacaaagtg 
1260 

ggtaacaccc acagtacaca gcttccaaca ttgccactcc aaagaattca tgcttagctg 
1320 

ttgagatgac aacatcagcc acgcacagta cttggaaata gtcatctttg ctgggtaagt 
1380 

agccccagtg taagacagaa gatcccaatg cctttttggc ctctgaaaaa atatctggga 
1440 

catctgtgaa ggtttctcca agtacagaca cgtggaaatt gagtcctaag tctttaagat 
1500 

gcattaatac cttaaaaaag ctttctggat ctttatcatg ctcccacctg tgaggccaga 

1560 

c 

1561 

<210> 3070 
<211> 153 
<212> PRT 

<213> Homo sapiens 
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<400> 3070 



Met 


His 


Leu 


Lys 


Asp 


Leu 


Gly 


Leu 


Asn 


Phe 


His 


Val 


Ser 


Val 


Leu 


Gly 


1 








5 










10 










15 




Glu 


Thr 


Phe 


Thr 


Asp 


Val 


Pro 


Asp 


He 


Phe 


Ser 


Glu 


Ala 


Lys 


Lys 


Ala 








20 










25 










30 






Leu Gly 


Ser 


Ser 


Val 


Leu 


His 


Trp 


Gly 


Tyr 


Leu 


Pro 


Ser 


Lys 


Asp 


Asp 






35 










40 










45 








Tyr 


Phe 


Gin 


Val 


Leu 


Cys 


Val 


Ala 


Asp 


Val 


Val 


He 


Ser 


Thr 


Ala 


Lys 




50 










55 










60 










His 


Glu 


Phe 


Phe 


Gly 


Val 


Ala 


Met 


Leu 


Glu 


Ala 


Val 


Tyr 


Cys 


Gly 


Cys 


65 










70 










75 










80 


Tyr 


Pro 


Leu 


Cys 


Pro 


Lys 


Asp 


Leu 


Val 


Tyr 


Pro 


Glu 


He 


Phe 


Pro 


Ala 










85 










90 










95 




Glu 


Tyr 


Leu 


Tyr 


Ser 


Thr 


Pro 


Glu 


Gin 


Leu 


Ser 


Lys 


Arg 


Leu 


Gin 


Asn 








100 










105 










110 






Phe 


Cys 


Lys 


Arg 


Pro 


Asp 


He 


He 


Arg 


Lys 


His 


Leu 


Tyr 


Lys 


Gly 


Glu 






115 










120 










125 








He 


Ala 


Pro 


Phe 


Ser 


Trp 


Ala 


Ala 


Leu 


His 


Gly 


Lys 


Phe 


Arg 


Ser 


Leu 




130 










135 










140 










Leu 


Thr 


Thr 


Glu 


Pro 


Arg 


Glu 


Asp 


Leu 

















145 150 

<210> 3071 
<211> 3343 
<212> DNA 

<213> Homo sapiens 
<400> 3071 

gccgggatgg ggacgcccgt gcacccctgt tgtggcgtgg tttgggagca cagcaaaggc 
60 

cagactctac cctggagact gcagagctgg ggatgaggct ttttccagct cctcttgggg 
120 

atgttcctgg ggatacttcc gcggccgcgc ccctgcacag cccgccgcag aggtaaggct. 
180 

ggcctctctg cagtcagagg tctgagctct gccatgggga taggggtgtc tttattactg 
240 

cagttttctc taacacctgg gggctaccgg agtgtgggcc gaagcaggcg ctgcagccgc 
300 

ggatagtatc cccaggaaca tccccaagag gagctggaaa aagcctcatc cccagctctg 
360 

cagtctccag gggagctcag tgtctgtttg tccagcttct cagagttgct gtgcagctcg 
420 

gatgtggcat aggaaacagc agacacaggg agagggcagc ataaggcact gtagggagca 
480 

gtggccacat tttctgcaga ggaagaaccg atgctggaac gtcgttgcag gggccccctg 
540 

gccatgggcc tggcccagcc ccgactcctt tctgggccct cccaggagtc accccagacc 
600 

ctggggaagg agtcccgcgg gctgaggcaa caaggcacgt cagtggccca gtctggtgcc 
660 

caagccccag gcagggccca tcgctgtgcc cactgtcgaa ggcacttccc tggctgggtg 
720 

gctctgtggc ttcacacccg ccggtgccag gcccggctgc ccttgccctg ccctgagtgt 
780 
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ggccgtcgct ttcgccatgc 
840 

accccagacc cgggctttgc 
900 

ctggttctgc atctgcgggc 
960 

gagagacgct tctggcgacg 
1020 

gccccggagg cccggccctt 
1080 

cagctagttg cccacaagcg 
1140 

gctctggggc cccggcccag 
1200 

gccgtcgacc gccccttcca 
1260 

ttgatcgctc accgccgcgt 
1320 

aagcgcttta ccaataagcc 
1380 

ccctacccgt gcaaagagtg 
1440 

agcaagattc acnnaagcga 
1500 

cccagctgcc agccggcccc 
1560 

aaccggccca ggagccgccg 
1620 

gcccccccct ccctctacag 
1680 

ctgcgggccc accagcggca 
1740 

aagaacttcg gcaagaagac 
1800 

cccttcgcct gcgaggagtg 
1860 

cggcgggacc acgcccccga 
1920 

cacaaaccct acctggcggc 
1980 

cccgactgcg gcaaagcctt 
2040 

acgggcgagc ggccctacgc 
2100 

ctcatcaccc accgcaagag 
2160 

cagaccttcg acgacgagga 
2220 

ggtgggcggg gccgtgttgg 
2280 

SSS ct 99999 tgcctgccta 
2340 

aagacgcggg gagtgagctg 
2400 



ccccttctta gcactgcacc 
ctgccacctc tgtgggcaga 
ccattcagct gcaaagcggc 
aaagcagctt cgagctcatc 
catatgcggc aactgtggcc 
ggtgcacgta gctgaggccc 
gggccgcccc gcggtgaccg 
gtgtgcctgt tgtggcaagc 
gcacacgggc gagcggcccc 
ctatctgact tcgcaccggc 
cggccgccgc ttccggcaca 
tccgaggggt cggcccaggc 
caggagtccg cggccgagcc 
ccaggggccc cgccagagca 
ctgcgacgac tgcggcagga 
gcacaccggg gagcggccct 
gcacctggtg gcgcactcgc 
cggccgccgc ttctcccagg 
tcggcccttc gtgtgtcccg 
gcaccggcgc atccacaccg 
cagccagaag tccaacctgg 
ctgtcccgac tgcgaccgca 
ccacatccgg gacggcgcct 
gagactcctg gcccaccaga 
ctgagagagg gctggggtcc 
gtgctggagt aggggacaat 
ggtgggccct gctagcgaga 



gccaggtcca tgctgctgcc 
gcttccgagg. ctgggtggcc 
ccatcgcttg tcccaaatgc 
tgcggcggtg ccaccctccc 
ggagctttgc ccagtgggac 
tggaggaggc cgcagccaag 
ccccccggcc cggtggagat 
gcttccggca caagcccaac 
accagtgccc cgagtgcggg 
gcatccacac cggcgagaag 
aacccaacct gctgtctcac 
cgcccccggc ccggggagcc 
caccccggcg gtacctctga 
cccgcnagga cccgatcgaa 
gcttccggct ggagcgcttc 
tcacctgcgc cgagtgcggg 
gcgtgcactc cggcgagcgg 
gcagccatct ggcggcgcat 
actgcggcaa ggccttccgc 
gcgagaagcc ctacgtctgc 
tgtcgcaccg gcgcatccac 
gcttcagcca gaagtccaac 
tctgctgtgc catctgtggc 
agaagcacga tgtctgagac 
ttcgtggtgg gagtcgcagt 
gggaatccta gaggggatgg 
gaggtcaacc ccggtggcca 
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gggaacccac ttccaagcgc agggacgccg gcctccagct ggtgtgtgct aaggctccgt 
2460 

cctgactgcc ctgtgccctg gaaaagcagc aatagcatcc gccccttaga gccctctggc 
2520 

tagaggagcc accagtggaa aggaagaccc tccatcctct ggtattaacg ccttaatgcc 
2580 

cctgtctttt actgtaagtt acttaagatc atttttggaa gcaggcgtgg tagagtcctg 
2640 

taaatgaatg ctctgggcta gatacagctt ggagaacctg ctggccttgt tagacagcac 
2700 

ttgggccttt gccagcagca agaggtgaag cgaagccact cttacctctc ccttcccctc 
2760 

ccacctgccc cctgcgtagg cacccagact tggagagacc cgtctgctgt tagtacttcc 
2820' 

atcctcttcc ttcccaaaga gcagacccca aggcatttac tccttggtct gtctcgcttt 
2880 

atctgtcgcc cctcccagcg ci;gagagcct cccctggctg tcagcagcac tgtgtccagg 
2940 

ctcttgtctg aacaccgcag cccctccttc gctccttcca gagctcagca tgteacggca 
3000 

aggactgccg cattggtgat ggagggccag ctgaggggaa gttgctggtg agtttccttt 
3060 

tctccatttc tagcatatgg acacctggcc tctgcttgag cacttaggtg acaggaactt 
3120 

ccgcacctcc tgaggccctg gatgattcta attgttagaa attctaattg ttagaaatcc 
3180 

ttccttataa tgaatgaatt ctgctttcct ataatttcta cctattgggc cttgttctgt 
3240 

tctctggaac taaacagaac aaccatttac ccctcctttt caaactagag aataaagatt 
3300 

tggttttaga aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 
3343 

<210> 3072 
<211> 349 
<212> PRT 

<213> Homo sapiens 
<400> 3072 

Met Leu Glu Arg Arg Cys Arg 

1 5 
Pro Arg Leu Leu Ser Gly Pro 
20 

Lys Glu Ser Arg Gly Leu Arg 
35 

Gly Ala Gin Ala Pro Gly Arg 

50 55 
His Phe Pro Gly Trp Val Ala 
65 70 
Ala Arg Leu Pro Leu Pro Cys 
85 

Ala Pro Phe Leu Ala Leu His 
100 

Asp Leu Gly Phe Ala Cys His 



2290 



Gly Pro Leu Ala 
10 

Ser Gin Glu Ser 
25 

Gin Gin Gly Thr 
40 

Ala His Arg Cys 

Leu Trp Leu His 
75 

Pro Glu Cys Gly 
90 

Arg Gin Val His 
105 

Leu Cys Gly Gin 



Met Gly Leu Ala Gin 
15 

Pro Gin Thr Leu Gly 
30 

Ser Val Ala Gin Ser 
45 

Ala His Cys Arg Arg 
60 

Thr Arg Arg Cys Gin 
80 

Arg Arg Phe Arg His 
95 

Ala Ala Ala Thr Pro 
110 

Ser Phe Arg Gly Trp 
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115 120 125 

Val Ala Leu Val Leu His Leu Arg Ala His Ser Ala Ala Lys Arg Pro 

130 135 140 

He Ala Cys Pro Lys Cys Glu Arg Arg Phe Trp Arg Arg Lys Gin Leu 
145 150 155 160 

Arg Ala His Leu Arg Arg Cys His Pro Pro Ala Pro Glu Ala Arg Pro 

165 170 175 

Phe He Cys Gly Asn Cys Gly Arg Ser Phe Ala Gin Trp Asp Gin Leu 

180 185 190 

Val Ala His Lys Arg Val His Val Ala Glu Ala Leu Glu Glu Ala Ala 

195 200 205 

Ala Lys Ala Leu Gly Pro Arg Pro Arg Gly Arg Pro Ala Val Thr Ala 

210 215 220 

Pro Arg Pro Gly Gly Asp Ala Val Asp Arg Pro Phe Gin Cys Ala Cys 
225 230 235 240 

Cys Gly Lys Arg Phe Arg His Lys Pro Asn Leu He Ala His Arg Arg 

245 250 255 

Val His Thr Gly Glu Arg Pro His Gin Cys Pro Glu Cys Gly Lys Arg 

260 265 270 

Phe Thr Asn Lys Pro Tyr Leu Thr Ser His Arg Arg He His Thr Gly 

275 280 285 

Glu Lys Pro Tyr Pro Cys Lys Glu Cys Gly Arg Arg Phe Arg His Lys 

290 295 300 

Pro Asn Leu Leu Ser His Ser Lys He His Xaa Ser Asp Pro Arg Gly 
305 310 315 320 

Arg Pro Arg Pro Pro Pro Ala Arg Gly Ala Pro Ser Cys Gin Pro Ala 

325 330 335 

Pro Arg Ser Pro Arg Pro Ser Pro Pro Arg Arg Tyr Leu 
340 345 

<210> 3073 
<211> 791 
<212> DNA 

<213> Homo sapiens 
<400> 3073 

nngccctgcc tgaggcgaga gctgaagctg ctcgagtcca tcttccaccg cggccacgag 
60 

cgcttccgca ttgccagcgc ctgcctggac gagctgagct gcgagttcct gctggctggg 
120 

gccggagggg ccggggcggg ggccgcgccc ggaccgcatc tccccccacg ggggtcggtg 
180 

cctggggatc ctgtccgcat ccactgcaac atcacggagt cataccctgc tgtgcccccc 
240 

atctggtcgg tggagtctga tgaccctaac ttggctgctg tcttggagag gctggtggac 
300 

ataaagaaag ggaatactct gctattgcag catctgaaga ggatcatctc cgacctgtgt 
360 

aaactctata acctccctca gcatccagat gtggagatgc tggatcaacc cttgccagca 
420 

gagcagtgca cacaggaaga cgtgtcttca gaagatgaag atgaggagat gcctgaggac 
480 

acagaagact tagatcacta tgaaatgaaa gaggaagagc cagctgaggg caagaaatct 
540 
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gaagatgatg gcattggaaa 
600 

aggcaagatt acttaaatgg 
660 

aaggagctcc agggatatat 
720 

tcgaactcgt ggaatgacag 
780 

ggcagcgttt a 
791 



agaaaacttg gccatcctag 
tgcagtgtct ggctcggtgc 
taccgnttca cagagtttca 
tctgtatggt tgggatgttc 



agaaaattaa aaagaaccag 
aggccactga ccggctgatg 
aaggcggaaa ctatgncagt 
aactcctcaa agttgaccag 



<210> 3074 
<211> 263 
<212> PRT 

<213> Homo sapiens 
<400> 3074 

Xaa Pro Cys Leu Arg Arg Glu Leu Lys Leu Leu Glu Ser lie Phe His 

15 10 15 

Arg Gly His Glu Arg Phe Arg lie Ala Ser Ala Cys Leu Asp Glu Leu 

20 25 30 

Ser Cys Glu Phe Leu Leu Ala Gly Ala Gly Gly Ala Gly Ala Gly Ala 

35 40 45 

Ala Pro Gly Pro His Leu Pro Pro Arg Gly Ser Val Pro Gly Asp Pro 

50 55 60 

Val Arg He His Cys Asn He Thr Glu Ser Tyr Pro Ala Val Pro Pro 
65 70 75 80 

He Trp Ser Val Glu Ser Asp Asp Pro Asn Leu Ala Ala Val Leu Glu 

85 90 95 

Arg Leu Val Asp He Lys Lys Gly Asn Thr Leu Leu Leu Gin His Leu 

100 105 HO 

Lys Arg He He Ser Asp Leu Cys Lys Leu Tyr Asn Leu Pro Gin His 

115 120 125 

Pro Asp Val Glu Met Leu Asp Gin Pro Leu Pro Ala Glu Gin Cys Thr 

130 135 140 

Gin Glu Asp Val Ser Ser Glu Asp Glu Asp Glu Glu Met Pro Glu Asp 
145 150 155 160 

Thr Glu Asp Leu Asp His Tyr Glu Met Lys Glu Glu Glu Pro Ala Glu 

165 170 175 

Gly Lys Lys Ser Glu Asp Asp Gly He Gly Lys Glu Asn Leu Ala He 

180 185 190 

Leu Glu Lys He Lys Lys Asn Gin Arg Gin Asp Tyr Leu Asn Gly Ala 

195 200 205 

Val Ser Gly Ser Val Gin Ala Thr Asp Arg Leu Met Lys Glu Leu Gin 

210 215 220 

Gly Tyr He Thr Xaa Ser Gin Ser Phe Lys Gly Gly Asn Tyr Xaa Ser 
225 230 235 240 

Ser Asn Ser Trp Asn Asp Ser Leu Tyr Gly Trp Asp Val Gin Leu Leu 

245 250 255 

Lys Val Asp Gin Gly Ser Val 
260 



<210> 3075 
<211> 603 
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<212> DNA 

<213> Homo sapiens 

<400> 3075 

cccctggggg gaaaaaattt tttaaaaaaa atggtgggga aaaacccccc cccgcccccc 
60 

cccttttttt cccccgtggg ggccaaaaaa aaaaatgtgg gcccccaaaa aaaaaaaaaa 
120 

aaaaaaaaaa aagtcttggg agggggtcgg tttggccagg tccacaggtg cacagagaag 
180 

tctacaggcc ttgcactggc agccaagatc atcaaagtga agaacgtaaa ggaccgggag 
240 

gatgtgaaga atgaggtcaa catcatgaac cagctcagcc acgtaaactt gatccaactt 
300 

tatgatgcgt ttgagagcaa gagcagcttc actctgatca tggagtatgt ggatggaggc 

360 ^ 

gaactctttg accggafcfcac ggatgagaag taccacctca ctgagttgga tgtggtcttg 
420 

ttcacgaggc agatctgtga gggtgtgcat tacctgcatc agcactatat cctgcacctg 
480 

gacctcaagc ctgagaacat attgtgtgtc agccagacag ggcatcaaat taagatcatt 
540 

gactttgggc tggctagaag atacaagcct cgggagaagc taaaggtgaa ctttggtact 

600 

ccg 

603 

<210> 3076 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<400> 3076 

Pro Leu Gly Gly Lys Asn Phe Leu Lys Lys Met Val Gly Lys Asn Pro 

15 10 15 

Pro Pro Pro Pro Pro Phe Phe Ser Pro Val Gly Ala Lys Lys Lys Asn 

20 25 30 

Val Gly Pro Gin Lys Lys Lys Lys Lys Lys Lys Lys Val Leu Gly Gly 

35 40 45 

Gly Arg Phe Gly Gin Val His Arg Cys Thr Glu Lys Ser Thr Gly Leu 

50 55 60 

Ala Leu Ala Ala Lys He He Lys Val Lys Asn Val Lys Asp Arg Glu 
65 70 75 80 

Asp Val Lys Asn Glu Val Asn He Met Asn Gin Leu Ser His Val Asn 

85 90 95 

Leu He Gin Leu Tyr Asp Ala Phe Glu Ser Lys Ser Ser Phe Thr Leu 

100 105 110 

He Met Glu Tyr Val Asp Gly Gly Glu Leu Phe Asp Arg He Thr Asp 

115 120 125 

Glu Lys Tyr His Leu Thr Glu Leu Asp Val Val Leu Phe Thr Arg Gin 

130 135 140 

He Cys Glu Gly Val His Tyr Leu His Gin His Tyr He Leu His Leu 
145 150 155 160 

Asp Leu Lys Pro Glu Asn He Leu Cys Val Ser Gin Thr Gly His Gin 
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165 

He Lys He He Asp Phe Gly Leu 
180 

Lys Leu Lys Val Asn Phe Gly Thr 
195 200 



170 175 
Ala Arg Arg Tyr Lys Pro Arg Glu 
185 190 
Pro 



<210> 3077 

<211> 1377 

<212> DNA 

<213> Homo sapiens 



<400> 3077 
ngctcgactg 
60 

acattctgaa 
120 

gtggaggtgg 
180 

gagcgcctgg 
240 

tcgcgcctgg 
300 

ggcgccgtga 
360 

acatccttca 
420 

gcccgggaga 
480 

aagcagaaac 
540 

gctgccaaag 
600 

ccctcgtctt 
660 

cttgtccagc 
720 

gtccagtcta 
780 

tacagagacc 
840 

ttcctggtct 
900 

gcccctgagg 
960 

gtcagaaaga 
1020 

ctgcaatggg 
1080 

caagagcctt 
1140 

ttctccgcgg 
1200 

cttgtttcaa 
1260 



cgaattactg 
gggaggcaag 
cgaacggccg 
gtgtgggggg 
gcctcccgct 
ctctggtcag 
agcgccagca 
cccgtcgtca 
tagaacaggc 
aggatgagac 
cccaagcagg 
tggccactgc 
aagactggcc 
tgtgggagcg 
atcctggtga 
acaccatccc 
ccctgctcct 
ccagcctgca 
tctggatgtt 
ttagtttttg 
agcacttatt 



tttatgaggt 
gaggcggact 
ctccctggtg 
ccgcacggta 
gctgctgatg 
cgccccgcgt 
agaggagagc 
ggagctcctg 
ttcaggggcc 
cagtgatggc 
accctcaaat 
caggcctcga 
ccacgccggc 
aggcttcttc 
ccccctccgc 
actccaagac 
ctgttctccg 
gtgaactcca 
ccccagctct 
attccaggtt 
ggctgtgttt 



gactcgctgg 
gagcgctccc 
tggggagccg 
ggcgccctgc 
cccgaagagg 
ccagactctc 
ttccaggagc 
gagaagatta 
agctcaagcc 
caggcttcgg 
ggggtagccc 
ccggtcaagg 
cgccctgccc 
ctcagtgcgg 
ttccacgccc 
ctggttgctg 
cagcctgatg 
gagacctagg 
tctctgggag 
ttcgaacact 
ttgtagttac 



ttctatcggt 
aattggggag 
aggcggtgca 
cccgcgggcc 
cgcggctctt 
ggcaccacag 
agagcgcctt 
cggagggcca 
aggaggccgg 
gagagcagga 
ccttgcccag 
ccaggcccct 
acgagctgcg 
ctggcaagtt 
attatatcgc 
ctgggcgcct 
gtaaggtggt 
ggatgtggct 
tctagaacat 
acatcttttt 
ctattttcac 



ggacagtggg 
gatgctggtg 
ggccctccgg 
ccgccagaac 
ggccgagatc 
cctggccctg 
ggcagctgag 
ggctgctaag 
ctcgagccag 
ggaagctggc 
atctgctctc 
ggactggcgt 
ctacagtatc 
cggaggtgac 
tcagtgctgg 
tggaaccagc 
ctacacctcc 
gtgtcggcag 
cctcctacct 
tatgttcttc 
actgtgagct 
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tcccgagaat ggggcctggg tttgattcat ctgttttcta cagggtttaa gtctcaggag 
1320 

gtctcaataa acttggtata taaatgttaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
1377 

<210> 3078 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 3078 

Met Leu Val Val Glu Val Ala Asn Gly Arg Ser Leu Val Trp Gly Ala 

1.5 10 15 

Glu Ala Val Gin Ala Leu Arg Glu Arg Leu Gly Val Gly Gly Arg Thr 

20 25 30 

Val Gly Ala Leu Pro Arg Gly Pro Arg Gin Asn Ser Arg Leu Gly Leu 

35 40 45 

Pro Leu Leu Leu Met Pro Glu Glu Ala Arg Leu Leu Ala Glu lie Gly 

50 55 60 

Ala Val Thr Leu Val Ser Ala Pro Arg Pro Asp Ser Arg His His Ser 
65 70 75 80 

Leu Ala Leu Thr Ser Phe Lys Arg Gin Gin Glu Glu Ser Phe Gin Glu 

85 90 95 

Gin Ser Ala Leu Ala Ala Glu Ala Arg Glu Thr Arg Arg Gin Glu Leu 

100 105 110 

Leu Glu Lys lie Thr Glu Gly Gin Ala Ala Lys Lys Gin Lys Leu Glu 

115 120 125 

Gin Ala Ser Gly Ala Ser Ser Ser Gin Glu Ala Gly Ser Ser Gin Ala 

130 135 140 

Ala Lys Glu Asp Glu Thr Ser Asp Gly Gin Ala Ser Gly Glu Gin Glu 
145 150 155 160 

Glu Ala Gly Pro Ser Ser Ser Gin Ala Gly Pro Ser Asn Gly Val Ala 

165 170 175 

Pro Leu Pro Arg Ser Ala Leu Leu Val Gin Leu Ala Thr Ala Arg Pro 

180 185 190 

Arg Pro Val Lys Ala Arg Pro Leu Asp Trp Arg Val Gin Ser Lys Asp 

195 200 205 

Trp Pro His Ala Gly Arg Pro Ala His Glu Leu Arg Tyr Ser lie Tyr 

210 215 220 

Arg Asp Leu Trp Glu Arg Gly Phe Phe Leu Ser Ala Ala Gly Lys Phe 
225 230 235 240 

Gly Gly Asp Phe Leu Val Tyr Pro Gly Asp Pro Leu Arg Phe His Ala 

245 250 255 

His Tyr lie Ala Gin Cys Trp Ala Pro Glu Asp Thr lie Pro Leu Gin 

260 265 270 

Asp Leu Val Ala Ala Gly Arg Leu Gly Thr Ser Val Arg Lys Thr Leu 

275 280 285 

Leu Leu Cys Ser Pro Gin Pro Asp Gly Lys Val Val Tyr Thr Ser Leu 

290 295 300 

Gin Trp Ala Ser Leu Gin 
305 310 

<210> 3079 
<211> 1785 
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<212> DNA 
<213> Homo 

<400> 3079 
atggacacac 
60 

cccccacctg 
120 

tccaaggcat 
180 

gcctctgatg 
240 

gcagctgagg 
300 

aacactggcc 
360 

caggcctcgg 
420 

ggcaaggacc 
480 

gaggtgatct 
540 

ctatatgagg 
600 

gatgcagacc 
660 

gccttggtgg 
720 

tgctttggcg 
780 

ctgcctgtag 
840 

tactctgccc 
900 

tatgagcacc 
960 

cccttggaca 
1020 

ctgcacctgc 
1080 

gtcaagatct 
1140 

atcttcaaac 
1200 

ggcagcccgg 
1260 

actgtgcggc 
1320 

aggccttggc 
1380 

caccctgtgg 
1440 

cgtcctctgc 
1500 



sapiens 

tctatactgg 
tgccccgccg 
cagcacctga 
acctggaagc 
cggctgtgcc 
tgagccacga 
tgccggccag 
tcagcatggc 
ttgcagacct 
atgagggtgt 
ctgaagtttg 
cctattacca 
ccatgtgcag 
agctggcgag 
tcatcctggc 
tgggcacgcc 
ccacagagca 
cagctgctga 
tctccgagaa 
atgagccaca 
ccacagctgc 
acatcgcaga 
caggagttcc 
agcgttctgg 
acccggcgct 



ctccagccca 
aggcacccac 
accccctgca 
cctgggtaca 
caggaccatt 
attatgccgg 
cccaccagtc 
cctgccctca 
ggctcgccgg 
catccgctgc 
caagaaaatg 
aatggaacac 
cctggatgca 
ggacatgcag 
catggtcttc 
tttcgcccag 
gctgccggac 
ccagaatgtc 
gctgttgttg 
gccaccacac 
catcttctac 
cctgtcacca 
tcgcctgtta 
ggtcccggcc 
gcagctcgtt 



tctgaaccag 
accaccgtgt 
gaagaagaag 
ctgagcctgg 
ggggccgagc 
gtggccatcg 
atggagcagg 
gggeaggtct 
aaggacgacg 
tacctagagg 
tgcaagagaa 
cgagcatcac 
gccatcatct 
acagacacgc 
tccatgggag 
ttcctactga 
ctctgcgtga 
atcatggctg 
ctcctgaaca 
tctgtcctca 
cacacagaca 
ggagacaagg 
gaaccaggat 
ctgacctctt 
atcgattccg 



gctccagctg 
cccaagtcca 
tggcaactgg 
ggaccacaga 
tgatggagct 
gcatcatagt 
tcctcctctc 
gccacgacca 
cccagcagcg 
agctgctgca 
acgagttcga 
tgcggctgct 
ccacgcttgt 
aggaccacca 
aggcagtgcc 
acatcgtcga 
acctgcttct 
ccctgagcaa 
gaggggatga 
agttcctgca 
tgatggctct 
gaccgttcgg 
ccaccccatc 
cctgggcttc 
cctttggagg 



ctcacccaca 
gccccctccc 
tacaacctca 
ggagaaggca 
ggtgcggaga 
gggtcacatc 
actcgtagag 
gcagaggctg 
cagttgggca 
tattctgact 
gtctgtcctg 
gctcctcaag 
gtcatccgtg 
gaaactctgt 
ctatgcacac 
ggatgggctg 
ggctctcaac 
acacgccaat 
ccctgtgcgc 
ggacgtgttt 
cattgacatc 
ggcgggccag 
gcgggagccg 

gggatgcccg 
ccggtccgta 
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tagtgtactc ccggactctc tcacggttag ccggcaaccc gcggagcccc ctcccccatg 
1560 

cgatgagtcc gccgtctagg ggcggggcct cccaatgtgc caatagaaac aatgactgac 
1620 

cgattggagt gctccgcgtt cacccctcgc ctccgctcct ctcgtgacgt ctgttgcgcc 
1680 

aggtccaccc attggcctgg cgagaccggc gcgtgccagg agttacgcag ggagagctgg 
1740 

aatgcaccga gggtgggggg aggactgagt ttctgtgtca gtccc 
1785 



<210> 3080 

<211> 500 

<212> PRT 

<213> Homo sapiens 



<400> 3080 

Met Asp Thr Leu Tyr Thr Gly Ser Ser Pro Ser Glu Pro Gly Ser Ser 

15 10 15 

Cys Ser Pro Thr Pro Pro Pro Val Pro Arg Arg Gly Thr His Thr Thr 

20 25 30 

Val Ser Gin Val Gin Pro Pro Pro Ser Lys Ala Ser Ala Pro Glu Pro 

35 40 45 

Pro Ala Glu Glu Glu Val Ala Thr Gly Thr Thr Ser Ala Ser Asp Asp 

50 55 60 

Leu Glu Ala Leu Gly Thr Leu Ser Leu Gly Thr Thr Glu Glu Lys Ala 
65 70 75 80 

Ala Ala Glu Ala Ala Val Pro Arg Thr lie Gly Ala Glu Leu Met Glu 

85 90 95 

Leu Val Arg Arg Asn Thr. Gly Leu Ser His Glu Leu Cys Arg Val Ala 

100 105 110 

He Gly He He Val Gly His He Gin Ala Ser Val Pro Ala Ser Ser 

115 120 125 

Pro Val Met Glu Gin Val Leu Leu Ser Leu Val Glu Gly Lys Asp Leu 

130 135 140 

Ser Met Ala Leu Pro Ser Gly Gin Val Cys His Asp Gin Gin Arg Leu 
145 150 155 160 

Glu Val He Phe Ala Asp Leu Ala Arg Arg Lys Asp Asp Ala Gin Gin 

165 170 175 

Arg Ser Trp Ala Leu Tyr Glu Asp Glu Gly Val He Arg Cys Tyr Leu 

180 185 190 

Glu Glu Leu Leu His He Leu Thr Asp Ala Asp Pro Glu Val Cys Lys 

195 200 205 

Lys Met Cys Lys Arg Asn Glu Phe Glu Ser Val Leu Ala Leu Val Ala 

210 215 220 

Tyr Tyr Gin Met Glu His Arg Ala Ser Leu Arg Leu Leu Leu Leu Lys 
225 230 235 240 

Cys Phe Gly Ala Met Cys Ser Leu Asp Ala Ala He He Ser Thr Leu 

245 250 255 

Val Ser Ser Val Leu Pro Val Glu Leu Ala Arg Asp Met Gin Thr Asp 

260 265 270 

Thr Gin Asp His Gin Lys Leu Cys Tyr Ser Ala Leu He Leu Ala Met 

275 280 285 

Val Phe Ser Met Gly Glu Ala Val Pro Tyr Ala His Tyr Glu His Leu 
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290 

Gly Thr Pro Phe 
305 

Pro Leu Asp Thr 

Leu Ala Leu Asn 
340 

Ala Ala Leu Ser 
355 

Leu Leu Leu Leu 
370 

Glu Pro Gin Pro 
385 

Gly Ser Pro Ala 

Leu lie Asp lie 
420 

Lys Gly Pro Phe 
435 

Leu Leu Glu Pro 
450 

Arg Ser Gly Val 
465 

Arg Pro Leu His 

Gly Arg Ser Val 
500 



295 

Ala Gin Phe Leu 
310 

Thr Glu Gin Leu 
325 

Leu His Leu Pro 

Lys His Ala Asn 
360 

Asn Arg Gly Asp 
375 

Pro His Ser Val 
390 

Thr Ala Ala He 
405 

Thr Val Arg His 

Gly Ala Gly Gin 
440 

Gly Ser Thr Pro 
455 

Pro Ala Leu Thr 
470 

Pro Ala Leu Gin 
485 



300 



Leu 


Asn 


He 


val 






315 




Pro 


Asp 


Leu 


Cys 




330 






Ala 


Ala 


Asp 


Gin 


345 








Val 


Lys 


He 


Phe 


Asp 


Pro 


Val 


Arg 








380 


Leu 


Lys 


Phe 


Leu 






395 




Phe Tyr 


His 


Thr 




410 






He 


Ala 


Asp 


Leu 


425 








Arg 


Pro 


Trp 


Pro 


Ser 


Arg 


Glu 


Pro 








460 


Ser 


Ser Trp 


Ala 






475 




Leu 


Val 


He 


Asp 




490 







Glu Asp Gly Leu 
320 

Val Asn Leu Leu 
335 

Asn Val He Met 
350 

Ser Glu Lys Leu 
365 

He Phe Lys His 

Gin Asp Val Phe 
400 

Asp Met Met Ala 
415 

Ser Pro Gly Asp 
430 

Gly Val Pro Arg 
445 

His Pro Val Glu 

Ser Gly Cys Pro 
480 

Ser Ala Phe Gly 
495 



<210> 3081 

<211> 1902 

<212> DNA 

<213> Homo sapiens 



<400> 3081 

nntcatgagc agatggacga 
60 

ccacatggcg acgaacttgt 
120 

caaagcattc cgaccttcta 
180 

gccgtcatca gcaagatcga 
240 

gatgacatgg gcctggtggc 
300 

ttctatggcg ccggcgggga 
360 

tggagaaaaa tcctccagaa 
420 

agccccggct gcaactacct 
480 

aacacgcacc cggggctgtc 
540 

accacggtca. tccagcggat 
600 



acttggccgc gtcgtcgtgg 
ggacggacac ggagcccgtg 
cttccccaga ggacgcccgc 
gagcaccttc gcccggttcc 
caaggcctgc ggctgccccc 
gcgcacgggc tccgtgtccg 
ctgccacgac gacgcggcca 
ggtgcaggag gactttgtcc 
gttcctgaag gaggcgtccg 
cttctacgcc gtgaaccggt 



cagttctgga ggatttttct 
cgctcccccc ggccacgagc 
aggactccgt caacgtggat 
cccacgagag ggccaccatg 
tctactggaa ggggccgctc 
tccacaagtt cgtcgccatg 
agttcgtcca tctgctcatg 
ccttcttgca ggacgtggtg 
agttccactc gcgctacatc 
cctggtccgg caggatcacc 



2298 



WO 00/58473 



PCT/US00/08621 



tgcgccgagc tgcggaggag ctccttcctg 
660 

gacatcaacc agctgaccga attcttctcg 
720 

ttctgggagc tggacacgga ccacgacctg 
780 

aatgaccacg ccctttctac caagatgata 
840 

ggcagaaaag tgcagaagga agggaagatc 
900 

tctgaggaag acaaaaaaac accgaccagc 
960 

gacggggacg gcgccctgtc catgttcgag 
1020 

aggctggaca gcatggccat cgaggccctg 

1080 4* 

gacctggtca agccgaggac tgaagggaag 

1140 

ctggccaacg tcttcttcga caccttcttc 
1200 

aaagagcaga tctccctgct cagggacggt 
1260 

gagaagtacg cggccgagga gtacgacatc 
1320 

tgggaggacg ggttcgaggc cgagctcagc 
1380 

tccccgctgg cccagaggcc cttcttcgag 
1440 

tacgagtacg catgcgggga cgaggacctg 
1500 

cgccgcgggg ccgcccccca cgtgccacca 
1560 

tgtggaaaat gagtgcgttt gtacggaatg 
1620 

tgattgccac tgtgggttcg tggctggacc 
1680 

agggccgcgc gtgaatggga cgggttccca 
1740 

gacccggcct gggttccggg gcctgcgtct 
1800 

accggcggct cccgggcgcc tcagtcctgg 
1860 

gttttgtgta aacgtacaaa accgtttctg 
1902 



cagaatgtgg cgctgctgga ggaggaggcg 
tacgagcatt tctacgtcat ctactgcaag 
ctcatcgacg cggacgacct ggcgcggcac 
gacaggatct tctcaggagc agtcacacga 
agctatgccg actttgtctg gtttttgatc 
atcgagtact ggttccgctg catggacctg 
ctcgagtact tctacgagga gcagtgccga 
cccttccagg actgcctctg ccagatgctg 
atcacgctgc aggacctgaa gcgctgcaag 
aacatcgaga agtacctcga ccacgagcag 
gacagcggcg gccccgagct ctcggactgg 
ctggtggccg aggagaccgt gggagagccc 
cccgtggagc agaagctgag tgcgctgcgc 
gcgccctcac cgctgggcgc cgtggacctg 
gagccgctgt gacgccaccc gcgagaacgc 
ccgggccacc gcggctcgtg taaaaactgt 
ataaactttt atttattcac agaagcgtgt 
tgcccagagc cctgtgcccg ggggacacgt 
cacggacacc ctccagcact tgccgttccc 
gtggaaaggg tccatgtgcg cacaacggtg 
acaggagcct ccaccacagg ctgtgtgaat 
gcgatcacga aa 



<210> 3082 
<211> 414 
<212> PRT 

<213> Homo sapiens 
<400> 3082 

Met Asp Asp Met Gly Leu Val Ala Lys Ala Cys Gly Cys Pro Leu Tyr 

15 10 15 

Trp Lys Gly Pro Leu Phe Tyr Gly Ala Gly Gly Glu Arg Thr Gly Ser 
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20 






25 






30 






Val 


Ser 


Val 


His 


Lys 


Phe Val Ala 


Met Trp Arg 


Lys 


He 


Leu 


Gin 


Asn 






35 






40 






45 








Cys 


His 


Asp 


Asp Ala 


Ala Lys Phe 


Val His Leu 


Leu 


Met 


Ser 


Pro Gly 




50 








55 




60 










Cys Asn 


Tyr 


Leu 


Val 


Gin Glu Asp 


Phe Val Pro 


Phe 


Leu 


Gin 


Asp Val 


65 










70 


75 










80 


Val 


Asn 


Thr 


His 


Pro 


Gly Leu Ser 


Phe Leu Lys 


Glu 


Ala 


Ser 


Glu 


Phe 










85 




90 








95 




His 


Ser 


Arg 


Tyr 


He 


Thr Thr Val 


He Gin Arg 


He 


Phe 


Tyr 


Ala 


Val 








100 






105 






110 






Asn Arg 


Ser 


Trp 


Ser 


Gly Arg He 


Thr Cys Ala 


Glu 


Leu 


Arg 


Arg 


Ser 






115 






120 






125 








Ser 


Phe 


Leu 


Gin 


Asn 


Val Ala Leu 


Leu Glu Glu 


Glu 


Ala 


Asp 


He 


Asn 




130 








135 




140 










Gin 


Leu 


Thr 


Glu 


Phe 


Phe Ser Tyr 


Glu His Phe 


Tyr 


Val 


He 


Tyr 


Cys 


145 










150 


155 










160 


Lys 


Phe 


Trp 


Glu 


Leu 


Asp Thr Asp 


His Asp Leu 


Leu 


He 


Asp 


Ala 


Asp 










165 




170 








175 




Asp 


Leu 


Ala 


Arg 


His 


Asn Asp His 


Ala Leu Ser 


Thr 


Lys 


Met 


He 


Asp 








180 






185 






190 






Arg 


He 


Phe 


Ser Gly 


Ala Val Thr Arg Gly Arg 


Lys 


Val 


Gin 


Lys 


Glu 






195 






200 






205 








Gly Lys 


lie 


Ser 


Tyr 


Ala Asp Phe 


Val Trp Phe 


Leu 


He 


Ser 


Glu 


Glu 




210 








215 




220 










Asp 


Lys 


Lys 


Thr 


Pro 


Thr Ser He Glu Tyr Trp 


Phe 


Arg 


Cys 


Met 


Asp 


225 










230 


235 










240 


Leu Asp 


Gly 


Asp Gly 


Ala Leu Ser 


Met Phe Glu 


Leu 


Glu 


Tyr 


Phe 


Tyr 










245 




250 








255 




Glu 


Glu 


Gin 


Cys 


Arg 


Arg Leu Asp 


Ser Met Ala 


lie 


Glu 


Ala 


Leu 


Pro 








260 






265 






270 






Phe 


Gin 


Asp 


Cys 


Leu 


Cys Gin Met 


Leu Asp Leu 


Val 


Lys 


Pro 


Arg 


Thr 






275 






280 






285 








Glu 


Gly 


Lys 


He 


Thr 


Leu Gin Asp 


Leu Lys Arg 


Cys 


Lys 


Leu 


Ala 


Asn 




290 








295 




300 










Val 


Phe 


Phe 


Asp 


Thr 


Phe Phe Asn 


He Glu Lys 


Tyr 


Leu Asp 


His 


Glu 


305 










310 


315 










320 


Gin 


Lys 


Glu 


Gin 


He 


Ser Leu Leu Arg Asp Gly 


Asp 


Ser 


Gly 


Gly Pro 










325 




330 








335 




Glu 


Leu 


Ser 


Asp 


Trp 


Glu Lys Tyr 


Ala Ala Glu 


Glu 


Tyr 


Asp 


He 


Leu 








340 






345 






350 






Val 


Ala 


Glu 


Glu 


Thr 


Val , Gly Glu 


Pro Trp Glu 


Asp Gly Phe 


Glu 


Ala 






355 






360 






365 








Glu 


Leu 


Ser 


Pro 


Val 


Glu Gin Lys 


Leu Ser Ala 


Leu 


Arg 


Ser 


Pro 


Leu 




370 








375 




380 










Ala 


Gin 


Arg 


Pro 


Phe 


Phe Glu Ala 


Pro Ser Pro 


Leu Gly Ala 


Val 


Asp 


385 










390 


395 










400 


Leu 


Tyr 


Glu 


Tyr 


Ala 


Cys Gly Asp Glu Asp Leu 


Glu 


Pro 


Leu 







405 410 



<210> 3083 
<211> 610 
<212> DNA 

<213> Homo sapiens 
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<400> 3083 

ngccggccca gctgctggga acctgtcagg 
60 

agggggccac cctgtgaggt gtacattgcc 
120 

gactgggcag gccgggcccg ggcactggtg 
180 

agcatcccgg gcaagcacta ccaggctgtg 
240 

cgggtcaatc tgcctagggt cctgtccatg 
300 

tacgaccggg aggtccacct gcgttgtgag 
360 

agcaccttcc tgaaggacgc gccaggggag 
420 

gtctccctta ggtgagagga accgcgcagt 
480 

ccaaggcagg atttgggcac tttccctctg 
540 

gccaccggga acctgctgcc agcgccctcc 
600 

gcagtggcca 
610 



ccctcgggct ccagtcacct gagctggcac 
gtcctgcaga gatccaggct gcacgcggcg 
ggtgacagtc atacttcgtg gagcccagcg 
ggtctgcacc tctggaaggt agagaagcgg 
ccccccgtgg ctggcaccgc gtgccatgca 
ctctcaccgg gctactacct ggctgtcccc 
ttcctgctcc gagtcttctc taccgggcga 
gctgctggct ctccgaggcc acaggccctt 
tggttggcag gtgtccatgt gggaactgag 
catgtttgtc ttcttggcag cgccatcagg 



<210> 3084 

<211> 144 

<212> PRT 

<213> Homo sapiens 

<400> 3084 

Xaa Arg Pro Ser Cys Trp Glu Pro Val Arg Pro Ser Gly Ser Ser His 

15 10 15 

Leu Ser Trp His Arg Gly Pro Pro Cys Glu Val Tyr He Ala Val Leu 

20 25 30 

Gin Arg Ser Arg Leu His Ala Ala Asp Trp Ala Gly Arg Ala Arg Ala 

35 40 45 

Leu Val Gly Asp Ser His Thr Ser Trp Ser Pro Ala Ser He Pro Gly 

50 55 60 

Lys His Tyr Gin Ala Val Gly Leu His Leu Trp Lys Val Glu Lys Arg 
65 70 75 80 

Arg Val Asn Leu Pro Arg Val Leu Ser Met Pro Pro Val Ala Gly Thr 

85 90 95 

Ala Cys His Ala Tyr Asp Arg Glu Val His Leu Arg Cys Glu Leu Ser 

100 105 110 

Pro Gly Tyr Tyr Leu Ala Val Pro Ser Thr Phe Leu Lys Asp Ala Pro 

115 120 125 

Gly Glu Phe Leu Leu Arg Val Phe Ser Thr Gly Arg Val Ser Leu Arg 
130 135 140 



<210> 3085 

<211> 1080 

<212> DNA 

<213> Homo sapiens 
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<400> 3085 
nntgtgcgga 
60 

cttctccaat 
120 

caaaagataa 
180 

tatgcagaca 
240 

agctcttcca 
300 

ctgacggagt 
360 

ggattaaagg 
420 

atagctgttc 
480 

ctacaacaga 
540 

ccatacaggc 
600 

catacaagat 
660 

tagtgaaaga 
720 

acatcattca 
780 

ttctagagga 
840 

aggctcttac 
900 

catttaatgt 
960 

atgtanaatg 
1020 

gctgaggcgg 
1080 



ggaggagttc 
aagaagatat 
gaaaatggaa 
tatcaacaac 
gtgcatgtac 
tatttattca 
tgctgcttat 
tgaatggaaa 
tggggaatct 
ctcacgttgc 
accaaataca 
agtaactaaa 
ggaggaatat 
gatacgggac 
ttcactaaga 
gtgtcactca 
ttctcagccg 
gcggatcacg 



catcattacg 
tcagatattg 
attaagggaa 
agaaaccaag 
ttcaaagaca 
attagaacaa 
ctaaaaaata 
ccaggatccc 
gttacgttcc 
cattctgata 
gaacttattc 
tctgtggaag 
caagaatatc 
ctagctctcc 
gctgtcatat 
gtgctctagt 
ggcacggtgg 
aggtcaggag 



gtcttgcatt 
tagtaccccg 
atctgttcag 
cagcacagca 
aagaccctgc 
atggtgtgct 
aagatggttt 
ttcaacgatt 
atttgtttga 
caatcagact 
atcagagttc 
aagctcagct 
gccaaacaaa 

tggatgtttc 

gtgaatgttt 
cgatcaggac 
ctcacgcctg 
attgagacca 



agataaatat 
cttgttaatg 
caacaaagat 
ttctcagaag 
caccgaggag 
tctatttata 
agtcatctca 
tcaaaacaaa 
ccatgtaacc 
tgaaataatt 
ccccttgctg 
tgcccaagaa 
gggaaggagc 
aaacaattat 
tacagtcttt 
tgggtagcta 
taaccccagc 
tcctggctaa 



ccccacttta 
gcagccattt 
cttgaggaat 
cagtctactg 
cgttgcatat 
ccaaggtttg 
tgtggcccag 
attacctcta 
gtaagaatat 
agtaacaaac 
aagagtgagt 
gtcaaagtaa 
ctatacacac 
ggaatatgag 
tcaaacttaa 
tttcgcatat 
actttgggag 
cacggtgaaa 



<210> 3086 
<211> 58 
<212> PRT 

<213> Homo sapiens 
<400> 3086 

Met Cys Val Thr Gin Cys Ser Ser Arg Ser Gly Leu Gly Ser Tyr Phe 

15 10 15 

Ala Tyr Met Xaa Asn Val Leu Ser Arg Ala Arg Trp Leu Thr Pro Val 

20 25 30 

Thr Pro Ala Leu Trp Glu Ala Glu Ala Gly Gly Ser Arg Gly Gin Glu 

35 40 45 

He Glu Thr He Leu Ala Asn Thr Val Lys 
50 55 
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<210> 3087 
<211> 2329 
<212> DNA 

<213> Homo sapiens 
<400> 3087 

naggagaagc atctggacga tgaggaaaga aggaagcgaa aggaagagaa gaagcggaag 
60 

cgagagaggg agcactgtga cacggaggga gaggctgacg actttgatcc tgggaagaag 
120 

gtggaggtgg agccgccccc agatcggcca gtccgagcgt gccggacaca gcagccggaa 
180 

atggagcgca cccatattca gcaactcctg gaacacttcc tccgccagct tcagagaaaa 
240 

gatccccatg gattttttgc ttttcctgtc acggatgcaa ttgctcctgg atattcaatg 
300 

ataataaaac atcccatgga ttttggcacc atgaaagaca aaattgtagc taatgaatac 
360 

aagtcagtta cggaatttaa ggcagatttc aagctgatgt gtgafcaatgc aatgacatac 
420 

aataggccag ataccgtgta ctacaagttg gcgaagaaga tccttcacgc aggctttaag 
480 

atgatgagca aacaggcagc tcttttgggc aatgaagata cagctgttga ggaacctgtc 
540 

cctgaagttg taccagtaca agtagaaact gccaagaaat ccaaaaagcc gagtagagaa 
600 

gttatcagct gcatgtttga gcctgaaggg aatgcctgca gcttgacgga cagtaccgca 
660 

gaggagcacg tgctggcgct ggtggagcac gcagctgacg aagctcggga caggatcaac 
720 

cggttcctcc caggcggcaa gatgggctat ctgaagagga acggggacgg gagcctgctc 
780 

tacagcgtgg tcaacacggc cgagccgaac gctgatgagg aggagaccca cccggtgact 
840 

tgagctcgct ctccagtaag ctactcccag gcttcaccac gctgggcttc aaagacgaga 
900 

gaagaaacaa agtcaccttt ctctccagtg ccactactgc gctttcgatg cagaataatt 
960 

cagtatttgg cgacttgaag tcggacgaga tggagctgct ctactcagcc tacggagatg 
1020 

agacaggcgt gcagtgtgcg ctgagcctgc aggagtttgt gaaggatgct gggagctaca 
1080 

gcaagaaagt ggtggacgac ctcctggacc agatcacagg cggagaccac tctaggacgc 
1140 

tcttccagct gaagcagaga agaaatgttc ccatgaagcc tccagatgaa gccaaggttg 
1200 

gggacaccct aggagacagc agcagctctg ttctggagtt catgtcgatg aagtcctatc 
1260 

ccgacgtttc tgtggatatc tccatgctca gctctctggg gaaggtgaag aaggagctgg 
1320 

accctgacga cagccatttg aacttggatg agacgacgaa gctcctgcag gacctgcacg 
1380 

aagcacaggc ggagcgcggc ggctctcggc cgtcgtccaa cctcagctcc ctgtccaacg 
1440 
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cctccgagag ggaccagcac cacctgggaa gcccttctcg cctgagtgtc ggggagcagc 
1500 

cagacgtcac ccacgacccc tatgagtttc ttcagtctcc agagcctgcg gcctctgcca 
1560 

agacctaact ctagaccacc ttcagctctt ttattttatt tttttagttt tattttgcac 
1620 

gtgtagagtt tttgtcatca gacaaggact ttgatcctgt cccctttggc atgcgggaag 
1680 

cagccgcggg gaggtaatga attgtctgtg gtatcatgtc agcagagtct ccaagcccca 
1740 

cgaaccctga ggagtggagt catacgcgaa ggccatatgg ccatcgtgtc agcagagaga 
1800 

gtctctgtac acagccccgt gaaccctgag gagtggagtc atacacgaag ggcgtgtggc 
1860 

catcgtgtca gcagagagag tctctgtaca cagccccgtg aaccctgagg agtggagtca 
1920 

tacgcgaagg gtgtgtggcc aggctgcaga gctgcgtgcc gtttgtgtcc gagcatcacg 
1980 

tgtggctcca gcccttgttt ctgccagtgt agacacctct gtctgcccca ctgtcctggg 
2040 

gtcgctcttg ggaggcacag gcatgggtgt gtctggcctc attctgtatc agtccagtgt 
2100 

gttcctgtca tagtttgtgt ctcccaggca ggccatggta ggggcctcgc aggggccatt 
2160 

ggggagcaca gggccaggct ggggtgagga gagctcccct gttttctgtt taattgatga 
2220 

gcctgggaaa ggagtgtgtt ctgcctgccc gttacagtgg agcgttccgt gtccataaaa 
2280 

cgttttctaa ctgggaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 
2329 

<210> 3088 
<211> 280 
<212> PRT 

<213> Homo sapiens 
<400> 3088 

Xaa Glu Lys His Leu Asp Asp Glu Glu Arg Arg Lys Arg Lys Glu Glu 

15 10 15 

Lys Lys Arg Lys Arg Glu Arg Glu His Cys Asp Thr Glu Gly Glu Ala 

20 25 30 

Asp Asp Phe Asp Pro Gly Lys Lys Val Glu Val Glu Pro Pro Pro Asp 

35 40 45 

Arg Pro Val Arg Ala Cys Arg Thr Gin Gin Pro Glu Met Glu Arg Thr 

50 55 60 

His He Gin Gin Leu Leu Glu His Phe Leu Arg Gin Leu Gin Arg Lys 
65 70 75 80 

Asp Pro His Gly Phe Phe Ala Phe Pro Val Thr Asp Ala He Ala Pro 

85 90 95 

Gly Tyr Ser Met He He Lys His Pro Met Asp Phe Gly Thr Met Lys 

100 105 110 

Asp Lys He Val Ala Asn Glu Tyr Lys Ser Val Thr Glu Phe Lys Ala 

115 120 125 

Asp Phe Lys Leu Met Cys Asp Asn Ala Met Thr Tyr Asn Arg Pro Asp 



2304 



WO 00/58473 



PCTAJS00/08621 





130 








135 






140 






Thr 


Val 


Tyr 


Tyr 


Lys 


Leu Ala 


Lys Lys 


lie Leu 


His Ala Gly Phe 


Lys 


145 










150 




155 






160 


Met 


Met 


Ser 


Lys 


Gin 


Ala Ala 


Leu Leu Gly Asn 


Glu Asp Thr 


Ala 


Val 










165 






170 




175 




Glu 


Glu 


Pro 


Val 


Pro 


Glu Val 


Val Pro 


Val Gin 


Val Glu Thr 


Ala 


L ys 








180 






185 




190 






Lys 


Ser 


Lys 


Lys 


Pro 


Ser Arg 


Glu Val 


He Ser 


Cys Met Phe 


Glu 


Pro 






195 








200 




205 






Glu 


Gly 


Asn 


Ala 


Cys 


Ser Leu 


Thr Asp 


Ser Thr 


Ala Glu Glu 


His 


Val 




210 








215 






220 






Leu 


Ala 


Leu 


Val 


Glu 


His Ala 


Ala Asp 


Glu Ala 


Arg Asp Arg 


He 


Asn 


225 










230 




235 






240 


Arg 


Phe 


Leu 


Pro 


Gly Gly Lys 


Met Gly Tyr Leu 


Lys Arg Asn Gly 


Asp 










245 






250 




255 




Gly 


Ser 


Leu 


Leu 




Ser Val 


Val Asn 


Thr Ala 


Glu Pro Asn 


Ala 


Asp 








260 




265 




270 






Glu 


Glu 


Glu 


Thr 


His 


Pro Val 


Thr 











275 280 



<210> 3089 

<211> 722 

<212> DNA 

<213> Homo sapiens 

<400> 3089 

ncagctttgg accaagcgac catgagaggg ccagagctcg ggcccgaaac cagcatggag 
60 

ggagacgtgc tggacacact ggaggcgctg gggtataaag gaccattgtt agaagagcaa 
120 

gcccttacaa aggcggcaga gggtggatta tcttcacctg aattttcaga gctctgtatt 
180 

tggttaggct ctcaaataaa atcattatgc aacttggaag aaagtatcac gtctgctggg 
240 

agagatgacc tagagagctt ccagcttgag ataagtgggt ttttaaaaga gatggcctgt 
300 

ccatactcgg tactcgtctc aggagacatt aaagagcgcc tcacaaagaa ggatgactgc 
360 

ttgaaacttc tgttgttttt aagtacagaa cttcaagctt tacaaatatt acagaacaag 
420 

aaacataaaa attctcaatt agataaaaat agtgaagttt atcaggaagt tcaagctatg 
480 

tttgatacac ttggtatacc caagtcaaca acttctgaca ttccgcatat gctaaaccaa 
540 

gtggaatcaa aggtgaaaga tattctctca aaggtccaga aaaatcatgt gggaaaacca 
600 

ctactgaaaa tggatttaaa ttcagaacag gcggaacaac tggaaagaat caatgatgct 
660 

ctttcctgtg aatatgagtg ccgccgacga atgttaatga aacgattaga tgtgactgta 

720 

ca 

722 

<210> 3090 
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<211> 240 
<212> PRT 

<213> Homo sapiens 



<400> 3090 



Xaa 


Ala 


Leu 


Asp 


Gin 


Ala Thr 


Met 


Arg 


Gly Pro Glu Leu Gly Pro Glu 


1 








5 








10 










15 


Thr 


Ser 


Met 


Glu 


Gly Asp Val 


Leu 


Asp 


Thr Leu Glu Ala Leu Gly Tyr 








20 








25 










30 




Lys 


Gly 


Pro 


Leu 


Leu 


Glu Glu 


Gin 


Ala 


Leu Thr Lys Ala Ala Glu Gly 






35 








40 










45 






Gly 


Leu 


Ser 


Ser 


Pro 


Glu Phe 


Ser 


Glu 


Leu 


Cys 


He 


Trp 


Leu Gly Ser 




50 








55 










60 








Gin 


He 


Lys 


Ser 


Leu 


Cys Asn 


Leu 


Glu 


Glu 


Ser 


He 


Thr 


Ser 


Ala Gly 


65 










70 








75 








80 


Arg 


Asp 


Asp 


Leu 


Glu 


Ser Phe 


Gin 


Leu 


Glu 


He 


Ser 


Gly 


Phe 


Leu Lys 










85 








90 










95 


Glu 


Met 


Ala 


Cys 


Pro 


Tyr Ser 


Val 


Leu 


Val 


Ser Gly Asp 


He 


Lys Glu 








100 








105 










110 




Arg 


Leu 


Thr 


Lys 


Lys 


Asp Asp 


Cys 


Leu 


Lys 


Leu 


Leu 


Leu 


Phe 


Leu Ser 






115 








120 










125 






Thr 


Glu 


Leu 


Gin 


Ala 


Leu Gin 


He 


Leu 


Gin 


Asn 


Lys 


Lys 


His 


Lys Asn 




130 








135 










140 








Ser 


Gin 


Leu 


Asp 


Lys 


Asn Ser 


Glu 


Val 


Tyr 


Gin 


Glu 


Val 


Gin 


Ala Met 


145 










150 








155 








160 


Phe 


Asp 


Thr 


Leu 


Gly 


He Pro 


Lys 


Ser 


Thr 


Thr 


Ser 


Asp 


He 


Pro His 










165 








170 










175 


Met 


Leu 


Asn 


Gin 


Val 


Glu Ser 


Lys 


Val 


Lys 


Asp 


He 


Leu 


Ser 


Lys Val 








180 








185 










190 




Gin 


Lys 


Asn 


His 


Val Gly Lys 


Pro 


Leu 


Leu 


Lys 


Met 


Asp 


Leu 


Asn Ser 






195 








200 










205 






Glu 


Gin 


Ala 


Glu 


Gin 


Leu Glu Arg 


He 


Asn Asp Ala 


Leu 


Ser 


Cys Glu 




210 








215 










220 








Tyr 


Glu 


Cys 


Arg 


Arg 


Arg Met 


Leu 


Met 


Lys Arg Leu Asp Val Thr Val 


225 










230 








235 








240 



<210> 3091 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<400> 3091 

acgcgtgaag ggggcggagg ggaaggaagc cctggggagc agctgctcac ccctttgcca 
60 

caccatcttg gcctggcagg ggtctgggac tgacagggag caccccaggc ccttggtacc 
120 

cccagggcga ccccttctgc caagtgtccc aaaatgattg ctaaatgcct ggctccccca 
180 

ctctttgact ccatctcttg gttccctctt tctgctgcca gctcccccga ctcttccctg 
240 

gggactcctt tttgtgtccc ccttctcccc tgcccctact gccaggcaga tccccttttc 
300 

ttccataccc atccctgcct ccctgctcgg ccg 
333 
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<210> 3092 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 3092 

Met Gly Met Glu Glu Lys Gly lie Cys Leu Ala Val Gly Ala Gly Glu 

15 10 15 

Lys Gly Asp Thr Lys Arg Ser Pro Gin Gly Arg Val Gly Gly Ala Gly 

20 25 30 

Ser Arg Lys Arg Glu Pro Arg Asp Gly Val Lys Glu Trp Gly Ser Gin 

35 40 45 

Ala Phe Ser Asn His Phe Gly Thr Leu Gly Arg Arg Gly Arg Pro Gly 

50 55 60 

Gly Thr Lys Gly Leu Gly Cys Ser Leu Ser Val Pro Asp Pro Cys Gin 
65 70 75 80 

Ala Lys Met Val Trp Gin Arg Gly Glu Gin Leu Leu Pro Arg Ala Ser 

85 90 35 

Phe Pro Ser Ala Pro Phe Thr Arg 
100 

<210> 3093 
<211> 720 
<212> DNA 

<213> Homo sapiens 
<400> 3093 

nnaccggttt gtccaaggag gctggcctga ccacttacag cctgtccctg gctctggtgt 4 
60 

gaggagcatt aggcccagct cagggtcctc tggcttcaga gccagctggc gtgggcatcc 
120 

agggggcagc ctgtgggcag tgactctgtc tgtctttgga caggacaagg actgccatcc 
180 

accatggtga agctgggctg cagcttctct gggaagccag gtaaagaccc tggggaccag 
240 

gatggggctg ccatggacag tgtgcctctg atcagcccct tggacatcag ccagctccag 
300 

ccgccactcc ctgaccaggt ggtcatcaag acacagacag aataccagct gtcctcccca 
360 

gaccagcaga atttccctga cctggagggc cagaggctga actgcagcca cccagaggaa 
420 

gggcgcaggc tgcccaccgc acggatgatc gccttcgcca tggcgctact gggctgcgtg 
480 

ctgatcatgt acaaggccat ctggtacgac cagttcacct gccccgacgg cttcctgctg 
540 

cggcacaaga tctgcacgcc gctgaccctg gagatgtact acacggagat ggaccccgag 
600 

cgccaccgca gcatcctggc ggccatcggg gcctacccgc tgagccgcaa gcacggcacg 
660 

gagacgccgg cggcctgggg ggacggctac cgcgcagcca aggaggagcg caaggggccc 
720 

<210> 3094 
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<211> 179 
<212> PRT 
<213> Homo sapiens 



<400> 3094 



Met 


Val 


Lys 


Leu 


Gly Cys Ser Phe Ser Gly Lys 


Pro Gly Lys Asp 


Pro 


1 








5 




10 




15 




Gly 


Asp 


Gin 


Asp 


Gly Ala Ala Met Asp Ser Val 


Pro Leu He Ser 


Pro 








20 




25 






30 




Leu 


Asp 


lie 


Ser 


Gin Leu Gin Pro 


Pro 


Leu 


Pro 


Asp Gin Val Val 


He 






35 




40 








45 




Lys 


Thr 


Gin 


Thr 


Glu Tyr Gin Leu 


Ser 


Ser 


Pro 


Asp Gin Gin Asn 


Phe 




50 






55 








60 




Pro 


Asp 


Leu 


Glu 


Gly Gin Arg Leu 


Asn 


Cys 


Ser 


His Pro Glu Glu Gly 


65 








70 






75 




80 


Arg 


Arg 


Leu 


Pro 


Thr Ala Arg Met 


He 


Ala 


Phe 


Ala Met Ala Leu 


Leu 










85 




90 




95 




Gly 


Cys 


Val 


Leu 


He Met Tyr Lys 


Ala 


He 


Trp 


Tyr Asp Gin Phe 


Thr 








100 




105 






110 




Cys 


Pro 


Asp 


Gly 


Phe Leu Leu Arg 


His 


Lys 


He 


Cys Thr Pro Leu 


Thr 






115 




120 








125 




Leu 


Glu 


Met 


Tyr 


Tyr Thr Glu Met 


Asp 


Pro 


Glu 


Arg His Arg Ser 


He 




130 






135 








140 




Leu 


Ala 


Ala 


He 


Gly Ala Tyr Pro 


Leu 


Ser Arg 


Lys His Gly Thr 


Glu 


145 








150 






155 




160 


Thr 


Pro 


Ala 


Ala 


Trp Gly Asp Gly Tyr Arg 


Ala 


Ala Lys Glu Glu Arg 



165 170 175 



Lys Gly Pro 



<210> 3095 

<211> 519 

<212> DNA 

<213> Homo sapiens 

<400> 3095 

ggtgggattt caccggcaca ttcatgtacc catagcggtg ctcattgcac acgtggacgg 
60 

agaccccagc agcaggcctc agctcatgtg actcggccct ctaagaggcc cagcaagata 
120 

gggtttgacg aggtctttgt catcagcctg gctcgcaggc ctgaccgtcg ggaacgcatg 
180 

ctcgcctcgc tctgggagat ggagatctct gggagggtgg tggatgctgt ggatggctgg 
240 

atgctcaaca gcagtgccat caggaacctc ggcgtagacc tgctcccggg ctaccaggac 
300 

ccttactcgg gccgcactct gaccaagggc gaggtgggct gcttcctcag ccattactcc 
360 

atctgggaag agcgagcagt acaaggcaca cttctggcca cgggacctgg tggccttctc 
420 

cgcccagccc ctgctcgctg cccctaccca ctatgccggg gacgccgagt ggctcagtga 
480 

cacggagaca tcctctccat gggatgatgc cagcggccg 
519 
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<210> 3096 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 3096 

Gly Gly lie Ser Pro Ala His Ser Cys Thr His Ser Gly Ala His Cys 

15 10 15 

Thr Arg Gly Arg Arg Pro Gin Gin Gin Ala Ser Ala His Val Thr Arg 

20 25 30 

Pro Ser Lys Arg Pro Ser Lys lie Gly Phe Asp Glu Val Phe Val lie 

35 40 45 

Ser Leu Ala Arg Arg Pro Asp Arg Arg Glu Arg Met Leu Ala Ser Leu 

50 55 60 

Trp Glu Met Glu He Ser Gly Arg Val Val Asp Ala Val Asp Gly Trp 
65 70 75 80 

Met Leu Asn Ser Ser Ala He Arg Asn Leu Gly Val Asp Leu Leu Pro 

85 90 95 

Gly Tyr Gin Asp Pro Tyr Ser Gly Arg Thr Leu Thr Lys Gly Glu Val 

100 105 110 

Gly Cys Phe Leu Ser His Tyr Ser He Trp Glu Glu Arg Ala Val Gin 

115 120 125 

Gly Thr Leu Leu Ala Thr Gly Pro Gly Gly Leu Leu Arg Pro Ala Pro 

130 135 140 

Ala Arg Cys Pro Tyr Pro Leu Cys Arg Gly Arg Arg Val Ala Gin 
145 150 155 

<210> 3097 
<211> 4953 
<212> DNA 

<213> Homo sapiens 



<400> 3097 

aggcatccag gatgcggtgc ggggcggccc 
60 

ggcggccgag gggaccgggc cagggccggg 
120 

ggcgggaggg gcggcctgag ggcggacggg 
180 

gctccgcact gcccggccgg tctcggcccc 
240 

ggctcggcgc ccagtcgctt cgccgactac 
300 

gggctggagc cggacgagct gtcggcatta 
360 

gatggtgcca gccctttcat ttcaagtacg 
420 

ttgagaagaa cattcaaatc taaggtcctt 
480 

ccctttgacc aagatgcagt aggaatgcta 
540 

caggctgatc ccagggagcc ccaattccat 
600 



ggtgcccccc cgccccgtca cggcagccgc 
ggcggcggcc cgagccgcgg tagcggcggc 
cgggcgcccg ggttgcgggg gctcggtgcc 
ggcgccatga gtggcggcgg cggcggaggg 
tttgtcatct gcggactgga cacggagacc 
tgccagtaca tacaggcttc taaagccagg 
actgaaggag aaaattttga gcagacacca 
gcacgatatc ctgagaacgt agaatggaat 
tgtatgccga aagggctggc attcaagacc 
gcctttatta tcacaaggga ggatggctct 
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cggacatttg ggtttgccct 
660 

gcaatgcaga ccctctacca 
720 

gctgatgaca gagaccagag 
780 

cagcgcttca actcctatga 
840 

ctcatcacac ccatgtcttt 
900 

gcagtcactt cacctcagcc 
960 

tacgaggtgc cgctcccacc 
1020 

ataatctgcc agagaccaag 
1080 

gtttttgaac tgctcggggt 
1140 

ctccaaatcc tgctctactc 
1200 

acagctctca tgtttccttt 
1260 

ctcctgcatt tcttagatgc 
1320 

gatgaccggt caaagctgga 
1380 

aaccacttca ttgagttgcc 
1440 

caggaagtct ctgagattct 
1500 

agtgagagtg cctccaagct 
1560 

aatgggaaca ttgctggctc 
1620 

attgcccggc tgcaagcctt 
1680 

cgtgaagacc ccagcagcaa 

1740 

atttaccagc taaacattca 
1800 

gcagattatg aggtgtttgt 
1860 

agggagcaaa tgcaaaactt 
1920 

ctgcccttcc tctcaagatt 
1980 

ataatgtgtc atgatgatga 
2040 

gacaagatca ggctgttgaa 
2100 

tgtaccactg tggatgaagc 
2160 

actgcaattc acccacattt 
2220 



cacattttat gaagaggtga 
catgcacaat gctgagtatg 
cagcatggag gatggtgaag 
cattagccgg gacactctct 
catgaaggca tgtcggagcg 
ccctccactg ccccttgaga 
tcctggccgg tccttgaagt 
taccaatgag cttcccctat 
ggagaatgtg tttcagcttt 
acagcattac cagagactga 
ccagtggcag catgtctatg 
tcctgttcca tacctgatgg 
gctgcctcaa gaggctaacc 
agaggacttg ccacagttcc 
catggcattt ggaattcccc 
gaagaggctg cgggcctctg 
ccctttgcat tcctacgagc 
ggtcaagaga actggggtga 
taaggatctc aaagttcagt 
gatccgggaa gtttttgcaa 
catccaaccc agccaggata 
tgataaagca tcttttctgt 
cctggagacc cagatgtttg 
tgataaagac cctgtactcc 
tgttcggaca cctactctcc 
agagaaagca attgagctgc 
acttgacatg aagattggac 



ctagcaagca gatctgcagt 
atgtcctaca tgctccccct 
acactcctgt gaccaaactg 
acgtctctaa gtgcatctgc 
tgccgggcca actccaccag 
gctacatata caacgtactc 
tttctggggt ctattggcca 
ttgactttcc tgtcaaagag 
ttacttgtgc ccttctggag 
tgactgtggc ggagacgatt 
tccctattct cccagcttct 
gtttgcattc caatggcctg 
tctgctttgt ggacattgac 
ccaacaaatt ggagtttgtc 
ctgaagggaa tcttcattgc 
agcttgtctc ggacaagagg 
ttcttaagga gaatgaaact 
gcctggaaaa gttggaagtg 
gtgatgaaga agaactcagg 
atcgtttcac tcagatgttt 
aggaatcctg gtttaccaac 
cagatcagcc tgagccctac 
catttttcat tgacaacaaa 
gggtatttga ttcccgagtt 
gtacatccat gtaccagaag 
gtctggcaaa aattgaccat 
aagggaaata tgagccgggc 



2310 



WO 00/58473 



PCT/US00/08621 



ttcttcccta agctgcagtc 
2280 

aaaaggaatg cccctgcaca 
2340 

ttgcgcttag acaatgacca 
2400 

actatccgcc agcccaaact 
2460 

aagtttgtag agggcctgct 
2520 

aagatgggcc gagaagctgt 
2580 

gagaacaccc tgattgccag 
2640 

caagtgaaac aggggaaatc 
2 700 

cagagaaaac tcacatcaffg 
2760 

aggaagtctg atgccagctc 
2820 

aggcacatcc agaacatcgg 
2880 

cgactgtcca tggaaaaaaa 
2940 

gagctcacca aaaagttata 
3000 

cagttcctct atcacctcct 
3060 

ttcacaacta tcctgatccc 
3120 

tccatgttca ctgccaaccc 
3180 

atgcagattc ccaggaatgt 
3240 

actactgtcc agattggcca 
3300 

gtgatggtca ggaatgagat. 
3360 

gggaagggca tggatgatgg 
3420 

cagcctgagg tggatgagag 
3480 

atccggaggc ttgttaccat 
3540 

caggagtcca tcggggaggc 
3600 

gagcgaggca gtctgacgct 
3660 

caggctttcc agcatggatt 
3720 

ttcctggaaa aagcacaaac 
3780 

gaaaactggc atacaagagc 
3840 



tgatgtactt tgcactgggc 
gtggaggcgg aaagaccggc 
gagagagaag tacatccagg 
gtccaacctc tctccatcag 
gaaggaatgc cgcaataaga 
ggagctaggg catggggagg 
cctttgtgat ctcctggaaa 
agccttatgg tcccacctgt 
aagcctcagt acctcaggaa 
actcatgcct cccctgagga 
ggaaatcaag actgatgtgg 
gttactttcc agacacctga 
taagcgctat gccttcctgc 
gtctttcaat gccgtcgatt 
gtaccacatt ctgatcgtac 
atggatctgt atatcaggag 
gctagagatg accttcgagt 
tgataactct gggctgtatg 
cacaggacat acctacaagt 
aagcctggag cggatcctag 
gccatgccgg accccgccgc 
ctcacccaac aacaagccca 
agtcaatggc attgtgaagc 
gttgctctgt ggagagtgtg 
taaatcgccc cggctcttca 
ctattatgag acattagaga 
ccggaacttc tgccgatttg 



cagccagcaa caagtggaca 
agaagcagca cacagaacac 
aagccaggac tatgggcagc 
tgattgccca gaccaattgg 
ccaagaggat gctggtggaa 
tgaacatcac aggggtggaa 
ggatctggag tcatggacta 
tacattatca ggacaaccgg 
tacttcttga ttcagaacgt 
tctccctgat tcaggatatg 
gaaaggccag agcatgggtg 
agcagctcct ctcagaccat 
gctgtgatga cgagaaggag 
acttttgctt caccaatgtc 
caagcaagaa gctggggggc 
aattgggtga gacacagatc 
gccagaactt ggggaagctt 
ccaaatggct ggtggagtat 
tcccgtgtgg ccggtggtta 
ttggggagct gctcacatcc 
tgcagcagtc ccccagtgtc 
agctgaacac tgggcagatc 
acttccataa gcctgagaaa 
gccttgtctc ggccttggaa 
aaaatgtctt catttgggat 
agaatgaagt agtccctgag 
tcactgcaat caacaatact 
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ccccggaaca tcggcaagga tggcaagttt cagatgctgg tgtgcttggg agccagagat 
3900 

cacctcctac accactggat tgccctgctg gctgactgcc ccatcactgc acacatgtat 
3960 

gaggatgtgg cactgatcaa agaccataca cttgtcaatt ccttgattcg tgtgctgcag 
4020 

acattgcagg agttcaacat cacgctggag acgtcccttg tcaagggcat cgacatctga 
4080 

cctcccagca ccagccagca gcaggactga gaaagactca ccctgcagct ctgacctttt 
4140 

ttcccaaagg gacttaagcg attgtgcagg agtaggagac aaaatgtaca ctcactgtaa 
4200 

aaagaaaact agaggatttt tggaataaat aatctatttt agagtttatt tgctgatttg 
4260 

ctttttacac actttcatgt gaaagagtga tagggagagg gagcgaggct ggtgccgctt 
4320 

attttgaagc tggtgccctc cctcgccgtg gccacatgct ggaagcctga ggcctccctg 
4380 

gactgagcct gtggcactgc gtgcgggaca gttatgtttc cttgccccgt cgcattaatg 
4440 

aggcccttcc acatcatttt taaactaatg tttttctata ttaacattat tatggatatt 
4500 

tggctttcat aggccacaca caggtgtgct gcgcgggaag ccccatgctc caatcaaagg 
4560 

gatttttagt agtgcctcta agcaagcacc gatgagtcag tcccacgtat tttctttttt 
4620 

gtcagtattg tttgggaagg agacatgccg ggatgtgtca tcgtgccaaa taccacattt 
4680 

cctgttggca cagtttcaca gaagtaaaca taagcatgtt ttaacaggtt tttcttttct 
4740 

tttttctttt ttaaaatgtt ttatttattt aacccgccat tgtgtgtttt taagtatttt 
4800 

ctttttttaa ggaaaggaaa agcttgtcac aatctaactg gctatgttat tattattaaa 
4860 

tttatgtttt gcaacttaga aaccagctac agtatggccc acttaataaa acacctgaaa 
4920 

caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aat 
4953 

<210> 3098 
<211> 1359 
<212> PRT 

<213> Homo sapiens 
<400> 3098 

Arg His Pro Gly Cys Gly Ala Gly Arg Pro Gly Ala Pro Pro Pro Arg 

15 10 15 

His Gly Ser Arg Gly Gly Arg Gly Asp Arg Ala Arg Ala Gly Gly Gly 

20 25 30 

Gly Pro Ser Arg Gly Ser Gly Gly Gly Gly Arg Gly Gly Leu Arg Ala 

35 40 45 

Asp Gly Arg Ala Pro Gly Leu Arg Gly Leu Gly Ala Ala Pro His Cys 

50 55 60 

Pro Ala Gly Leu Gly Pro Gly Ala Met Ser Gly Gly Gly Gly Gly Gly 
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65 








70 


75 










80 


Gly Ser 


Ala 


Pro 


Ser 


Arg 


Phe Ala Asp Tyr Phe 


Val 


He 


Cys 


Gly Leu 








85 




90 








95 




Asp Thr 


Glu 


Thr 


Gly Leu 


Glu Pro Asp Glu Leu 


Ser 


Ala 


Leu 


Cys 


Gin 






100 






105 






110 






Tyr lie 


Gin 


Ala 


Ser 


Lys 


Ala Arg Asp Gly Ala 


Ser 


Pro 


Phe 


He 


Ser 




115 








120 




125 








Ser Thr 


Thr 


Glu 


Gly Glu 


Asn Phe Glu Gin Thr 


Pro 


Leu 


Arg Arg 


Thr 


130 










135 


140 










Phe Lys 


Ser 


Lys 


Val 


Leu 


Ala Arg Tyr Pro Glu 


Asn 


Val 


Glu 


Trp 


Asn 


145 








150 


155 










160 


Pro Phe 


Asp 


Gin 


Asp 


Ala 


Val Gly Met Leu Cys 


Met 


Pro 


Lys 


Gly 


Leu 








165 




170 . 








175 




Ala Phe 


Lys 


Thr 


Gin 


Ala 


Asp Pro Arg Glu Pro 


Gin 


Phe 


His 


Ala 


Phe 






180 






185 






190 






He He 


Thr 


Arg 


Glu 


Asp 


Gly Ser Arg Thr Phe 


Gly 


Phe 


Ala 


Leu 


Thr 




195 








200 




205 








Phe Tyr 


Glu 


Glu 


Val 


Thr 


Ser Lys Gin lie Cys 


Ser 


Ala 


Met 


Gin 


Thr 


210 










215 


220 










Leu Tyr 


His 


Met 


His 


Asn 


Ala Glu Tyr Asp Val 


Leu 


His 


Ala 


Pro 


Pro 


225 








230 


235 










240 


Ala Asp 


Asp 


Arg 


Asp 


Gin 


Ser Ser Met Glu Asp 


Gly Glu Asp Thr 


Pro 








245 




250 








255 




Val Thr 


Lys 


Leu 


Gin 


Ara 


Phe Asn Ser Tyr Asp 


He 


Ser Arg Asp Thr 






260 






265 






270 






Leu Tyr 


Val 


Ser 


Lys 


Cys 


He Cys Leu He Thr 


Pro 


Met 


Ser 


Phe 


Met 




275 








280 




285 








Lys Ala 


Cys 


Arg 


Ser 


Val 


Pro Gly Gin Leu His 


Gin 


Ala 


Val 


Thr 


Ser 


290 










295 


300 










Pro Gin 


Pro 


Pro 


Pro 


Leu 


Pro Leu Glu Ser Tyr 


He 


Tyr 


Asn 


Val 


Leu 


305 








310 


315 










320 


Tyr Glu 


Val 


Pro 


Leu 


Pro 


Pro Pro Gly Arg Ser 


Leu 


Lys 


Phe 


Ser Gly 








325 




330 








335 




Val Tyr 


Trp 


Pro 


He 


He 


Cys Gin Arg Pro Ser 


Thr 


Asn 


Glu 


Leu 


Pro 






340 






345 






350 






Leu Phe 


Asp 


Phe 


Pro 


Val 


Lys Glu Val Phe Glu 


Leu Leu Gly Val 


Glu 




355 








360 




365 








Asn Val 


Phe 


Gin 


Leu 


Phe 


Thr Cys Ala Leu Leu 


Glu 


Phe 


Gin 


He 


Leu 


370 










375 


380 










Leu Tyr 


Ser 


Gin 


His 


Tyr 


Gin Arg Leu Met Thr 


Val 


Ala 


Glu 


Thr 


He 


385 








390 


395 










400 


Thr Ala 


Leu 


Met 


Phe 


Pro 


Phe Gin Trp Gin His 


Val 


Tyr Val 


Pro 


He 








405 




410 








415 




Leu Pro 


Ala 


Ser 


Leu 


Leu 


His Phe Leu Asp Ala 


Pro 


Val 


Pro 


Tyr 


Leu 






420 






425 






430 






Met Gly 


Leu 


His 


Ser 


Asn 


Gly Leu Asp Asp Arg 


Ser 


Lys 


Leu 


Glu 


Leu 




435 








440 




445 








Pro Gin 


Glu 


Ala 


Asn 


Leu 


Cys Phe Val Asp He 


Asp 


Asn 


His 


Phe 


He 


450 










455 


460 










Glu Leu 


Pro 


Glu 


Asp 


Leu 


Pro Gin Phe Pro Asn 


Lys 


Leu 


Glu 


Phe 


Val 


465 








470 


475 










480 


Gin Glu 


Val 


Ser 


Glu 


He 


Leu Met Ala Phe Gly 


He 


Pro 


Pro Glu Gly 








485 




490 








495 




Asn Leu 


His 


Cys 


Ser 


Glu 


Ser Ala Ser Lys Leu 


Lys Arg Leu Arg Ala 
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500 

Ser Glu Leu Val 
515 

Leu His Ser Tyr 
530 

Gin Ala Leu Val 
545 

Arg Glu Asp Pro 

Glu Glu Leu Arg 
580 

Ala Asn Arg Phe 
595 

Gin Pro Ser Gin 
610 

Gin Asn Phe Asp 
625 

Leu Pro Phe Leu 

He Asp Asn Lys 
660 

Leu Arg Val Phe 
675 

Arg Thr Pro Thr 
690 

Asp Glu Ala Glu 
705 

Thr Ala He His 

Tyr Glu Pro Gly 
740 

Gly Pro Ala Ser 
755 

Arg Arg Lys Asp 
770 

Asn Asp Gin Arg 
785 

Thr He Arg Gin 

Gin Thr Asn Trp 
820 

Lys Thr Lys Arg 
835 

Leu Gly His Gly 
850 

He Ala Ser Leu 
865 

Gin Val Lys Gin 

Gin Asp Asn Arg 
900 

Gly He Leu Leu 
915 

Met Pro Pro Leu 



Ser Asp Lys Arg 
520 

Glu Leu Leu Lys 
535 

Lys Arg Thr Gly 
550 

Ser Ser Asn Lys 
565 

He Tyr Gin Leu 

Thr Gin Met Phe 
600 

Asp Lys Glu Ser 
615 

Lys Ala Ser Phe 
630 

Ser Arg Phe Leu 
645 

He Met Cys His 

Asp Ser Arg Val 
680 

Leu Arg Thr Ser 
695 

Lys Ala He Glu 
710 

Pro His Leu Leu 
725 

Phe Phe Pro Lys 

Asn Lys Trp Thr 
760 

Arg Gin Lys Gin 
775 

Glu Lys Tyr He 
790 

Pro Lys Leu Ser 
805 

Lys Phe Val Glu 

Met Leu Val Glu 
840 

Glu Val Asn He 
855 

Cys Asp Leu Leu 
870 

Gly Lys Ser Ala 
885 

Gin Arg Lys Leu 

Asp Ser Glu Arg 
920 

Arg He Ser Leu 



505 

Asn Gly Asn He 

Glu Asn Glu Thr 
540 

Val Ser Leu Glu 
555 

Asp Leu Lys Val 
570 

Asn He Gin He 
585 

Ala Asp Tyr Glu 

Trp Phe Thr Asn 
620 

Leu Ser Asp Gin 
635 

Glu Thr Gin Met 
650 

Asp Asp Asp Asp 
665 

Asp Lys He Arg 

Met Tyr Gin Lys 
700 

Leu Arg Leu Ala 
715 

Asp Met Lys He 
730 

Leu Gin Ser Asp 
745 

Lys Arg Asn Ala 

His Thr Glu His 
780 

Gin Glu Ala Arg 
795 

Asn Leu Ser Pro 
810 

Gly Leu Leu Lys 
825 

Lys Met Gly Arg 

Thr Gly Val Glu 
860 

Glu Arg He Trp 
875 

Leu Trp Ser His 
890 

Thr Ser Gly Ser 
905 

Arg Lys Ser Asp 
lie Gin Asp Met 
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510 

Ala Gly Ser Pro 
525 

He Ala Arg Leu 

Lys Leu Glu Val 
560 

Gin Cys Asp Glu 
575 

Arg Glu Val Phe 
590 

Val Phe Val lie 
605 

Arg Glu Gin Met 

Pro Glu Pro Tyr 
640 

Phe Ala Phe Phe 
655 

Lys Asp Pro Val 
670 

Leu Leu Asn Val 
685 

Cys Thr Thr Val 

Lys He Asp His 
720 

Gly Gin Gly Lys 
735 

Val Leu Cys Thr 
750 

Pro Ala Gin Trp 
765 

Leu Arg Leu Asp 

Thr Met Gly Ser 
800 

Ser Val He Ala 
815 

Glu Cys Arg Asn 
830 

Glu Ala Val Glu 
845 

Glu Asn Thr Leu 

Ser His Gly Leu 
880 

Leu Leu His Tyr 
895 

Leu Ser Thr Ser 
910 

Ala Ser Ser Leu 
925 

Arg His lie Gin 
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930 




935 






940 








A^n Tie (!l v 
nsn lie ox y 


Glu 


"Me Lv«? Thr Asd Val 

11C J X11X. nj^J vol 


Glv 


Lys 


Ala 


Arg Ala 


TrD 


Val 


945 




950 




955 








960 


A >-rr T,PU Car 
my ucu jci 


Met 


C^l ii Lvq T,v«; Leu Leu 


Ser 


Arg 


His 


Leu Lys 


Gin 


Leu 






96 5 


970 








975 




T.en Cor A qti 


nio 


m u r.pu Thr lvq Lv^ 

OX. IX JjCU X 111 XJJrO Ujr o 


Leu 


Tyr 


Lys 


Arg Tyr 


Ala 


Phe 




980 


985 








990 






ucu Mi. y u y o 


Asp 


Asp Glu Lys Glu Gin 


Phe 


Leu 


Tyr 


His Leu 


Leu 


Ser 


995 




1000 








1005 






Phe Asn Ala 


Val 


Asp Tyr Phe Cys Phe 


Thr 


Asn 


Val 


Phe Thr 


Thr 


He 


1010 




1015 






1020 






Leu lie Pro 


Tyr 


His He Leu He Val 


Pro 


Ser 


Lys 


Lys Leu 


Gly 


Gly 


1025 




1030 




1035 






1040 


Ser Met Phe 


Thr 


Ala Asn Pro Trp He 


Cys 


He 


Ser Gly Glu 


Leu 


Gly 






1045 


1050 






1055 


Glu Thr Gin 


lie 


Met Gin He Pro Arg 


Asn 


Val 


Leu 


Glu Met 


Thr 


Phe 




1060 1065 






1070 




Glu Cys Gin 


Asn Leu Gly Lys Leu Thr 


Thr 


Val 


Gin 


He Gly His Asp 


1075 


1080 








1085 






Asn Ser Gly Leu Tyr Ala Lys Trp Leu 


Val 


Glu 


Tyr 


Val Met 


Val 


Arg 


1090 




1095 






1100 






Asn Glu lie 


Thr Gly His Thr Tyr Lys 


Phe 


Pro 


Cys 


Gly Arg 


Trp 


Leu 


1105 




1110 




1115 






1120 


Gly Lys Gly Met Asp Asp Gly Ser Leu Glu Arg 


He 


Leu Val 


Gly Glu 






1125 


1130 






1135 


Leu Leu Thr Ser Gin Pro Glu Val Asp Glu Arg 


Pro 


Cys Arg 


Thr 


Pro 




1140 1145 






1150 




Pro Leu Gin 


Gin 


Ser Pro Ser Val He 


Arg 


Arg 


Leu 


Val Thr 


He 


Ser 


1155 


1160 








1165 






Pro Asn Asn 


Lys 


Pro Lys Leu Asn Thr Gly Gin 


He 


Gin Glu 


Ser 


He 


1170 




1175 






1180 






Gly Glu Ala Val 


Asn Gly He Val Lys 


His 


Phe 


His 


Lys Pro 


Glu 


Lys 


1185 




1190 




1195 






1200 


Glu Arg Gly Ser Leu Thr Leu Leu Leu Cys Gly Glu Cys Gly Leu Val 






1205 


1210 






1215 


Ser Ala Leu 


Glu 


Gin Ala Phe Gin His 


Gly 


Phe 


Lys 


Ser Pro 


Arg 


Leu 




1220 1225 






1230 




Phe Lys Asn 


Val 


Phe He Trp Asp Phe 


Leu 


Glu 


Lys 


Ala Gin 


Thr 


Tyr 


1235 


1240 








1245 






Tyr Glu Thr 


Leu 


Glu Lys Asn Glu Val 


Val 


Pro 


Glu 


Glu Asn 


Trp 


His 


1250 




1255 






1260 






Thr Arg Ala 


Arg 


Asn Phe Cys Arg Phe 


Val 


Thr 


Ala 


He Asn 


Asn 


Thr 


1265 




1270 




1275 






1280 


Pro Arg Asn 


He 


Gly Lys Asp Gly Lys 


Phe 


Gin 


Met 


Leu Val 


Cys 


Leu 






1285 


1290 






1295 


Gly Ala Arg Asp 


His Leu Leu His His 


Trp 


He 


Ala 


Leu Leu 


Ala 


Asp 




1300 1305 






1310 




Cys Pro lie 


Thr Ala His Met Tyr Glu Asp 


Val 


Ala 


Leu He 


Lys 


Asp 


1315 


1320 








1325 






His Thr Leu 


Val 


Asn Ser Leu He Arg 


Val 


Leu 


Gin 


Thr Leu 


Gin 


Glu 



1330 1335 1340 



Phe Asn He Thr Leu Glu Thr Ser Leu Val Lys Gly He Asp He 
1345 1350 1355 
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<210> 3099 
<211> 1001 
<212> DNA 

<213> Homo sapiens 
<400> 3099 

nccatggtag tggcaattta tgcctattac aagaaacaga gaaccaaaac agatgtgtac 
60 

atcctgaatt tggctgtagc agatttactc cttctattca ctctgccttt ttgggctgtt 
120 

aatgcagttc atgggtgggt tttagggaaa ataatgtgca aaataacttc agccttgtac 
180 

acactaaact ttgtctctgg aatgcagttt ctggcttgta tcagcataga cagatatgtg 
240 

gcagtaacta aagtccccag ccaatcagga gtgggaaaac catgctggat catctgtttc 
300 

tgtgtctgga tggctgccat cttgctgagc ataccccagc tggtttttta tacagtaaat 
360 

gacaatgcta ggtgcattcc cattttcccc cgctacctag gaacatcaat gaaagcattg 
420 

attcacatgc tagagatctg cattggattt gtagtaccct ttcttattat gggggtgtga 
.480 

tactttatca cagcaaggac actcatgaag atgccaaaca ttaaaatatc tcgaccccta 
540 

aaagttctgc tcacagtcgt tatagttttc attgtcactc aactgcctta taacattgtc 
600 

aagttctgcc gagccataga catcatctac tccctgatca ecagctgcaa catgagcaaa 
660 

cgcatggaca tcgccatcca agtcacagaa agcatcgcac tctttcacag ctgcctcaac 
720 

ccaatccttt atgtttttat gggagcatct ttcaaaaact acgttatgaa agtggccaag 
780 

aaatatgggt cctggagaag acagagacaa agtgtggagg agtttccttt tgattctgag 
840 

ggtcctacag agccaaccag tacttttagc atttaaaggt aaaactgctc tgccttttgc 
900 

ttggatacat atgaatgatg ctttcccctc aaataaaaca tctgcattat tctgaaactc 
960 

aaatctcaga cgccgtggtt gcaacttata ataaagaatg g 
1001 

<210> 3100 

<211> 159 

<212> PRT 

<213> Homo sapiens 

<400> 3100 

Xaa Met Val Val Ala He Tyr Ala Tyr Tyr Lys Lys Gin Arg Thr Lys 

15 10 15 

Thr Asp Val Tyr He Leu Asn Leu Ala Val Ala Asp Leu Leu Leu Leu 

20 25 30 

Phe Thr Leu Pro Phe Trp Ala Val Asn Ala Val His Gly Trp Val Leu 

35 40 45 

Gly Lys lie Met Cys Lys He Thr Ser Ala Leu Tyr Thr Leu Asn Phe 
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50 

Val Ser Gly Met 
65 

Ala Val Thr Lys 

lie lie Cys Phe 
100 

Gin Leu Val Phe 
115 

Phe Pro Arg Tyr 
130 

Glu He Cys He 
145 



55 

Gin Phe Leu Ala 

70 

Val Pro Ser Gin 
85 

Cys Val Trp Met 

Tyr Thr Val Asn 
120 

Leu Gly Thr Ser 
135 

Gly Phe Val Val 
150 



60 

Cys He Ser He 
75 

Ser Gly Val Gly 
90 

Ala Ala He Leu 
105 

Asp Asn Ala Arg 

Met Lys Ala Leu 
140 

Pro Phe Leu He 
155 



Asp Arg Tyr Val 
80 

Lys Pro Cys Trp 
95 

Leu Ser He Pro 
110 

Cys lie Pro He 
125 

He His Met Leu 
Met Gly Val 



<210> 3101 

<211> 2623 ^ 
<212> DNA e * 
<213> Homo sapiens 

<400> 3101 

cggcgccgag tagccgggcc gggccggagc gcgggcgcgg cggaggcagc tgcgcccggc 
60 

tcctcccctc ccaggccccg ccccccgccc gggccccggc gatggtgaca catgcggcgg 
120 

cggccgcgcg gcaggaccat ggttgagcgc gccagcaagt tcgtgctggt ggtggcgggc 
180 

tcggtgtgct tcatgctcat cttgtaccag tacgcgggcc caggactgag cctgggcgcg 
240 

cccggcggcc gcgcgccgcc cgacgacctg gacctgttcc ccacacccga cccccactac 
300 

gagaagaagt actacttccc ggtccgcgag ctggagcgct cgctgcgctt cgacatgaag 
360 

ggcgacgacg tgatcgtctt cctgcacatc cagaagacgg gcggcaccac cttcggccgc 
420 

cacctcgtgc agaacgtacg cctcgaggtg ccgtgcgact gccggcccgg ccagaagaag 
480 

tgcacctgct accggcccaa ccgccgcgag acttggctct tctcccgctt ctccaccggc 
540 

tggagctgcg ggctgcacgc cgactggacc gagctcacca actgcgtgcc cggcgtgctg 
600 

gaccgccgcg actccgccgc gctgcgcacg cccaggaagt tctactacat caccctgcta 
660 

cgagaccccg tgtcccgcta cctgagcgag tggcggcatg tgcagagggg tgccacgtgg 
720 

aagacgtctt tgcatatgtg tgatgggcgc acgcccacgc ctgaggagct gccgccctgc 
780 

tacgagggca cggactggtc gggctgeacg ctacaggagt tcatggactg cccgtacaac 
840 

ctggccaaca accgccaggt gcgcatgctg gccgacctga gcctggtggg ctgctacaac 
900 

ctgtccttca tccccgaggg caagcgggcc cagctgctgc tcgagagcgc caagaagaac 
960 

ctgcggggca tggccttctt cggcctgacc gagttccagc gcaagacgca gtacctgttc 
1020 
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gagcggacgt 
1080 

ggcggcgtgg 
1140 

atgcagctgt 
1200 

ctggagcgca 
1260 

gaggcactgc 
1320 

agccacatca 
1380 

gtgggggata 
1440 

caaacctgct 
1500 

gctgggcagg 
1560 

cgtgctcgaa 
1620 

tgctctcctg 
1680 

cagcggaaag 
1740 

tcgctcttag 
1800 

agctccaggc 
1860 

ggagccccca 
1920 

agagaagact 
1980 

ttcatgcttt 
2040 

ctcagaccaa 
2100 

caactggcag 
2160 

ccgcggctgg 
2220 

ggaccgaggg 
2280 

tgccccagcc 
2340 

cccaccccct 
2400 

ctggctgcaa 
2460 

gctctgtccc 
2520 

caggcaccct 
2580 

ggtaggggca 
2623 



tcaacctcaa 
aggtggatga 
acgactacgc 
gggagcagcg 
cgcgggagga 
ttgagaagtg 
aaacaggaca 
ccacagaggt 
gatgggggct 
ggatgccatg 
gcctccttgg 
tggacctgcc 
ctcctctgtc 
catcccatag 
gctcacccat 
cgagtccagc 
gggtcaggag 
ggaggggttt 
cccaggagtg 
cccttggagg 
ctcccctgcc 
ccatcaccga 
ggcaaaaggc 
tggccctact 
cattccttat 
ggatccccca 
gtgggctctg 



gttcatccgg 
agacaccatc 
caaggacctc 
cctgaggagc 
tgccgacgag 
gtagtggcgg 
gacgacaggt 
agctgcgtcc 
tgagaaatca 
gtcagggcag 
atttatcgca 
aggccgggag 
cgggctacta 
cccctcctct 
ctgtagctcc 
ccccaggaag 
gccaaagctg 
gggtagtagg 
gggaggcttt 
tgaccatcca 
tctgttctcc 
aacacatact 
tggccatgct 
aaaagccatg 
gccctaggag 
gagagcagat 
caggccacct 



cccttcatgc 
cggcgcatcg 
ttccagcagc 
cgcgaggagc 
ccgggccgcg 
tggtggccac 
ccacccaaga 
tgaaaaaaaa 
acaggtgcag 
ggcctccaga 
aaaactgaag 
tgtgtccctc 
ggagtgagac 
tctggctgcc 
ctcaaagtca 
cctgctcccc 
atgttcaggc 
cccgagctgc 
ggccagggat 
ggcaggcctg 
tttctgaccc 
caagagctct 
ctgttcccag 
ttgcatatcc 
gccaagctgg 
tggtgtgctc 
ggctggggtt 



agtacaatag 
aggagctcaa 
gctaccagta 
gtctgctgca 
tgcccaccga 
ggggaggcct 
ctgtcaaggg 
cagagcaggg 
cccagtgggt 
gcaggtgttg 
gtttgcgcaa 
accaactatg 
cagcttctgg 
cccaatgccc 
gggcccaccc 
tctctggccc 
cccacccact 
attgccggcc 
gctgccactt 
gctcagactg 
actgggattt 
ccttgcattt 
cagcctcgca 
gttgtaagca 
tgtctctagg 
aggccgcagg 

ggg 



cacgcgggcg 
cgacctggac 
caagcggcag 
ccgggccaag 
ggactacatg 
cttggggggt 
atgagcatcc 
atgtagtggg 
cagaggaaag 
tgcctggagc 
gagacgagga 
cacacagcac 
caactgcccc 
cgaggcctgg 
catctgaggc 
atggtcctgc 
ccctacagtc 
ttcctcgggc 
gtgcgtgagt 
gaagggctgg 
gctagcaggc 
ccccatgctc 
ggtttcccca 
cgtgccctgt 
agggcccaca 
ctgactcaga 
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<210> 3102 

<211> 410 

<212> PRT 

<213> Homo sapiens 



<400> 3102 



Met Arg 


Arg 


Arcr 


Pro 


Arg 


Gly Arg Thr Met Val 


Glu 


Arg 


Ala 


Ser 


Lys 


1 






5 




10 








15 




Phe Val 


Leu 


Val 


Val 


Ala 


Gly Ser Val Cys Phe 


Met 


Leu 


He 


Leu 


Tyr 






20 






25 






30 






Gin Tyr 


Ala 


Glv 


Pro Gly 


Leu Ser Leu Gly Ala Pro Gly Gly Arg Ala 












40 




45 








Pro Pro 


Asp 


Asp 


Leu 


Asp 


Leu Phe Pro Thr Pro 


Asp 


Orn 
tr -L <J 


His 


Tyr 


Glu 


J V 










55 


60 










Lys Lys 


Tvr 
1 


Tvr 


Phe 


Pro 


Val Arg Glu Leu Glu 


Arg 


OCi 


Leu Arg 


Phe 










70 


75 










80 


A*m Met 


Lvs 


Glv 
• 


Asp 


Asp 


Val He Val Phe Leu 


His 


lie 


Gin Lys 


Thr 








85 




90 








95 




Gly Gly 


Thr 


Thr 


Phe Gly 


Arg His Leu Val Gin 


Asn 


Val 


Arg 


Leu 


Glu 






inn 

-L \J \J 






105 






110 






Val Pro 


L / S 


T\ en 


Cys 


Arg 


Pro Gly Gin Lys Lys 


Cys 


Thr 


Cys 


Tyr 


Arg 




X ± D 








120 




125 








Pro cri 






Glu 


Thr 


Trp Leu Phe Ser Arg 


Phe 


Ser 


Thr Gly Trp 












135 


14 0 












Glv 


Leu 


His 


Ala 


Asp Trp Thr Glu Leu 


Thr 


Asn 


Cys 


Val 


Pro 


J. *± J 








150 


155 










160 


Gly Val 


Leu 


Asp 


Arg 


Arg 


Asp Ser Ala Ala Leu Arg 


Thr 


Pro 


Arg 


Lys 








165 




170 








175 




Phe Tyr 


Tvr 


lie 


Thr 


Leu 


Leu Arg Asp Pro Val 


Ser 


Arg 


Tyr 


Leu 


Ser 






180 






185 






190 






Glu Trp 


fti y 


His 


Val 


Gin 


Arg Gly Ala Thr Trp Lys 


Thr 


Ser 


Leu 


His 




195 








200 




205 








Met Cys 


Aso 


Glv 


Arg Thr 


Pro Thr Pro Glu Glu 


Leu 


Pro 


Pro 


Cys 


Tyr 


210 










215 


220 










Glu Gly 


Thr 


Asp 


Trp 


Ser 


Gly Cys Thr Leu Gin 


Glu 


Phe 


Met 


Asp 


Cys 


225 








230 


235 










240 


Pro Tyr 


Asn 


Leu 


Ala 


Asn 


Asn Arg Gin Val Arg 


Met 


Leu 


Ala 


Asp 


Leu 








245 




250 








255 




Ser Leu 


Val 


Gly 


Cys 


Tyr 


Asn Leu Ser Phe He 


Pro Glu Gly Lys 


Arg 






260 






265 






270 






Ala Gin 


Leu 


Leu 


Leu 


Glu 


Ser Ala Lys Lys Asn Leu Arg Gly Met 


Ala 




275 








280 




285 








Phe Phe 


Gly 


Leu 


Thr 


Glu 


Phe Gin Arg Lys Thr 


Gin 


Tyr 


Leu 


Phe 


Glu 


290 










295 


300 










Arg Thr 


Phe 


Asn 


Leu 


Lys 


Phe He Arg Pro Phe 


Met 


Gin 


Tyr 


Asn 


Ser 


305 








310 


315 










320 


Thr Arg 


Ala 


Gly 


Gly Val 


Glu Val Asp Glu Asp 


Thr 


He 


Arg Arg 


He 








325 




330 








335 




Glu Glu 


Leu 


Asn 


Asp 


Leu 


Asp Met Gin Leu Tyr 


Asp 


Tyr 


Ala 


Lys 


Asp 






340 






345 






350 






Leu Phe 


Gin 


Gin 


Arg 


Tyr 


Gin Tyr Lys Arg Gin 


Leu 


Glu Arg Arg 


Glu 




355 








360 




365 








Gin Arg 


Leu 


Arg 


Ser 


Arg 


Glu Glu Arg Leu Leu His Arg Ala Lys 


Glu 
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370 375 
Ala Leu Pro Arg Glu Asp Ala Asp Glu Pro Gly 
385 390 395 

Asp Tyr Met Ser His lie lie Glu Lys Trp 
405 410 

<210> 3103 
<211> 1228 
<212> DNA 

<213> Homo sapiens 
<400> 3103 

ctcgagctgg atccaccctt gagccttcac ctggagagtc ctctgcacaa gttcagagag 
60 

aaggactacg cgcagcaatg gttctcatca gggggcaact tcgccctcac atgcctctcc 
120 

caaccccgct gggacactag gccgcggctg ggggaagcgg gagggagaat gttatccccc 
180 

tggcatgtgt ctagtcagcg gaggagacag atgctgctaa acaccttgca acccacggtg 
240 

ggagggcccc tcccccaccc cgaagtagcc attcggcaga ggtggagaaa ctcgcgtgta 
300 

gatcaatgcc cacgcacttg gccgacggaa atcacgaatt ggtgaccaat tggatcttgg 
360 

atctgaggaa aaagctccag cttcagaggg aactctcgaa gttttgccca gagcaaacgg 
420 

aggggttgcg ttgccatcgc ctaaaatggg aaaatggcag gcgtcacagg ttgcagggga 
480 

aggttggaga ccagttgagt gccccggagc cttcctggaa agagtttcct atccagcccg 
540 

cctcggtttc cgcatccgtc tgattcctta tgatgttgag ggtgccgggg tctgggtcct 
600 

ttatgatgca gagggtgccc ccgtctcacc tcgggcgcct ccccgctccc gcctcctcct 
660 

ggcaacctgg tgggcggctc cggacccggc gacccgcgac catcttgtca gttgctgccg 
720 

cctggcaaag ggcatctcta ggccagtggt gnagacggcc ggtggccgca ctcgctccat 
780 

actcggactc cctcgtggag cccttggtgt gtcgcctgca ggttcttttt ttgaagaaag 
840 

cagggagtga acggccttgt gagacgactc caggagcaaa gggagactct cacaagaccc 
900 

aagtcctcct agagcacagg aaagtgtcgc ttcaggtcga agaagggaga gaaagcagct 
960 

ttccgcatct gcatggttgt ctagtggcta ggattcggtg ctgaaagcgc cacggcccgg 
1020 

gttcgattcc cggtcaggga attgttttgc actggccgcc ctcccgcagg aatcttcctt 
1080 

taccacgctg tcagccggcc tgctccaagg gccagatgta gaacagcctc cgcagcgagg 
1140 

ggcaaacccg ggcaaaggag ggcaagtcgt ggtgggccac ctctcacgac acaccgttcc 
1200 

tgtttatctc cgtgtccgtc atccgcgg 
1228 



380 

Arg Val Pro Thr Glu 
4 00 
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<210> 3104 

<211> 144 

<212> PRT 

<213> Homo sapiens 



<400> 3104 



Met 


Met 


Leu 


Arg 


Val 


Pro Gly Ser Gly Ser 


Phe 


Met Met Gin Arg Val 


1 








5 






10 




15 




Pro 


Pro 


Ser 


His 


Leu 


Gly Arg 


Leu 


Pro Ala 


Pro 


Ala Ser Ser Trp 


Gin 








20 








25 




30 




Pro Gly 


Gly 


Arg 


Leu 


Arg Thr 


Arg 


Arg Pro 


Ala 


Thr lie Leu Ser 


Val 






35 








40 






45 




Ala 


Ala 


Ala 


Trp 


Gin 


Arg Ala 


Ser 


Leu Gly Gin 


Trp Xaa Arg Arg 


Pro 




50 








55 








60 




Val 


Ala 


Ala 


Leu 


Ala 


Pro Tyr 


Ser 


Asp Ser 


Leu 


Val Glu Pro Leu 


Val 


65 










70 






75 




80 


Cys 


Arg 


Leu 


Gin 


Val 


Leu Phe 


Leu 


Lys Lys 


Ala 


Gly Ser Glu Arg 


Pro 










85 






90 




35 




Cys 


Glu 


Thr 


Thr 


Pro 


Gly Ala 


Lys 


Gly Asp 


Ser 


His Lys Thr Gin 


Val 








100 








105 




110 




Leu 


Leu 


Glu 


His 


Arg 


Lys Val 


Ser 


Leu Gin 


Val 


Glu Glu Gly Arg 


Glu 






115 








120 






125 




Ser 


Ser 


Phe 


Pro 


His 


Leu His 


Gly Cys Leu 


Val 


Ala Arg lie Arg 


Cys 




130 








135 








140 





<210> 3105 

<211> 4924 

<212> DNA 

<213> Homo sapiens 



<400> 3105 

ngcccgaaac ccggaagtga gcggcggcag 
60 

gctccgcgcc cggccggacc cgggcccgag 
120 

cggagcgaga agcccagata gacgccccgg 
180 

ctgcccggcc gaggacccca ccccgcctgc 
240 

gacagggatt acccgcagca tgaacccccg 
300 

cccctgcaga gcgccatgct gcactgcccc 
360 

cctgccttct ccagcgacag ccgcccgttc 
420 

ccctgcccag acaccagcta tgcccccgtg 
480 

tgcgactttg ctcaggactc ctcctatttt 
540 

tcgtccgtgg actccctgtc ggacatcgtg 
600 

ctcaaccagg tgtccaccat ctgggacgat 
660 



ctgcgaggct cggagaaaca ggcgccgcgg 
atcatgatgc tgccgccacc gccgccacca 
cggccccggg tcctggagtc ccgccgcctg 
cgcccgatgc ttgcagtggg gcccgccatg 
ccggcgggca gcctcctgta cagcccgccg 
tactggaaca ccttctcgct gccgccatac 
atgagctccg cctccttcct cggcagccag 
gccaccgcct ccagcttgcc accaaagacc 
gaggacttct ccaacatctc catcntctcc 
gacacgcccg acttcctgcc ggctgacagc 
aaccctgccc cctccaccca cgataagctg 
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ttccagctca gcaggccgtt 
720 

cttctcgtca gctaccagga 
780 

gaggaggagg aggcggagga 
840 

aagtccaaga tcgggaagca 
900 

gtcccacccc cagacatcac 
960 

gccctgcagc tagaggccat 
1020 

gggcagcgcg cgggctttct 
1080 

gccggagtca tcctggagaa 
1140 

tccaacgacc ttaagtacga 
1200 

gcggtgcacg cgctcagcaa 
1260 

ttcgccacct actccgccct 
1320 

ctccggcaga tcctggactg 
1380 

tgtcacaaag ccaagaatgc 
1440 

aacaagctgc ccctggcccg 
1500 

aacatgatct acatgagccg 
1560 

gaggagttcc tgcacgccat 
1620 

gacatgaagg tcagcggcat 
1680 

cgcatcgagg agatcccgct 
1740 

ctgtgggccg aggccctgaa 
1800 

cgcaagtccc tgtggggcca 
1860 

atcgcagcca aggtgcgccg 
1920 

tgcgtggtca tcgggctgca 
1980 

aacgatgggc acctcaactg 
2040 

cagaagcact ttccgtccac 
2100 

cggcgacctc ggggacgcgg 
2160 

atccgcatca gtgacgacag 
2220 

tcctcccccg agtccctggt 
2280 



tgcaggcttc gaggactttc 
gcagagtgtg cagagccagc 
gctggggcac acagagacct 
gcacccagac cgcgtggtgg 
ctacaccctg gccctgccct 
cacctacgcc tgccagcaac 
catcggcgat ggggccggcg 
ccacctgcgc ggccggaaga 
tgcggagcgc gacctgcggg 
gatcaagtac ggtgacacca 
gattggggag agccaggccg 
gtgtggggag gcctttgagg 
cggctccacc aagatgggca 
cgtggtctac gccagcgcca 
cttgggtatc tggggcgagg 
cgagaagagg ggcgttggcg 
gtacatcgca cgccagctca 
ggccccagcc ttcgagtgcg 
cgtgttccag caggcggccg 
gttctggtcg gcacaccagc 
gctggtggag ctggcccgag 
gtccacgggc gaggcgcgca 
cttcgtctcg gccgctgaag 
caagagaaag cgggacagag 
ggccaaagcc ccccggctgg 
cagcacggag tcggaccctg 
ggatgacgac gttgtcatcg 



tgccctccca cagcaccccg 
cagaggagga ggacgaggct 
acgccgacta cgtgccgtcc 
agaccagcac actgtccagc 
cggacagcgg ggccctgtct 
acgaggtcct gctccccagc 
tgggcaaagg ccggacggtg 
aagcattgtg gttcagcgtc 
acatcgaagc cacgggcatc 
ctacctcaga gggcgtcctc 
gcggccagca ccgcactcgc 
gcgtcatcgt gttcgacgag 
aggccgtgct agacctgcag 
caggtacctc tgagcctcgg 
gcacaccctt ccggaacttt 
ccatggagat cgtggccatg 
gcttctccgg cgtcaccttc 
tctacaaccg cgcagccctg 
actggatcgg cctggagtcg 
gcttcttcaa gtatctgtgc 
aggagctggc gcgagacaag 
cgcgggaggt gctgggggag 
gcgtgttcct gtcgctaatt 
gagcgggcag caagcggaaa 
cgtgcgagac agcgggcgtc 
gcctggacag cgacttcaac 
ttgatgcagt cgggctcccc 
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agtgacgacc ggggatccct 
2340 

gagcgggtgg agcggctgaa 
2400 

ctgccagtca acaccctgga 
2460 

gagatgaccg gcaggaaagg 
2520 

tcgcgggcag agcagggtct 
2580 

atgagcggcg agaagctcgt 
2640 

caagccgacc gccgtgtcca 
2700 

tggagcgccg accgcgccat 
276 0 

gcgccagagt atgtcttcct 
2820 

gtggccaagc gcctggagag 
2880 

tcccgtgacc tcagcaagta 
2940 

gtcctcacca ccatcctgag 
3000 

ggaggggtcc ccaccttctt 

3060 

ggccgggagt cccggaatgg 
3120 

ctgaaccgca tcctggggct 
3180 

gacaccttcg accacctcat 
3240 

ctggaccttg ctcccggtat 
3300 

cccgggcacc cgcaggacgg 
3360 

aagtgggagg acgcctttgc 
3420 

ctctcctaca aggtccgcgg 
3480 

cagttcttca cggtgtacaa 
3540 

agcctccgcc gcaagttcca 
3600 

ggctacgctt tgtcgctgac 
3660 

gcgcaggagg gtaaggactg 
3720 

ggcgcgctgc tgcgcgtgtg 
3780 

agctacctgc agatcgtgcg 
3840 

atccccgagg gctgcgtgcg 
3900 



gtgcctcctg cagagagacc 
gcaggatctg ctggacaaag 
cgagctcatc gaccagctgg 
ccgcgtggtg tccaggcccg 
gtccatcgac cacgtgaacc 
ggccatcatc tcggaggcct 
gaaccagcgg cgccgcgtgc 
ccagcagttc ggccgcaccc 
catctcggag ctggccgggg 
tctgggggcc ctgacccacg 
caactttgag aacaagtatg 
ccagactgag aacaaagtgc 
ccgggacatg aagcagggcc 
ctgcctggac gtggagaagg 
ggaggtgcac aagcagaacg 
cgagatggac aagcgggagg 
cgaggagatc tacgaggaga 
gcaggtggtc ttctacaaga 
caagtcgctg gcgctgacgg 
taacaagccc agctgcctgc 
gcccaacatc ggccggcaga 
ccgggtcacc gcggaggagg 
gcactgcagc cacagcgcct 
cctgcagggg ctgcggctgc 
gggccgcatc gccgccgtca 
gctgaagacc aaggacagga 
ccgggtgctg caggagctgc 



cgcatggccc cggggtcctg 
tgcgccggct gggccgggaa 
gcggccccca gcgggtggcg 
acgggacggt ggccttcgag 
tcagggagaa gcagcgcttc 
ccagctcggg tgtctccctc 
acatgacctt ggagctgccg 
accggtccaa ccaggtctcc 
agcgccggtt cgcctccatc 
gagaccgccg cgccacggag 
gcacccgggc cctgcactgt 
ctgtgcccca gggataccct 
tgctgtctgt gggcattggt 
actgttccat caccaagttc 
ccctgttcca gtacttctca 
gcaaatacga catgggcatc 
gccagcaggt gttcctggct 
tcagcgtgga ccgcggcctg 
gcccctatga cggcttctac 
tggcggagca gaaccgcggc 
gccagctgga ggccctggac 
ccaaggagcc ctgggagagt 
ggaaccggca ctgccggctg 
ggcaccacta catgctgtgc 
tggccgacgt cagcagcagc 
agaagcaagt gggcatcaag 
ggctgatgga tgcggacgtg 
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aagcgcaggc aggcgcccgc cctgggctgc cccgccccgc ccgccccgcg cccgctggcg 
3960 

ctgccttgcg gccccggaga ggtgctggac ctcacctaca gccccccggc cgaggccttc 
4020 

ccgccgcccc cgcacttctc tttcccggcg ccgctgtccc tggacgccgg ccccggcgtc 
4080 

gtgccgctgg gcacccccga cgcccaggcc gaccctgcgg ccctcgcgca ccagggctgc 
4140 

gacatcaact tcaaggaggt gctggaggac atgctgcgct cgctgcacgc ggggccgccc 
4200 

tccgagggcg cgctggggga gggcgcgggg gcggggggcg cggcgggcgg tggtcccgag 
4260 

cggcagagcg tgatccagtt cagcccaccc ttccccggcg cccaggctcc tctctgacac 
4320 

gcctttaggc gaaacatgcc ccaagacaca gggaccgttt ctcccctagg agcagcggtg 
4380 

gggagcaggg ccaaggtccc ctgaccactg ctcagaggag ccctaggccc tggccgcagc 
4440 

gccttcagcg cccgacccgg gcccccacct ggtcagccct ggcggggccc actcaggaca 
4500 

gctgggggcc ggggcgtggc agggccctct ctgtgcctct cctcccaagt aggaaggggc 
4560 

tccgggtggc tgctctggga ctgggcaccc acaagggctc agtgggccca aacccttgaa 
4620 

atccgtgaaa ccgggtggtc ccaagagcta gaaactcagg aaaccccagg tgctcagggc 
4680 

cccgcgtctc gggggctccg tggggcagac ccctgctaat atatgcaatt ctccctcccc 
4740 

cagcccttcc ctgaccccta agttattgcc cgctcacctc tcccaggccc caggccgcgg 
4800 

agctggcagg gtggcgcctg cggtttctat gtatttatag caagttctga tgtacatatg 
4860 

taaaggactt ttttaaatat atgtgccttt tgcctacttc caaaaaaaaa aaaaaaaaaa 

4920 

aacc 

4924 

<210> 3106 
<211> 1366 
<212> PRT 

<213> Homo sapiens 
<400> 3106 

Met Leu Ala Val Gly Pro Ala Met Asp Arg Asp Tyr Pro Gin His Glu 

15 10 15 

Pro Pro Pro Ala Gly Ser Leu Leu Tyr Ser Pro Pro Pro Leu Gin Ser 

20 25 30 

Ala Met Leu His Cys Pro Tyr Trp Asn Thr Phe Ser Leu Pro Pro Tyr 

35 40 45 

Pro Ala Phe Ser Ser Asp Ser Arg Pro Phe Met Ser Ser Ala Ser Phe 

50 55 60 

Leu Gly Ser Gin Pro Cys Pro Asp Thr Ser Tyr Ala Pro Val Ala Thr 
65 70 75 80 

Ala Ser Ser Leu Pro Pro Lys Thr Cys Asp Phe Ala Gin Asp Ser Ser 
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Tyr Phe Glu Asp 
100 

Ser Leu Ser Asp 
115 

Leu Asn Gin Val 
130 

His Asp Lys Leu 
145 

Phe Leu Pro Ser 

Ser Val Gin Ser 
180 

Ala Glu Glu Leu 
195 

Lys Ser Lys He 
210 

Thr Leu Ser Ser 
225 

Pro Ser Asp Ser 

Tyr Ala Cys Gin 
260 

Gly Phe Leu He 
275 

Ala Gly Val He 
290 

Trp Phe Ser Val 
305 

Arg Asp He Glu 

Lys Tyr Gly Asp 
340 

Ser Ala Leu He 
355 

Leu Arg Gin He 
370 

Val Phe Asp Glu 
385 

Gly Lys Ala Val 

Val Tyr Ala Ser 
420 

Met Ser Arg Leu 
435 

Glu Glu Phe Leu 
450 

lie Val Ala Met 
465 

Leu Ser Phe Ser 

Pro Ala Phe Glu 
500 

Ala Leu Asn Val 



85 

Phe Ser Asn He 

He Val Asp Thr 
120 

Ser Thr He Trp 
135 

Phe Gin Leu Ser 
150 

His Ser Thr Pro 
165 

Gin Pro Glu Glu 

Gly His Thr Glu 
200 

Gly Lys Gin His 
215 

Val Pro Pro Pro 
230 

Gly Ala Leu Ser 
245 

Gin His Glu Val 

Gly Asp Gly Ala 
280 

Leu Glu Asn His 
295 

Ser Asn Asp Leu 
310 

Ala Thr Gly He 
325 

Thr Thr Thr Ser 

Gly Glu Ser Gin 
360 

Leu Asp Trp Cys 
375 

Cys His Lys Ala 
390 

Leu Asp Leu Gin 
405 

Ala Thr Gly Thr 

Gly He Trp Gly 
440 

His Ala He Glu 
455 

Asp Met Lys Val 
470 

Gly Val Thr Phe 
485 

Cys Val Tyr Asn 
Phe Gin Gin Ala 



90 




Ser He Phe 


Ser 


105 




Pro Asp Phe 


Leu 


Asp Asp Asn 


Pro 




140 


Arg Pro Phe 


Ala 


155 




Leu Leu Val 


Ser 


170 




Glu Asp Glu 


Ala 


185 




Thr Tyr Ala 


Asp 


Pro Asp Arg 


Val 




220 


Asp He Thr 


Tyr 


235 




Ala Leu Gin 


Leu 


250 




Leu Leu Pro 


Ser 


265 




Gly Val Gly 


Lys 


Leu Arg Gly 


Arg 




300 


Lys Tyr Asp 


Ala 


315 




Ala Val His 


Ala 


330 




Glu Gly Val 


Leu 


345 




Ala Gly Gly 


Gin 


Gly Glu Ala 


Phe 




380 


Lys Asn Ala 


Gly 


395 




Asn Lys Leu 


Pro 


410 




Ser Glu Pro 


Arg 


425 




Glu Gly Thr 


Pro 


Lys Arg Gly 


Val 




460 


Ser Gly Met 


Tyr 


475 




Arg He Glu 


Glu 


490 




Arg Ala Ala 


Leu 


505 




Ala Asp Trp 


He 



95 

Ser Ser Val Asp 
110 

Pro Ala Asp Ser 
125 

Ala Pro Ser Thr 

Gly Phe Glu Asp 
160 

Tyr Gin Glu Gin 
175 

Glu Glu Glu Glu 
190 

Tyr Val Pro Ser 
205 

Val Glu Thr Ser 

Thr Leu Ala Leu 

240 

Glu Ala He Thr 
255 

Gly Gin Arg Ala 
270 

Gly Arg Thr Val 
285 

Lys Lys Ala Leu 

Glu Arg Asp Leu 
320 

Leu Ser Lys He 
335 

Phe Ala Thr Tyr 
350 

His Arg Thr Arg 
365 

Glu Gly Val He 

Ser Thr Lys Met 
400 

Leu Ala Arg Val 
415 

Asn Met He Tyr 
430 

Phe Arg Asn Phe 
445 

Gly Ala Met Glu 

He Ala Arg Gin 
480 

He Pro Leu Ala 
495 

Leu Trp Ala Glu 
510 

Gly Leu Glu Ser 
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515 

Arg Lys Ser Leu 
530 

Lys Tyr Leu Cys 
545 

Arg Glu Glu Leu 

Thr Gly Glu Ala 
580 

Leu Asn Cys Phe 
595 

Gin Lys His Phe 
610 

Ser Lys Arg Lys 
625 

Leu Ala Cys Glu 

Thr Glu Ser Asp 
660 

Ser Leu Val Asp 
675 

Ser Asp Asp Arg 
690 

Pro Gly Val Leu 
705 

Lys Val Arg Arg 

Leu lie Asp Gin 
740 

Arg Lys Gly Arg 
755 

Ser Arg Ala Glu 
770 

Lys Gin Arg Phe 
785 

Ala Ser Ser Ser 

Gin Arg Arg Arg 
820 

Arg Ala He Gin 
835 

Ala Pro Glu Tyr 
850 

Phe Ala Ser He 
865 

His Gly Asp Arg 

Phe Glu Asn Lys 
900 

He Leu Ser Gin 
915 

Gly Gly Val Pro 
930 

Val Gly lie Gly 



520 

Trp Gly Gin Phe 
535 

He Ala Ala Lys 
550 

Ala Arg Asp Lys 
565 

Arg Thr Arg Glu 

Val Ser Ala Ala 
600 

Pro Ser Thr Lys 
615 

Arg Arg Pro Arg 
630 

Thr Ala Gly Val 
645 

Pro Gly Leu Asp 

Asp Asp Val Val 
680 

Gly Ser Leu Cys 
695 

Glu Arg Val Glu 
710 

Leu Gly Arg Glu 
725 

Leu Gly Gly Pro 

Val Val Ser Arg 
760 

Gin Gly Leu Ser 
775 

Met Ser Gly Glu 
790 

Gly Val Ser Leu 
805 

Val His Met Thr 

Gin Phe Gly Arg 
840 

Val Phe Leu He 
855 

Val Ala Lys Arg 
870 

Arg Ala Thr Glu 
885 

Tyr Gly Thr Arg 

Thr Glu Asn Lys 
920 

Thr Phe Phe Arg 
935 

Gly Arg Glu Ser 



Trp Ser Ala His 
540 

Val Arg Arg Leu 
555 

Cys Val Val He 
570 

Val Leu Gly Glu 
585 

Glu Gly Val Phe 

Arg Lys Arg Asp 
620 

Gly Arg Gly Ala 
635 

He Arg He Ser 
650 

Ser Asp Phe Asn 
665 

lie Val Asp Ala 

Leu Leu Gin Arg 
700 

Arg Leu Lys Gin 
715 

Leu Pro Val Asn 
730 

Gin Arg Val Ala 
745 

Pro Asp Gly Thr 

lie Asp His Val 
780 

Lys Leu Val Ala 
795 

Gin Ala Asp Arg 
810 

Leu Glu Leu Pro 
825 

Thr His Arg Ser 

Ser Glu Leu Ala 
860 

Leu Glu Ser Leu 
875 

Ser Arg Asp Leu 
890 

Ala Leu His Cys 
905 

Val Pro Val Pro 

Asp Met Lys Gin 
940 

Arg Asn Gly Cys 



525 

Gin Arg Phe Phe 

Val Glu Leu Ala 
560 

Gly Leu Gin Ser 
575 

Asn Asp Gly His 
590 

Leu Ser Leu He 
605 

Arg Gly Ala Gly 

Lys Ala Pro Arg 
640 

Asp Asp Ser Ser 
655 

Ser Ser Pro Glu 
670 

Val Gly Leu Pro 
685 

Asp Pro His Gly 

Asp Leu Leu Asp 
720 

Thr Leu Asp Glu 
735 

Glu Met Thr Gly 
750 

Val Ala Phe Glu 
765 

Asn Leu Arg Glu 

lie lie Ser Glu 
800 

Arg Val Gin Asn 
815 

Trp Ser Ala Asp 
830 

Asn Gin Val Ser 
845 

Gly Glu Arg Arg 

Gly Ala Leu Thr 
880 

Ser Lys Tyr Asn 
895 

Val Leu Thr Thr 
910 

Gin Gly Tyr Pro 
925 

Gly Leu Leu Ser 
Leu Asp Val Glu 
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945 


950 


955 






960 


Lys Asp Cys 


Ser He Thr Lys Phe Leu 


Asn Arg He Leu 


Gly 


Leu 


Glu 




965 


970 




975 




Val His Lys 


Gin Asn Ala Leu Phe Gin 


Tyr Phe Ser Asp 


Thr 


Phe 


Asp 




980 985 




990 






His Leu lie 


Glu Met Asp Lys Arg Glu 


Gly Lys Tyr Asp 


Met 


Gly 


He 


995 


1000 


1005 






Leu Asp Leu 


Ala Pro Gly He Glu Glu 


He Tyr Glu Glu 


Ser 


Gin 


Gin 


1010 


1015 


1020 








Val Phe Leu 


Ala Pro Gly His Pro Gin 


Asp Gly Gin Val 


Val 


Phe 


Tyr 


1025 


1030 


1035 






1040 


Lys He Ser 


Val Asp Arg Gly Leu Lys 


Trp Glu Asp Ala 


Phe 


Ala 


Lys 




1045 


1050 




1055 


Ser Leu Ala 


Leu Thr Gly Pro Tyr Asp 


Gly Phe Tyr Leu 


Ser 


Tyr 


Lys 




1060 1065 


1070 




Val Arg Gly 


Asn Lys Pro Ser Cys Leu Leu Ala Glu Gin Asn Arg Gly 


1075 1080 


1085 






Gin Phe Phe 


Thr Val Tyr Lys Pro Asn 


He Gly Arg Gin 


Ser 


Gin 


Leu 


1090 


1095 


1100 








Glu Ala Leu Asp Ser Leu Arg Arg Lys 


Phe His Arg Val 


Thr 


Ala 


Glu 


1105 


1110 


1115 






1120 


Glu Ala Lys Glu Pro Trp Glu Ser Gly Tyr Ala Leu Ser 


Leu 


Thr 


His 




1125 


1130 




1135 


Cys Ser His 


Ser Ala Trp Asn Arg His 


Cys Arg Leu Ala 


Gin Glu Gly 




1140 1145 


1150 




Lys Asp Cys 


Leu Gin Gly Leu Arg Leu Arg His His Tyr 


Met 


Leu 


Cys 


1155 1160 


1165 






Gly Ala Leu Leu Arg Val Trp Gly Arg 


He Ala Ala Val 


Met 


Ala 


Asp 


1170 


1175 


1180 








Val Ser Ser 


Ser Ser Tyr Leu Gin He 


Val Arg Leu Lys 


Thr 


Lys 


Asp 


1185 


1190 


1195 






1200 


Arg Lys Lys Gin Val Gly He Lys He 


Pro Glu Gly Cys 


Val 


Arg 


Arg 




1205 


1210 




1215 


Val Leu Gin 


Glu Leu Arg Leu Met Asp Ala Asp Val Lys 


Arg 


Arg 


Gin 




1220 1225 


1230 




Ala Pro Ala 


Leu Gly Cys Pro Ala Pro 


Pro Ala Pro Arg 


Pro 


Leu 


Ala 


1235 1240 


1245 






Leu Pro Cys Gly Pro Gly Glu val Leu 


Asp Leu Thr Tyr 


Ser 


Pro 


Pro 


1250 


1255 


1260 








Ala Glu Ala 


Phe Pro Pro Pro Pro His 


Phe Ser Phe Pro 


Ala 


Pro 


Leu 


1265 


1270 


1275 






1280 


Ser Leu Asp. Ala Gly Pro Gly Val Val 


Pro Leu Gly Thr 


Pro 


Asp 


Ala 




1285 


1290 




1295 


Gin Ala Asp 


Pro Ala Ala Leu Ala His 


Gin Gly Cys Asp 


He 


Asn 


Phe 




1300 1305 


1310 




Lys Glu Val 


Leu Glu Asp Met Leu Arg 


Ser Leu His Ala 


Gly Pro 


Pro 



1315 1320 1325 



Ser Glu Gly Ala Leu Gly Glu Gly Ala Gly Ala Gly Gly Ala Ala Gly 

1330 1335 1340 

Gly Gly Pro Glu Arg Gin Ser Val He Gin Phe Ser Pro Pro Phe Pro 
1345 1350 1355 1360 

Gly Ala Gin Ala Pro Leu 
1365 
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<210> 3107 
<211> 2102 
<212> DNA 

<213> Homo sapiens 
<400> 3107 

atgctgcagg agtggctggc ggctgtgggc gatgactatg ctgctgtggt ctggaggcct 
60 

gagggcgagc ccaggttcta cccagatgaa gagggtccca agcactggac caaagaaagg 
120 

caccagtttc tgatggagct gaagcaggaa gccctcacct ttgccaggaa ctggggggcc 
180 

gactatatcc tgtttgcaga cacagacaac attctgacca acaatcagac tctgcggctt 
240 

ctcatggggc aggggcttcc agtggtggcc ccaatgctgg actcccagac ctactactcc 
300 

aacttctggt gtgggatcac cccccagggc tactaccgcc gcacagccga gtacttcccc 
360 

accaagaacc gccagcgccg gggctgcttc cgtgtcccca tggtccactc caccttcctt 
420 

gcatccctgc gggctgaagg ggcagaccag cttgctttct acccgccaca tcccaactac 
480 

acttggcctt tcgacgacat catcgtcttc gcctatgcct gccaggctgc tggggtctcc 
540 

gtccacgtgt gcaatgagca ccgttatggg tacatgaatg tgccggtgaa atcccaccag 
600 

gggctggaag acgagagggt caacttcatc cacctgatct tagaagcact agtggacggc 
660 

ccccgcatgc aggcctcagc tcatgtgact cggccctcta agaggcccag caagataggg 
720 

tttgacgagg tctttgtcat cagcctggct cgcaggcctg accgtcggga acgcatgctc 
780 

gcctcgctct gggagatgga gatctctggg agggtggtgg acgctgtgga tggctggatg 
840 

ctcaacagca gtgccatcag gaacctcggc gtagacctgc tcccgggcta ccaggaccct 
900 

tactcgggcc gcactctgac caagggcgag gtgggctgct tcctcagcca ttactccatc 
960 

tgggaagagg tggttgccag gggcctggcc cgggtcctgg tgtttgagga tgacgtgcgc 
1020 

tttgagagca acttcagggg gcggctggag cggctgatgg aggatgtgga ggcagagaaa 
1080 

ctgtcttggg acctgatcta cctcggacgg aagcaggtga accctgagaa ggagacggcc 
1140 

gtggaggggc tgccgggcct ggtggtggct gggtactcct actggacgct ggcctatgcc 
1200 

ctgcgtctgg cgggtgcccg caagctgctg gcctcacagc ctctgcgccg catgctgccc 
1260 

gtggacgagt tcctgcccat catgttcgac cagcacccca acgagcagta caaggcacac 
1320 

ttctggccac gggacctggt ggccttctcc gcccagcccc tgctcgctgc ccctacccac 
1380 

tatgccgggg acgccgagtg gctcagtgac acggagacat cctctccatg ggatgatgac 
1440 
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agcggccgcc tcatcagctg gagcggctcc caaaagaccc tgcgcagccc ccgcctggac 
1500 

ctgactggca gcagcgggca cagcctccaa ccccagcccc gagatgagct ctaggtccag 
1560 

gtgatgactg caaagcagtg tccaggagca ggccactact gcccagagag cagaggagga 
1620 

ggttgttggc agggactgca gatcctgtca gacctggcca ccaccttggg catggccact 
1680 

ctgccctctg gacctgtctt tcatcgggag aaaccactca gagatggatc ccattcccta 
1740 

aaggtctcac agcaaaggag caggactccc aggcccctgt accctgcctg gcctgattca 
1800 

gggccttgtg gcccccagct tctgtttcaa gctgggcaga ccccaggatc ccttccctcc 
1860 

ctaaggactc agctgagggg cccctctgcc cccttctacc tccacctcag caccctcccc 
1920 

cagcttgatg tttgggfl^c cccagcaccc tcctccctgg ccggtgcaaa gtacagggag 
1980 

gtaaagcagg acccttgcag acatgttgcc cagcacacag taggccctca ataaaagcca 
2040 

tttgcacttt aaatatatat atgtatgtat atatatgtat atatatatat atatatatat 
2100 

gt 

2102 

*210> 3108 
<211> 517 
<212> PRT 

<213> Homo sapiens 
<400> 3108 

Met Leu Gin Glu Trp Leu Ala Ala Val Gly Asp Asp Tyr Ala Ala Val 

15 10 15 

Val Trp Arg Pro Glu Gly Glu Pro Arg Phe Tyr Pro Asp Glu Glu Gly 

20 25 30 

Pro Lys His Trp Thr Lys Glu Arg His Gin Phe Leu Met Glu Leu Lys 

35 40 45 

Gin Glu Ala Leu Thr Phe Ala Arg Asn Trp Gly Ala Asp Tyr He Leu 

50 55 60 

Phe Ala Asp Thr Asp Asn He Leu Thr Asn Asn Gin Thr Leu Arg Leu 
65 70 75 80 

Leu Met Gly Gin Gly Leu Pro Val Val Ala Pro Met Leu Asp Ser Gin 

85 90 95 

Thr Tyr Tyr Ser Asn Phe Trp Cys Gly He Thr Pro Gin Gly Tyr Tyr 

100 105 HO 

Arg Arg Thr Ala Glu Tyr Phe Pro Thr Lys Asn Arg Gin Arg Arg Gly 

115 120 125 

Cys Phe Arg Val Pro Met Val His Ser Thr Phe Leu Ala Ser Leu Arg 

130 135 140 

Ala Glu Gly Ala Asp Gin Leu Ala Phe Tyr Pro Pro His Pro Asn Tyr 
145 150 155 160 

Thr Trp Pro Phe Asp Asp He lie Val Phe Ala Tyr Ala Cys Gin Ala 

165 170 175 

Ala Gly Val Ser Val His Val Cys Asn Glu His Arg Tyr Gly Tyr Met 
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180 

Asn Val Pro Val 
195 

Phe lie His Leu 
210 

Ala Ser Ala His 
225 

Phe Asp Glu Val 

Glu Arg Met Leu 
260 

Val Asp Ala Val 
275 

Leu Gly Val Asp 
290 

Thr Leu Thr Lys 
305 

Trp Glu Glu Val 

Asp Asp Val Arg 
340 

Met Glu Asp Val 
355 

Gly Arg Lys Gin 
370 

Pro Gly Leu Val 
385 

Leu Arg Leu Ala 

Arg Met Leu Pro 
420 

Pro Asn Glu Gin 
435 

Phe Ser Ala Gin 
450 

Ala Glu Trp Leu 
465 

Ser Gly Arg Leu 

Pro Arg Leu Asp 
500 

Pro Arg Asp Glu 
515 



Lys Ser His Gin 
200 

lie Leu Glu Ala 
215 

Val Thr Arg Pro 
230 

Phe Val He Ser 
245 

Ala Ser Leu Trp 

Asp Gly Trp Met 
280 

Leu Leu Pro Gly 
295 

Gly Glu Val Gly 
310 

Val Ala Arg Gly 
325 

Phe Glu Ser Asn 

Glu Ala Glu Lys 
360 

Val Asn Pro Glu 
375 

Val Ala Gly Tyr 
390 

Gly Ala Arg Lys 
405 

Val Asp Glu Phe 

Tyr Lys Ala His 
440 

Pro Leu Leu Ala 
455 

Ser Asp Thr Glu 
470 

He Ser Trp Ser 
485 

Leu Thr Gly Ser 
Leu 



185 

Gly Leu Glu Asp 

Leu Val Asp Gly 
220 

Ser Lys Arg Pro 
235 

Leu Ala Arg Arg 
250 

Glu Met Glu He 
265 

Leu Asn Ser Ser 

Tyr Gin Asp Pro 
300 

Cys Phe Leu Ser 
315 

Leu Ala Arg Val 

330 

Phe Arg Gly Arg 
345 

Leu Ser Trp Asp 

Lys Glu Thr Ala 
380 

Ser Tyr Trp Thr 
395 

Leu Leu Ala Ser 
410 

Leu Pro He Met 
425 

Phe Trp Pro Arg 

Ala Pro Thr His 
460 

Thr Ser Ser Pro 
475 

Gly Ser Gin Lys 
490 

Ser Gly His Ser 
505 



190 

Glu Arg Val Asn 
205 

Pro Arg Met Gin 

Ser Lys He Gly 
240 

Pro Asp Arg Arg 
255 

Ser Gly Arg Val 
270 

Ala He Arg Asn 
285 

Tyr Ser Gly Arg 

His Tyr Ser He 
320 

Leu Val Phe Glu 
335 

Leu Glu Arg Leu 
350 

Leu He Tyr Leu 
365 

Val Glu Gly Leu 

Leu Ala Tyr Ala 
400 

Gin Pro Leu Arg 
415 

Phe Asp Gin His 
430 

Asp Leu Val Ala 
445 

Tyr Ala Gly Asp . 

Trp Asp Asp Asp 
480 

Thr Leu Arg Ser 
495 

Leu Gin Pro Gin 
510 



<210> 3109 

<211> 959 

<212> DNA 

<213> Homo sapiens 



<400> 3109 

nnacgcgtcc ttttcaccaa gtctcctgaa cacacaaccg ggtgccactg gaagtgattc 
60 

gcagcgcacc tgccctttgt taatacaaca tcaccttgct ccatatccta ccaaagatcc 
120 
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cctggaatct ggaaggatct 
180 

tccagtctgg gggacgcctt 
240 

cgtaatcttt gcagtcgcgc 
300 

tgattccctg cagactcgct 
360 

gtctggtctt tagagcagcc 
420 

gtggcctcgt gctggagccc 
480 

cggataaccg tctggtcctt 
540 

tgtctgcagg gaatcacctt 
600 

gactgcaaag attacgtgag 
660 

gatacggaca cccaggatct 
720 

gtgtgggaca cctgcttgga 
780 

tccacgtaca gcgctntacg 
840 

agcagtcagt tcctggcagt 
900 

acttggaaaa tgatcacgga 
959 



acttcactcg atccctccac 
acccgcagga gctgccaatc 
cgttctgcca gcgccatgta 
cttcatcctg tgcgccatgt 
cgaatggcac tgcaaaatag 
ggacgggcgc cacattctca 
gtgcacaaaa tccgtgtctt 
caccagggac ggccgctaca 
catcttcgtc tgcagtgatt 
cacagggatt gagtgggccc 
gtacaagatt ctgctgtact 
agtggtcnnc ctgggcatca 
tgggagctat gatggaaagg 
gtttgggcat ccctgcagcc 



agtcagcagg acaactttat 
actgcagacg aagatgctca 
gcggccgtcc ctggtgaagg 
acaagcgagg gctggtgcag 
acgagggctc agccgggctg 
acaccacgga attccatctg 
acatcaaata cccgaaagct 
tggcgctggc agaacggcgc 
ggcagctcct gcggcatttt 
caaacggccg cgtgctggca 
cattggatgg ccggttgttg 
agtctgtggc ctggagcccc 
tgcgcatcct taatcacgtg 
ccataaatga ttcccaaaa 



<210> 3110 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 3110 

Met Tyr Lys Arg Gly Leu Val Gin Val Trp Ser Leu Glu Gin Pro Glu 

15 10 15 

Trp His Cys Lys lie Asp Glu Gly Ser Ala Gly Leu Val Ala Ser Cys 

20 25 30 

Trp Ser Pro Asp Gly Arg His He Leu Asn Thr Thr Glu Phe His Leu 

35 40 45 

Arg He Thr Val Trp Ser Leu Cys Thr Lys Ser Val Ser Tyr He Lys 

50 55 60 

Tyr Pro Lys Ala Cys Leu Gin Gly He Thr Phe Thr Arg Asp Gly Arg 
65 70 75 80 

Tyr Met Ala Leu Ala Glu Arg Arg Asp Cys Lys Asp Tyr Val Ser He 

85 90 95 

Phe Val Cys Ser Asp Trp Gin Leu Leu Arg His Phe Asp Thr Asp Thr 

100 105 HO 

Gin Asp Leu Thr Gly He Glu Trp Ala Pro Asn Gly Cys Val Leu Ala 

115 120 125 

Val Trp Asp Thr Cys Leu Glu Tyr Lys He Leu Leu Tyr Ser Leu Asp 

130 135 140 

Gly Arg Leu Leu Ser Thr Tyr Ser Ala Xaa Arg Val Val Xaa Leu Gly 
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145 150 155 160 

lie Lys Ser Val Ala Trp Ser Pro Ser Ser Gin Phe Leu Ala Val Gly 

165 170 175 

Ser Tyr Asp Gly Lys Val Arg He Leu Asn His Val Thr Trp Lys Met 

180 185 190 

He Thr Glu Phe Gly His Pro Cys Ser Pro He Asn Asp Ser Gin 
195 200 205 

<210> 3111 

<211> 1269 

<212> DNA 

<213> Homo sapiens 

<400> 3111 

tttttttttt tttttttttt tttttttttt tttttcttta acaaaatttt tatttaataa 
60 

atggttaaaa tcgcagtgcc aaaaatacat tgacatttag caatttcact gaaaggaaga 
120 

aactacagaa tgcacggttt cagaaagcta ttttaagtta tttacaaata aagtatctaa 
180 

aactcaaaaa caggctctgt atgctatatc tagtttatcc cttcccgaac aaaatttctg 
240 

ttatttgggc aaattcttaa accatggttt aaaccgtaat ggttacaaac cacaaacaca 
300 

tccatccaga gactgaaacc gtttctatcc ggtcagtggc aaaactgttg aaagggcaat 
360 

agttgaagct gttgggtttt atatagtgtg aactctgata aatattccta ccaggactaa 
420 

aacacagcac gctttgcggg catggctgac tcacaaaggt tgtaacaaac aagaactact 
480 

cttcactcga caccatggct cagaggccac cgagaagcac gagtgactga cagctcctct 
540 

gcttacaaac gaatgaaacc caaagtggat gtcgttctca cagcactgaa agtgcttcag 
600 

gactcacact gatccaatac taactttctt ccctatttta cacatatttt tctactgtcc 
660 

agtggaaatc attttctgtt ttggctaaac aacaaatact agtttataac aggaatggta 
720 

aaatctgtga gaattctgct caatttaata caagatcact actttcttta gaatggtttc 
780 

tgcgtgtttc tacgtcaccc tctgtatttt tagcttccag tttcctggta aggaataagt 
840 

tctccttccc agtcacactc ggggtcattt acacgtttct gggatgccct tgctcgtcca 
900 

tggaggccag gtgcgtgcag tgactcactc tgcctcttcc ctcttctcag gaccagtccc 
960 

cgaaccttct gccttgcaga tcctcccgct tccgccacac tctcgcgctc ggaagcgagc 
1020 

tcctggatca tacagctgca aggctggccg gtccttgttt gccagtcgct cttttctggg 
1080 

tgctggactg tcgtcacacc tctgcgctct tcccagtctc tccatggcct cccccggagc 
1140 

cccgctgtcc tggctcccct tcttccctct gtcttggcca ggtcctttcc cccatctctg 
1200 
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ctcatcctca ctccttctgg aaagccgttc aggctcgtgg tgagctctgt gcctcctgcc 
1260 

gtcatccac 
1269 

<210> 3112 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 3112 



Met Thr 


Ala 


Gly 


Gly 


Thr 


Glu 


Leu 


Thr 


Thr 


Ser 


Leu 


Asn 


Gly 


Phe 


Pro 


1 






5 










10 










15 




Glu Gly 


Val 


Arg 


Met 


Ser 


Arg 


Asp 


Gly 


Gly 


Lys 


Asp 


Leu 


Ala 


Lys 


Thr 






20 










25 










30 






Glu Gly 


Arg 


Arg 


Gly 


Ala 


Arg 


Thr 


Ala 


Gly 


Leu 


Arg 


Gly 


Arg 


Pro 


Trp 




35 










40 










45 








Arg Asp 


Trp 


Glu 


Glu 


Arg 


Arg 


Gly 


Val 


Thr 


Thr 


Val 


Gin 


His 


Pro 


Glu 


50 










55 










60 










Lys Ser 


Asp 


Trp 


Gin 


Thr 


Arg 


Thr 


Gly 


Gin 


Pro 


Cys 


Ser 


Cys 


Met 


He 


65 








70 










75 










80 


Gin Glu 


Leu 


Ala 


Ser 


Glu 


Arg 


Glu 


Ser 


Val 


Ala 


Glu 


Ala 


Gly 


Gly 


Ser 








85 










90 










95 




Ala Arg 


Gin 


Lys 


Val 


Arg 


Gly 


Leu 


Val 


Leu 


Arg 


Arg 


Gly 


Lys 


Arg 


Gin 






100 










105 










110 






Ser Glu 


Ser 


Leu 


His 


Ala 


Pro 


Gly 


Leu 


His 


Gly 


Arg 


Ala 


Arg 


Ala 


Ser 




115 










120 










125 








Gin Lys 


Arg 


Val 


Asn 


Asp 


Pro 


Glu 


Cys 


Asp 


Trp 


Glu 


Gly 


Glu 


Leu 


He 


130 










135 










140 










Pro Tyr 


Gin 


Glu 


Thr 


Gly 


Ser 





















145 150 

<210> 3113 
<211> 631 
<212> DNA 

<213> Homo sapiens 
<400> 3113 

nacgcgttcc tgcagaacgc ctcagccgtg gtcatcttca acgtgggctc caacaccaac 
60 

gagaccatca ccatgcccca cgcgggtgta gaagacatcg tggccataat gattcctgag 
120 

ccaaaaggga aggagatagt aagcctgctg gaaagaaaca tcaccgtgac aatgtacatc 
180 

accatcggaa cccggaactt gcagaaatat gtgagccgca cttcggttgt gtttgtctcc 
240 

atctccttca ttgtcctgat gatcatttcc ctcgcatggc tcgtctttta ttacatccag 
300 

aggtttcgat atgcaaatgc cagggatagg aaccagcgcc gactggggga tgcagcaaag 
360 

aaagccatca gcaaactcca gatcaggacc atcaagaagg gtgacaagga aacagagtct 
420 

gattttgaca actgtgcagt ttgtattgaa gggtacaagc ccaatgacgt tgtccggatc 
480 
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ctgccctgcc ggcatctttt ccacaagtcc tgtgttgacc cctggcttct agaccatcgt 
540 

acctgtccca tgtgcaagat gaacattctt aaagccctag ggatcccccc caatgccgac 
600 

tgcatggacg actttgccac tgacttcgag g 
631 

<210> 3114 
<211> 210 
<212> PRT 

<213> Homo sapiens 



<400> 3114 



Xaa Ala 


Phe 


Leu 


Gin 


Asn 


Ala 


Ser 


Ala 


Val 


Val 


He 


Phe 


Asn 


Val 


Gly 


1 






5 










10 










15 




Ser Asn 


Thr 


Asn 
20 


Glu 


Thr 


He 


Thr 


Met 
25 


Pro 


His 


Ala 


Gly 


Val 
30 


Glu 


Asp 


He Val 


Ala 
35 


He 


Met 


He 


Pro 


Glu 
40 


Pro 


Lys 


Gly 


Lys 


Glu 
45 


He 


Val 


Ser 


Leu Leu 


Glu 


Arg 


Asn 


He 


Thr 


Val 


Thr 


Met 


Tyr 


He 


Thr 


He 


Gly 


Thr 


50 










55 










60 










Arg Asn 


Leu 


Gin 


Lys 


Tyr 


Val 


Ser 


Arg 


Thr 


Ser 


Val 


Val 


Phe 


Val 


Ser 


65 








70 










75 










80 


He Ser 


Phe 


He 


Val 
85 


Leu 


Met 


lie 


He 


Ser 
90 


Leu 


Ala 


Trp 


Leu 


Val 
95 


Phe 


Tyr Tyr 


He 


Gin 


Arg 


Phe Arg Tyr 


Ala 


Asn 


Ala 


Arg 


Asp 


Arg 


Asn 


Gin 






100 










105 










110 






Arg Arg 


Leu 
115 


Gly 


Asp 


Ala 


Ala 


Lys 
120 


Lys 


Ala 


He 


Ser 


Lys 
125 


Leu 


Gin 


He 


Arg Thr 


He 


Lys 


Lys 


Gly Asp 


Lys 


Glu 


Thr 


Glu 


Ser 


Asp 


Phe 


Asp 


Asn 


130 










135 










140 










Cys Ala 


Val 


Cys 


He 


Glu Gly Tyr 


Lys 


Pro 


Asn 


Asp 


Val 


Val 


Arg 


He 


145 








150 










155 










160 


Leu Pro 


Cys 


Arg 


His 
165 


Leu 


Phe 


His 


Lys 


Ser 
170 


Cys 


Val 


Asp 


Pro 


Trp 

175 


Leu 


Leu Asp 


His 


Arg 
180 


Thr 


Cys 


Pro 


Met 


Cys 
185 


Lys 


Met 


Asn 


He 


Leu 
190 


Lys 


Ala 


Leu Gly 


He 
195 


Pro 


Pro 


Asn 


Ala 


Asp 
200 


Cys 


Met 


Asp 


Asp 


Phe 
205 


Ala 


Thr 


Asp 



Phe Glu 



210 

<210> 3115 
<211> 1366 
<212> DNA 

<213> Homo sapiens 
<400> 3115 

ncacaaaggc accaaaccac aaaacgtcac acgtaaacat catacgtggc aaccacaagc 
60 

caatcagttg gatatttcat tcattggtat acatatggac tgtaaggtgt ctttcaggtt 
120 

gcagaaaaga tggaaaaaag gacatgtgca ctctgcccca aagatgtcga atataatgtc 
180 
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ctatactttg cacaatcaga 
240 

ggacttgtgg aatgtgagga 
300 

tcagtaaaga aagaaatcca 
360 

ggagccaccg tgggatgtga 
420 

aagaaggacg acgcagttcc 
480 

cagcaacatg ctcaattccc 
540 

aaaagaggaa ggaagaaacc 
600 

tgtaatacat tcataagaca 
660 

aaagttcctt ttcttaa£pa 
720 

aatattagac aaagttcatt 
780 

agactatgaa gaaatcggga 
840 

aaattttcaa gcagcaatag 
900 

gaaggaagag attgagctac 
960 

tagagatctt atgtcaagtt 
1020 

tcctaagcca agagtcatgt 
1080 

aatccacaca tctttagaac 
1140 

tactggttga cattttgatc 
1200 

tcccagcacc tagtatgctc 
1260 

ctttgattct acttacagcc 
1320 

ctaaaaaaaa aaaaaaaaaa 
1366 



gaatatagct gctcatgaga 
tcaggatcca cttaatcctg 
gagaggaagg aagttgaaat 
tttaaaaaac tgtaacaaga 
acagtctgat ggagttcgag 
gatcatcgct caaagtggta 
cctctcaggc aatcatgtac 
agtgaaagaa gagcatggca 
atgcaagnga agcaggactt 
caattccaga aaaactcatg 
gtgcactttt tgactgtaga 
agaaaaaaat tcatgcatct 
ttcaggactt aaaacaaacc 
ctacatcaat atcatccctg 
caaattgcaa tcaggctcaa 
tagtcgtctc ctcttggcct 
actctttgca cactcttgtg 
agtaaatgtt tgtggaataa 
catgatagcc tcttcttaga 
aaaaaaaaaa aaaaaaaaaa 



attgtttgct gtattcttca 
atagaagttt tgatgtggaa 
gcaaattttg tcataaaaga 
attaccactt tttctgtgcc 
gaatttataa actgctttgc 
aattttcagg agtgaaaaga 
agccacccga aacaatgaaa 
gacacacaga tgcaactgtg 
cttaattact tacttgaaga 
gatgagacta cttcagaatc 
ttgttcgaag acacatttgt 
caacaaaggt ggcagcagtt 
ttgtgctctt ttcaagaaaa 
tcttattagg gattaccgtt 
aaccagagac caggctgtga 
cagcagctct tccctgttct 
ttttttgctc actgtcacat 
gtgcataaaa tgttcttaac 
tataataaat ttggattata 
aaaaaa 



<210> 3116 

<211> 191 

<212> PRT 

<213> Homo sapiens 



<400> 3116 

Met Glu Lys Arg Thr Cys Ala Leu Cys Pro Lys Asp Val Glu Tyr Asn 

15 10 15 

Val Leu Tyr Phe Ala Gin Ser Glu Asn He Ala Ala His Glu Asn Cys 

20 25 30 

Leu Leu Tyr Ser Ser Gly Leu Val Glu Cys Glu Asp Gin Asp Pro Leu 

35 40 45 

Asn Pro Asp Arg Ser Phe Asp Val Glu Ser Val Lys Lys Glu He Gin 
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50 55 60 



Arg 


Gly Arg Lys 


Leu 


Lys 


Cys 


Lys 


Phe 


Cys 


His 


Lys 


Arg Gly 


Ala 


Thr 


65 






70 










75 








80 


Val Gly Cys Asp 


Leu 


Lys 


Asn 


Cys 


Asn Lys 


Asn 


Tyr 


His Phe 


Phe 


Cys 






85 










90 








95 




Ala 


Lys Lys Asp 


Asp 


Ala 


Val 


Pro 


Gin 


Ser 


Asp 


Gly Val Arg 


Gly He 




100 










105 








110 






Tyr 


Lys Leu Leu 
115 


Cys 


Gin 


Gin 


His 
120 


Ala 


Gin 


Phe 


Pro 


He He 
125 


Ala 


Gin 


Ser Gly Lys Phe 


Ser Gly Val 


Lys 


Arg 


Lys 


Arg 


Gly Arg Lys 


Lys 


Pro 




130 






135 










140 








Leu 


Ser Gly Asn 


His 


Val 


Gin 


Pro 


Pro 


Glu 


Thr 


Met 


Lys Cys 


Asn 


Thr 


145 






150 










155 








160 


Phe 


lie Arg Gin 


Val 


Lys 


Glu 


Glu 


His 


Gly Arg 


His 


Thr Asp 


Ala 


Thr 






165 










170 








175 




Val 


Lys Val Pro 
180 


Phe 


Leu 


Lys 


Lys 


Cys 
185 


Lys 


Xaa 


Ser 


Arg Thr 
190 


Ser 





<210> 3117 

<2ll> 1373 

<212> DNA 

<213> Homo sapiens 

<400> 3117 

nnaacccaga agcaaaagag 
60 

agcccagggg gcattcaacc 
120 

gcctcagcct ggggggtcac 
180 

ggcagctcca tctcctgtca 
240 

gtgcacctgg ccgtggaatt 
300 

gcctctaagc tccaagaatt 
360 

ttcctgcggc cagtgccgca 
420 

ctgcccccgg gcctcttcca 
480 

cagctggagg tcctggaggt 
540 

ctgtctggga accgcctccg 
600 

cgcacccttg accttgggga 
660 

ccgctgcaat tagaacggct 
720 

ctcctcttgc cgcagccgga 
780 

gtggcagccg gtgccttcca 
840 

tcactggcca gcgtgcccga 
900 



2336 



cagagctacc 
ccatgtttct 
cctgagcccc 
accacctgcc 
cttcaacctg 
gcacctctcc 
gctgagggtg 
ggcctcagcc 
ctcgtggcta 
gaaactgccc 
gaaccagttg 
acatctagaa 
cctgcgctac 
gggcctgcgg 
ggggctctgg 



atgtcctctt 
agaactctgt 
aaagactgcc 
gaaatccccg 
acccacctgc 
agcaatgggc 
ctggatctaa 
accctggaca 
cacggcctga 
cccgggctgc 
gagaccttgc 
ggcaacaaat 
ctcttcctga 
cagctggaca 
gcatccctag 



ggagcagaca 
tcctgctgct 
aggtgttccg 
gctacctgcc 
cagccaacct 
tggaaagcct 
cccgaaacgc 
ccctggtatt 
aagctctggg 
tggccaactt 
cacctgacct 
tgcaagtact 
gcggcaacaa 
tgctggacct 
ggcagccaaa 



gcgaccaaaa 
gctgttggca 
ctcagaccat 
agccgacacc 
cctccagggc 
ctcgcccgaa 
cctgaccggg 
gaaagaaaac 
gcatctggac 
caccctcctg 
cctgaggggt 
gggaaaagat 
gctggccagg 
ctccaataac 
ctgggacatg 
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cgggatggct tcgacatctc cggcaacccc 
960 

tatcgttggc ttcaggccca aaaagacaag 
1020 

gggcctgaag ccgtgaaggg ccagacgctc 
1080 

gggcttgggt tgagggtggg gggtctggta 
1140 

tgcctttggc cgggtgcggg ggctcacgcc 
1200 

tggcggaatc acgaggtcag gagatcgaga 
1260 

tctactaaaa atataaaaaa ttagccaggc 
1320 

tcgggaggct gaggcaggag aatggcgtga 
1373 

<210> 3118 
<211> 312 
<212> PRT 

<213> Homo sapiens 



tggatctgtg accagaacct gagcgacctc 
atgttttccc agaatgacac gcgctgtgct 
ctggcagtgg ccaagtccca gtgagaccag 
gaacactgca acccgcttaa caaataatcc 
tgtaatccca gcactttggg gaggcccagg 
ccatcttggc taacatggtg aaaccctgtc 
gtggtggtgg gcacctgtag tcccagcaac 
acttgggagg cggagcttgc ggt 



<400> 3118 
Val Thr Leu Ser 
1 

Ser Ser lie Ser 
20 

Ala Asp Thr Val 
35 

Pro Ala Asn Leu 
50 

Ser Ser Asn Gly 
65 

Pro Gin Leu Arg 

Pro Pro Gly Leu 
100 

Lys Glu Asn Gin 
115 

Lys Ala Leu Gly 
130 

Pro Pro Gly Leu 
145 

Gly Glu Asn Gin 

Leu Gin Leu Glu 
180 

Gly Lys Asp Leu 
195 

Ser Gly Asn Lys 
210 

Arg Gin Leu Asp 
225 

Pro Glu Gly Leu 



Pro Lys Asp Cys 
5 

Cys Gin Pro Pro 

His Leu Ala Val 
40 

Leu Gin Gly Ala 
55 

Leu Glu Ser Leu 
70 

Val Leu Asp Leu 
85 

Phe Gin Ala Ser 

Leu Glu Val Leu 
120 

His Leu Asp Leu 
135 

Leu Ala Asn Phe 
150 

Leu Glu Thr Leu 
165 

Arg Leu His Leu 

Leu Leu Pro Gin 
200 

Leu Ala Arg Val 
215 

Met Leu Asp Leu 
230 

Trp Ala Ser Leu 



Gin Val Phe Arg 
10 

Ala Glu lie Pro 
25 

Glu Phe Phe Asn 

Ser Lys Leu Gin 
60 

Ser Pro Glu Phe 
75 

Thr Arg Asn Ala 
90 

Ala Thr Leu Asp 
105 

Glu Val Ser Trp 

Ser Gly Asn Arg 
140 

Thr Leu Leu Arg 
155 

Pro Pro Asp Leu 
170 

Glu Gly Asn Lys 
185 

Pro Asp Leu Arg 

Ala Ala Gly Ala 
220 

Ser Asn Asn Ser 
235 

Gly Gin Pro Asn 



Ser Asp His Gly 
15 

Gly Tyr Leu Pro 
30 

Leu Thr His Leu 
45 

Glu Leu His Leu 

Leu Arg Pro Val 
80 

Leu Thr Gly Leu 
95 

Thr Leu Val Leu 
110 

Leu His Gly Leu 
125 

Leu Arg Lys Leu 

Thr Leu Asp Leu 
160 

Leu Arg Gly Pro 
175 

Leu Gin Val Leu 
190 

Tyr Leu Phe Leu 
205 

Phe Gin Gly Leu 

Leu Ala Ser Val 
240 

Trp Asp Met Arg 
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245 


250 




255 


Asp Gly Phe 


Asp 


He 


Ser Gly Asn Pro Trp He 


Cys 


Asp Gin Asn Leu 




260 




265 




270 


Ser Asp Leu 


Tyr 


Arg 


Trp Leu Gin Ala Gin Lys 


Asp 


Lys Met Phe Ser 


275 






280 




285 


Gin Asn Asp 


Thr 


Arg 


Cys Ala Gly Pro Glu Ala 


Val 


Lys Gly Gin Thr 


290 






295 


300 




Leu Leu Ala 


val 


Ala 


Lys Ser Gin 






305 






310 







<210> 3119 

<211> 427 

<212> DNA 

<213> Homo sapiens 



<400> 3119 

gtacacatgg tgctcaacca gcagggccgg 
60 

tcagcagagc gagccctagc tgctgctcag 
120 

tacgtggagg tggtcccctg ttccacagag 
180 

ttgggccgca gtggcatgtc ccctccaccc 
240 

tacaccacct tccaagccac cccaacgctc 
300 

tcttcagcac tgctcccagc tgccagggtg 
360 

ccagggccag ccactcaact ctacctgaac 
420 

aacgcgt 
427 



ccatcgggcg atgccttcat tcagatgaca 
cgttgccata agaaggtgat gaaggagcgc 
gagatgagcc gagtgctgat ggggggcacc 
tgcaagctgc cctgcctctc accacctacc 
attcccacgg agacggcagc tctatacccc 
cctgctgccc ccacccctgt tgcctactat 
tacacagcct actacccaag ccccgaagac 



<210> 3120 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 3120 

Val His Met Val Leu Asn Gin Gin Gly Arg Pro Ser Gly Asp Ala Phe 

15 10 15 

He Gin Met Thr Ser Ala Glu Arg Ala Leu Ala Ala Ala Gin Arg Cys 

20 25 30 

His Lys Lys Val Met Lys Glu Arg Tyr Val Glu Val Val Pro Cys Ser 

35 40 45 

Thr Glu Glu Met Ser Arg Val Leu Met Gly Gly Thr Leu Gly Arg Ser 

50 55 60 

Gly Met Ser Pro Pro Pro Cys Lys Leu Pro Cys Leu Ser Pro Pro Thr 
65 70 75 80 

Tyr Thr Thr Phe Gin Ala Thr Pro Thr Leu He Pro Thr Glu Thr Ala 

85 90 95 

Ala Leu Tyr Pro Ser Ser Ala Leu Leu Pro Ala Ala Arg Val Pro Ala 

100 105 HO 

Ala Pro Thr Pro Val Ala Tyr Tyr Pro Gly Pro Ala Thr Gin Leu Tyr 
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115 120 125 

Leu Asn Tyr Thr Ala Tyr Tyr Pro Ser Pro Glu Asp Asn Ala 
130 135 140 



<210> 3121 

<211> 284 

<212> DNA 

<213> Homo sapiens 



<400> 3121 

gaattccatg gcagctggga catctgtgag ccacgtgggt tcctgggcag caccaggacc 
60 

atctgaggat ttctcaactt ctgcagcaac ttctgcagcc agctcacacg tgaggagaaa 
120 

taagaggaac atgaacctgg acggggcagc ttccattgtc cctctcctgc tcctgctaat 
180 

gaacaaggcc tccccagagt atgaagagaa catgcacaga taccagaagg cagccaagct 
240 

cttccgggga agattctctt tattctggtg gacagtggta tgaa 
284 



<210> 3122 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 3122 

Met Ala Ala Gly Thr Ser Val Ser His Val Gly Ser Trp Ala Ala Pro 

15 10 15 

Gly Pro Ser Glu Asp Phe Ser Thr Ser Ala Ala Thr Ser Ala Ala Ser 

20 25 30 

Ser His Val Arg Arg Asn Lys Arg Asn Met Asn Leu Asp Gly Ala Ala 

35 40 45 

Ser He Val Pro Leu Leu Leu Leu Leu Met Asn Lys Ala Ser Pro Glu 

50 55 60 

Tyr Glu Glu Asn Met His Arg Tyr Gin Lys Ala Ala Lys Leu Phe Arg 
65 70 75 80 

Gly Arg Phe Ser Leu Phe Trp Trp Thr Val Val 
85 90 



<210> 3123 

<211> 344 

<212> DNA 

<213> Homo sapiens 



<400> 3123 
aagaaagtga 
60 

gagattatga 
120 

gcagcccagg 
180 

atcgcagtcc 
240 



actgcaagcc 
ggagccgcca 
tgaccttcag 
ccaagttcaa 



caagaaccag 
agagatgaaa 
aaagacattg 
acagaggaag 



gacgaacagg 
aacccgatca 
gagaaggaag 
ggggagtccg 



agattccttt 
gtaacaagaa 
caaagggaga 
acggggccta 



ccggctccgg 
gaggaagaaa 
ggagcccgac 
tatccaccgc 
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atgcagcaag aggcccagca tgtgctgttc ctcagcaaga accaggccat ccggcagcca 
300 

gaggtgcagg cagctcccaa ggagaagtct gagcagaaaa aagc 
344 

<210> 3124 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 3124 

Met Arg Ser Arg Gin Glu Met Lys Asn Pro 

15 10 
Lys Lys Ala Ala Gin Val Thr Phe Arg Lys 

20 25 
Lys Gly Glu Glu Pro Asp He Ala Val Pro 

35 40 
Gly Glu Ser Asp Gly Ala Tyr lie- His Arg 

50 55 
His Val Leu Phe Leu Ser Lys Asn Gin Ala 
65 70 

Gin Ala Ala Pro Lys Glu Lys Ser Glu Gin 
85 90 

<210> 3125 
<211> 647 
<212> DNA 
<213> Homo sapiens 

<400> 3125 

agatggagtt ttgctcttcg tgcccaggct ggagtaccat ggtgacagtg cgaagctaag 
60 

acattaggaa ggtgctgagg aaagccatta agcatccaca gctccactgc ctaggcagat 
120 

ggtcagcagg cagtttagtt gtgggagtat ttccaatttg catgaatgaa acatggacaa 
180 

ataagataag gctggctcca gggaagtaat tcccccagtt cccctgagcc ttggatctgg 
240 

aaaactgcag cccatcctgg aattagggaa catcacaaaa cgtactgggg agaactcccc 
300 

atgtggcctc ggcccacgcc agaagccggg caaggtccca agtgccggct cgcccacaag 
360 

ctatggctaa gacagaaaaa caaaggaaaa aaagtcctcc ccaaacacac acataagcaa 
420 

aacccatctt cctgtgttct ctgccaagag agctggagca aaagagatga gtttgagact 
480 

ctgattcatc catcaagaca aataaactca gtctatggag gttagcaggg caatttgtga 
540 

agcaaacaaa agttgagttt tggaaagggg ctctgaagaa aatgaagatg acataccagg 
600 

aatttaactt catgacaaga agagaaagtg actcactctt gacgcgt 
647 

<210> 3126 



He Ser Asn 

Thr Leu Glu 

Lys Phe Lys 
45 

Met Gin Gin 
60 

He Arg Gin 
75 

Lys Lys 



Lys Lys Arg 
15 

Lys Glu Ala 
30 

Gin Arg Lys 

Glu Ala Gin 

Pro Glu Val 
80 



2340 



WO 00/58473 



PCT/US00/08621 



<211> 116 
<212> PRT 

<213> Homo sapiens 



<400> 3126 
Met Lys Leu Asn 
1 

Phe Gin Asn Ser 
20 

His Arg Leu Ser 
35 

His Leu Phe Cys 
50 

Phe Ala Tyr Val 
65 

Val Leu Ala lie 

Leu Leu Ala Trp 
100 

Cys Asp Val Pro 
115 



Ser Trp Tyr Val 
5 

Thr Phe Val Cys 

Leu Phe Val Leu 
40 

Ser Ser Ser Leu 
55 

Cys Val Trp Gly 
70 

Ala^Cys Gly Arg 
Ala Glu Ala Thr 



He Phe He Phe 
10 

Phe Thr Asn Cys 
25 

Met Asp Glu Ser 

Gly Arg Glu His 
60 

Gly Leu Phe Phe 
75 

Ala Gly Thr Trp 
90 

Trp Gly Val Leu 
105 



Phe Arg Ala Pro 
15 

Pro Ala Asn Leu 
30 

Glu Ser Gin Thr 
45 

Arg Lys Met Gly 

Leu Cys Phe Ser 
80 

Asp Leu Ala Arg 
95 

Pro Ser Thr Phe 
110 



<210> 3127 

<211> 2218 

<212> DNA 

<213> Homo sapiens 



<400> 3127 
ncagaagtta 
60 

ttcttcactg 
120 

actttggaga 
180 

ggcctgggct 
240 

tccatcactg 
300 

ggcactgagg 
360 

gccttctgcc 
420 

acactaagtg 
480 

ggaggactgg 
540 

tcagtgaaag 
600 

gggaaacccg 
660 

aacaccaaga 
720 

atgaacatcc 
780 



gccaagatga 
aagaggtgga 
aattgaagag 
tctccaacac 
tgaccctggc 
agcagaaagc 
tcacggagcc 
aagacaagaa 
ccaatatttt 
acaagatcac 
aagataaatt 
tacctgtgga 
tcaacagcgg 



acttaatgaa 
ctcccgaaaa 
cctagggctt 
catgtactca 
agcgcaccag 
caaatacttg 
agccagtggg 
gcactacatc 
tactgtgttt 
agcattcata 
aggcattcgg 
aaacatcctt 
ccggttcagc 



atcaatcagt 
attgaccagg 
tttgggctgc 
agactagggg 
gctattggcc 
cctaaactgg 
agcgatgcag 
ctcaatggct 
gcaaagactg 
gtagaaagag 
ggctccaaca 
ggagaggtcg 
atgggcagcg 



tcttgggacc 
aagggaaaat 
aagtcccaga 
agatcatcag 
tcaaggggat 
cgtccgggga 
cctcaatccg 
ccaaggtctg 
aggtcgttga 
actttggtgg 
cttgtgaagt 
gagatgggtt 
tcgtggctgg 



cgtggaaaaa 
cccagatgaa 
agaatatggt 
catggatggg 
catcttggct 
gcacatagca 
gagcagagcc 
gattactaat 
ttctgatgga 
agtcactaat 
ccattttgaa 
taaggtggcc 
gctgctcaag 



2341 



WO 00/58473 



PCT/US00/O8621 



agattgattg aaatgactgc tgagtacgcc 
840 

agtgaatttg gattgattca ggagaaattt 
900 

gagagtatga cctacctcac agcagggatg 
960 

atcgaggcag ccatggtgaa ggtgttcagc 
1020 

gcgctgcaga tcctcggggg cttgggctac 
1080 

cgtgacaccc gcatcctcct catcttcgag 
1140 

gccctgacgg gtctgcagca tgccggccgc 
1200 

caggccaaag tgagcacagt catggatacc 
1260 

cgaactgtgg acctggggct gacaggcaac 
1320 

agtgccaaca agtttgagga gaacacctac 
1380 

ctccgctttg gcaagaccat catggaggag 
1440 

ctcatcaacc tgtatggcat gacggccgtg 
1500 

gggctccgca accacgacca cgaggttctc 
1560 

ttgcagaatc tcttcagcct ctctcagctg 
1620 

cagattaaga aagtgtccca gcagatcctt 
1680 

ctggacagga catgctgagg caggggacag 
1740 

ggcccgttgc tggatgactg ttactctttt 
1800 

agccttttgt tccccgtctg cacctgaagg 
1860 

aggttttgac ctgcaggcag tgctctctaa 
1920 

gagagagaga atggaattgc tgacccctgg 
1980 

caccatagtg gaaactgggg cttatgctgc 
2040 

tgtgtcaggt gtggatagcc atttctgctc 
2100 

agctctgtct gggtcattca tttaaactag 
2160 

accatttaac aaagaatata aaatgtcaca 
2218 



tgcacaagga aacagtttaa caagaggctc 
gcactgatgg ctcagaaggc ttacgtcatg 
ctggaccaac ctggctttcc cgactgctcc 
tccgaggccg cctggcagtg tgtgagtgag 
acaagggact atccgtacga gcgcatactg 
ggaaccaatg agattctccg gatgtacatc 
atcctgacta ccaggatcca tgagcttaaa 
gttggccgga ggcttcggga ctccctgggc 
catggagttg tgcaccccag tcttgcggac 
tgcttcggcc ggaccgtgga gacactgctg 
cagctggtac tgaagcgggt ggccaacatc 
ctgtcgcggg ccagccgctc catccgcatt 
ttggccaaca ccttctgcgt ggaagcttac 
gacaagtatg ctccagaaaa cctagatgag 
gagaagcgag cctatatctg tgcccaccct 
tgtcccctgc taccgcccgc ccctacccat 
ttcagaaggt gttgggatta tcacaggtta 
gttgtcgcct ggcctgggag agcctcttcc 
caggaccatc acagcttctg aactgagccg 
aactggcggg tattctggtc attgaggaga 
tgcctccagg gtgtgaggtg ggtggggacc 
aaccacacat tctctaagaa acagcttgaa 
aagcagaggc acttaaaaca tgtaccagga 
atctgtgtac tgttaaaaaa aaaaaaaa 



<210> 3128 

<211> 565 

<212> PRT 

<213> Homo sapiens 
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<400> 3128 

Xaa Glu Val Ser Gin Asp Glu Leu Asn Glu lie Asn Gin Phe Leu Gly 

15 10 15 

Pro Val Glu Lys Phe Phe Thr Glu Glu Val Asp Ser Arg Lys lie Asp 

20 25 30 

Gin Glu Gly Lys He Pro Asp Glu Thr Leu Glu Lys Leu Lys Ser Leu 

35 40 45 

Gly Leu Phe Gly Leu Gin Val Pro Glu Glu Tyr Gly Gly Leu Gly Phe 

50 55 60 

Ser Asn Thr Met Tyr Ser Arg Leu Gly Glu He He Ser Met Asp Gly 
65 70 75 80 

Ser He Thr Val Thr Leu Ala Ala His Gin Ala He Gly Leu Lys Gly 

85 90 95 

He He Leu Ala Gly Thr Glu Glu Gin Lys Ala Lys Tyr Leu Pro Lys 

100 105 110 

Leu Ala Ser Gly Glu His He Ala Ala Phe Cys Leu Thr Glu Pro Ala 

115 120 125 

Ser Gly Ser Asp Ala Ala Ser He Arg Ser Arg Ala Thr Leu Ser Glu 

130 135 140 

Asp Lys Lys His Tyr lie Leu Asn Gly Ser Lys Val Trp He Thr Asn 
145 150 155 160 

Gly Gly Leu Ala Asn He Phe Thr Val Phe Ala Lys Thr Glu Val Val 

165 170 175 

Asp Ser Asp Gly Ser Val Lys Asp Lys He Thr Ala Phe He Val Glu 

180 185 190 

Arg Asp Phe Gly Gly Val Thr Asn Gly Lys Pro Glu Asp Lys Leu Gly 

195 200 205 

He Arg Gly Ser Asn Thr Cys Glu Val His Phe Glu Asn Thr Lys He 

210 215 220 

Pro Val Glu Asn He Leu Gly Glu Val Gly Asp Gly Phe Lys Val Ala 
225 230 235 240 

Met Asn He Leu Asn Ser Gly Arg Phe Ser Met Gly Ser Val Val Ala 

245 250 255 

Gly Leu Leu Lys Arg Leu He Glu Met Thr Ala Glu Tyr Ala Cys Thr 

260 265 270 

Arg Lys Gin Phe Asn Lys Arg Leu Ser Glu Phe Gly Leu He Gin Glu 

275 280 285 

Lys Phe Ala Leu Met Ala Gin Lys Ala Tyr Val Met Glu Ser Met Thr 

290 295 300 

Tyr Leu Thr Ala Gly Met Leu Asp Gin Pro Gly Phe Pro Asp Cys Ser 
305 310 315 320 

He Glu Ala Ala Met Val Lys Val Phe Ser Ser Glu Ala Ala Trp Gin 

325 330 335 

Cys Val Ser Glu Ala Leu Gin He Leu Gly Gly Leu Gly Tyr Thr Arg 

340 345 350 

Asp Tyr Pro Tyr Glu Arg He Leu Arg Asp Thr Arg He Leu Leu He 

355 360 365 

Phe Glu Gly Thr Asn Glu He Leu Arg Met Tyr He Ala Leu Thr Gly 

370 375 380 

Leu Gin His Ala Gly Arg He Leu Thr Thr Arg He His Glu Leu Lys 
385 390 395 400 

Gin Ala Lys Val Ser Thr Val Met Asp Thr Val Gly Arg Arg Leu Arg 

405 410 415 

Asp Ser Leu Gly Arg Thr Val Asp Leu Gly Leu Thr Gly Asn His Gly 
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420 425 430 

Val Val His Pro Ser Leu Ala Asp Ser Ala Asn Lys Phe Glu Glu Asn 

435 440 445 

Thr Tyr Cys Phe Gly Arg Thr Val Glu Thr Leu Leu Leu Arg Phe Gly 

450 455 460 

Lys Thr lie Met Glu Glu Gin Leu Val Leu Lys Arg Val Ala Asn lie 
465 470 475 480 

Leu lie Asn Leu Tyr Gly Met Thr Ala Val Leu Ser Arg Ala Ser Arg 

485 490 495 

Ser He Arg He Gly Leu Arg Asn His Asp His Glu Val Leu Leu Ala 

500 505 510 

Asn Thr Phe Cys Val Glu Ala Tyr Leu Gin Asn Leu Phe Ser Leu Ser 

515 520 525 

Gin Leu Asp Lys Tyr Ala Pro Glu Asn Leu Asp Glu Gin He Lys Lys 

530 535 540 

Val Ser Gin Gin He Leu Glu Lys Arg Ala Tyr He Cys Ala His Pro 
545 550 555 560 

Leu Asp Arg Thr Cys 
565 

<210> 3129 

<211> 1964 

<212> DNA 

<213> Homo sapiens 



<400> 3129 

nttttttttt tctcctataa catgattgcc 
60 

atagggagtt ggagatgcta accaagcatg 
120 

tcagggactt ggagacagcc tttaacttct 
180 

aaaccatcct ttggtttttg atcctgagtc 
240 

agagtttcaa cccttaggta accttaaaag 
300 

gcagtataca aacttgatat taaatgacaa 
360 

tctttcatag aggcatcaca gtgagtctct 
420 

ggcttacaga gtatgaatgc acgataagaa 
480 

tttaaaagaa ggaagaagag aaaacgagat 
540 

tgtgtgtgtg tgtgcgtgtg tgtgtgtgca 
600 

tgtgtggttg gcaggcctag tgatcctgtt 
660 

tttttacttt gcataaagta gatacttggc 
720 

ccacctttgg agtctttcct tctgattcac 
780 

atccatcaca aaagttttgc acatgctcta 
840 



ttttatttat tatgcaggtt gttgatttac 
gagttttcac atggtctatt tctgctgagt 
ggcaaaaaga caatttcaca aaggtgttta 
agagacggac atgtgcttat gaaagaaggt 
agcaggaact atgttgtgtg taagtcatgt 
attggaacaa tctttctcta ggaatgcctc 
taaagccttg atctaggtgt gttacagatg 
ggaaattgga tagggagtga ggatatgaaa 
tttaagacag gaaatgaagc tctgtgtgtg 
cgcgtgcgtg cgtgtgtgca cgtgcgtgtg 
gtttagtgtc tctgagattt gagttgtgcc 
catatgtagt tccaaggaga agtcagagtt 
gattttcttt caacaatttt ccacttagga 
cggaaacttc tgctgtgggc agtgtatccc 
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actcgtcatc tagagtctgg taaattgcca aagctggcag ttgagactcc tttagtttga 
900 

aaaatgatat caccttccca ttttctttca taccactgtc caccagaata aagagaatct 
960 

tcccctggaa gagcttggct gccttctggt atctgtgcat gttctcttca tactctgggg 
1020 

aggccttgtt cattatcagg aggagatgaa tctgaattac gctgttgaat aacccaatca 
1080 

cagtcacagg gttggagcag gagcaggaga gggacaatgg aagctgcccc gtccaggttc 
1140 

atgttcctct tatttctcct cacgtgtgag ctggctgcag aagttgctgc agaagttgag 
1200 

aaatcctcag atggtcctgg tgctgcccag gaacccacgt ggctcacaga tgtcccagct 
1260 

gccatggaat tcattgctgc cactgaggtg gctgtcatag gcttcttcca ggatttagaa 
1320 

ataccagcag tgcccatact ccatagcatg gtgcaaaaat tcccaggcgt gtcatttggg 
1380 

atcagcactg attctgaggt tctgacacac tacaacatca ctgggaacac eatctgcctc 
1440 

tttcgcctgg tagacaatga acaactgaat ttagaggacg aagacattga aagcattgat 
1500 

gccaccaaat tgagccgttt cattgagatc aacagcctcc acatggtgac agagtacaac 
1560 

cctgtgactg tgattgggtt attcaacagc gtaattcaga ttcatctcct cctgataatg 
1620 

aacaaggcct ccccagagta tgaagagaac atgcacagat accagaaggc agccaagctc 
1680 

ttccagggga agattctctt tattctggtg gacagtggta tgaaagaaaa tgggaaggtg 
1740 

atatcatttt tcaaactaaa ggagtctcaa ctgccagctt tggcaattta ccagactcta 
1800 

gatgacgagt gggatacact gcccacagca gaagtttccg tagagcatgt gcaaaacttt 
1860 

tgtgatggat tcctaagtgg aaaattgttg aaagaaaatc gtgaatcgaa aagaaagact 
1920 

cccaaggtgg aactctgact tctccttgga actacatatg gcca 
1964 



<210> 3130 
<211> 273 
<212> PRT 

<213> Homo sapiens 

<400> 3130 

Met Glu Ala Ala Pro 

1 5 
Cys Glu Leu Ala Ala 
20 

Gly Pro Gly Ala Ala 
35 

Ala Met Glu Phe He 
50 

Gin Asp Leu Glu He 



Ser Arg Phe Met Phe Leu 
10 

Glu Val Ala Ala Glu Val 
25 

Gin Glu Pro Thr Trp Leu 
40 

Ala Ala Thr Glu Val Ala 
55 

Pro Ala Val Pro He Leu 



Leu Phe Leu Leu Thr 
15 

Glu Lys Ser Ser Asp 
30 

Thr Asp Val Pro Ala 
45 

Val He Gly Phe Phe 
60 

His Ser Met Val Gin 
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65 70 75 80 

Lys Phe Pro Gly Val Ser Phe Gly He Ser Thr Asp Ser Glu Val Leu 

85 90 95 

Thr His Tyr Asn He Thr Gly Asn Thr He Cys Leu Phe Arg Leu Val 

100 105 110 

Asp Asn Glu Gin Leu Asn Leu Glu Asp Glu Asp He Glu Ser He Asp 

115 120 125 

Ala Thr Lys Leu Ser Arg Phe He Glu He Asn Ser Leu His Met Val 

130 135 140 

Thr Glu Tyr Asn Pro Val Thr Val He Gly Leu Phe Asn Ser Val He 
145 150 155 160 

Gin He His Leu Leu Leu He Met Asn Lys Ala Ser Pro Glu Tyr Glu 

165 170 175 

Glu Asn Met His Arg Tyr Gin Lys Ala Ala Lys Leu Phe Gin Gly Lys 

180 185 190 

He Leu Phe He Leu Val Asp Ser Gly Met Lys Glu Asn Gly Lys Val 

195 200 205 

lie Ser Phe Phe Lys Leu Lys Glu Ser Gin Leu Pro Ala Leu Ala He 

210 215 220 

Tyr Gin Thr Leu Asp Asp Glu Trp Asp Thr Leu Pro Thr Ala Glu Val 
225 230 235 240 

Ser Val Glu His VaL Gin Asn Phe Cys Asp Gly Phe Leu Ser Gly Lys 

245 250 255 

Leu Leu Lys Glu Asn Arg Glu Ser Lys Arg Lys Thr Pro Lys Val Glu 
260 265 270 

Leu 



<210> 3131 

<211> 1544 

<212> DNA 

<213> Homo sapiens 



<400> 3131 

nnaactccag gacgagacgc ggagcgaccc 
60 

caggccgccg agaccggcag ctgcgtgggg 
120 

ctccgagctt agcaaagaag cgacttcaga 
180 

ctacctcgag ctcagccagt ttaatcaccc 
240 

ggacacaaaa tcattttgtg ttggtctcgg 
300 

ttgttgggag aaaccttgga gattcacggc 
360 

ctctgggcag ggatggaagc ctagatgcct 
420 

cttcacacac acggcagcac cggcaccgcg 
480 

acccggtcgc ctgtgtctcc cctggctgcc 
540 

aaatccaatg cgcctgtcca cattgatgtg 
600 



gcgcacgagc gataggcggc gaacgtggcc 
cgggggctgc gctgagcccg atactgccgg 
agaagcgaat gcatgtgaaa tcgtctcaag 
ccagagagcc gaacaactgc gagcgcaatg 
aaagagggtc gtggtcccgc acggatgcgc 
aaggcgtaaa gcctggggct tccaacgata 
caccgcaagg agcggccgag cgggtcctcg 
gagggaggaa acatgtcccg gctgtctctc 
cagggcatcc ccctgccagc acaactcaca 
ggcggccaca tgtacaccag cagcctggcc 
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accctcacca aataccctga 
660 

gttttggaca gtctcaaaca 
720 

atcttgaatt ttctacgaac 
780 

ttgttatatg aagaggcaaa 
840 

tggaagcagg acagagaaac 
900 

gtggccccag acctcggaga 
960 

gtatttccag agatcggcga 
1020 

tcgacgcacg tcatcaggtt 
1080 ^ r % 

ctcgagaggt tgcagcaaag 
1140 

tcgtcccagt tcagcgaata 
1200 

tccgtcatcc ggataaagca 
1260 

ggaaaacaca cacaaccaat 
1320 

gcaaaccaag tcctggacgt 
1380 

cacctgtatt catatgggaa 
1440 

aaatatatat atatatgtca 
1500 

cagccgcagt tggtgctgtg 
1544 



atccagaatc ggaagacttt 
gcactatttc attgacagag 
atccaaactc ctcattcctg 
atattttcag cttcagccca 
tggtcgattt tcaaggccct 
aaggatcacg ctaagcggtg 
cgtgatgtgt aactctgtca 
tccactaaat ggctactgtc 
aggatttgaa atcgtgggct 
cgtccttcgg cgggaactga 
agagcctctg gactaaatgg 
aactcaaaca aaaaagggac 
aaaatcgaat aaaagacaca 
caattggaat agtgatatcc 
aaaggtagga aatgcaaaaa 
atagccatga aatatcctgg 



ttgatggtac agagcccatt 
atggacagat gttcagatat 
atgatttcaa ggactacact 
tgttgttgga gatggaaaga 
gtgagtgcct cgtcgtgcgt 
acaaatcctt gatagaagaa 
atgcaggctg gaatcacgac 
acctcaactc agtccaggtc 
cctgtggggg aggagtagac 
ggcggacgcc ccgtgtaccc 
acatatttct tatgcaaaaa 
atttatgtgc agttgggaca 
tttatatcca atagagacca 
tcaaggtgta aaaaatatat 
agaaaaaaaa aaaaaggtga 
gccc 



<210> 3132 

<211> 283 

<212> PRT 

<213> Homo sapiens 



<400> 3132 

Met Pro His Arg Lys Glu Arg Pro 

1 5 
Gly Ser Thr Gly Thr Ala Glu Gly 
20 

Thr Arg Ser Pro Val Ser Pro Leu 

35 40 
Ala Gin Leu Thr Lys Ser Asn Ala 

50 55 
His Met Tyr Thr Ser Ser Leu Ala 
65 70 
Arg lie Gly Arg Leu Phe Asp Gly 
85 

Leu Lys Gin His Tyr Phe lie Asp 
100 

lie Leu Asn Phe Leu Arg Thr Ser 



Ser Gly Ser Ser Leu His Thr His 

10 15 
Gly Asn Met Ser Arg Leu Ser Leu 
25 30 
Ala Ala Gin Gly lie Pro Leu Pro 
45 

Pro Val His He Asp Val Gly Gly 
60 

Thr Leu Thr Lys Tyr Pro Glu Ser 

75 80 
Thr Glu Pro He Val Leu Asp Ser 

90 95 
Arg Asp Gly Gin Met Phe Arg Tyr 
105 HO 
Lys Leu Leu He Pro Asp Asp Phe 
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115 

Lys Asp Tyr Thr 
130 

Pro Met Leu Leu 
145 

Arg Phe Ser Arg 

Leu Gly Glu Arg 
180 

Val Phe Pro Glu 
195 

Tip Asn His Asp 
210 

Cys His Leu Asn 
225 

Phe Glu He Val 

Ser Glu Tyr Val 
260 

Ser Val He Arg 
275 



120 

Leu Leu Tyr Glu 
135 

Glu Met Glu Arg 
150 

Pro Cys Glu Cys 
165 

He Thr Leu Ser 

He Gly Asp Val 
200 

Ser Thr His Val 
215 

Ser Val Gin Val 
230 

Gly Ser Cys Gly 
245 

Leu Arg Arg Glu 

He Lys Gin Glu 
280 



Glu Ala Lys Tyr 
140 

Trp Lys Gin Asp 
155 

Leu Val Val Arg 
170 

Gly Asp Lys Ser 
185 

Met Cys Asn Ser 

He Arg Phe Pro 
220 

Leu Glu Arg Leu 
235 

Gly Gly Val Asp 
250 

Leu Arg Arg Thr 
265 

Pro Leu Asp 



125 

Phe Gin Leu Gin 

Arg Glu Thr Gly 
160 

Val Ala Pro Asp 
175 

Leu He Glu Glu 
190 

Val Asn Ala Gly 
205 

Leu Asn Gly Tyr 

Gin Gin Arg Gly 
240 

Ser Ser Gin Phe 
255 

Pro Arg Val Pro 

270 



<210> 3133 
<211> 621 
<212> DNA 

<213> Homo sapiens 
<400> 3133 

ggatccttgg ggtgttgctt cgccagctgg 
60 

gagtttttct ctagcccgct aggctcgttc 
120 

gtctgatgcc tgccaagggc aagccaggcg 
180 

ggggtccagc catcgcacac agcaggcacg 
240 

gcagtcatgg ctccctgtga agctgcagct 
300 

gcaggcactg gggaacatgg tggcacctgg 
360 

ctaaagaggg tgtcacagcc ctggctcagg 
420 

tgcagctctt ctctccttct tctttccttg 
480 

tttcagcgct gtttgtgtta cacctctttt 
540 

tgtgctgcat ccaggaagaa tgagactgaa 
600 

atcctacgtg atgatttcat g 
621 

<210> 3134 
<211> 51 
<212> PRT 



aaacctctgt ggacagtggc gtctttgccc 
tgtccactcg gcctggcacg ctacgcctgg 
tggagcagcg agaggtgtgt gagtgagcat 
ctggctgcag tggggcaggc agctccacgc 
ggaccaggcg tactacaagc agcttccact 
aagcttggag acgctagaaa ccgcagagcc 
gagctcctag gtctgggctt cccgaagggc 
tcacctgcaa cgtggtgagc aagggacata 
agccccgccg ttcggcaggt cccgagttct 
gtgaaatcag aagaaggccc aggttggacg 
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<213> Homo sapiens 



<400> 3134 

Ala Arg Asp lie Phe Gin Arg Cys 

1 5 
Ala Val Arg Gin Val Pro Ser Ser 
20 

Thr Glu Val Lys Ser Glu Glu Gly 

35 40 
Asp Phe Met 
50 



Leu Cys Tyr Thr Ser Phe Ser Pro 

10 15 
Cys Ala Ala Ser Arg Lys Asn Glu 
25 30 
Pro Gly Trp Thr lie Leu Arg Asp 
45 



<210> 3135 

<211> 3166 

<212> DNA 

<213> Homo sapiens 



<400> 3135 
nncgtgtgtg 
60 

gtggacaagg 
120 

gaggaagcag 
180 

cccagcgaat 
240 

agcaaagatg 
300 

tctgtcatgc 

360 

gaatgtgttt 
420 

atacacctca 
480 

gaacagctgc 
540 

cagtggtgag 
600 

gctgccatgg 
660 

cagacggtga 
720 

aaccactaca 
780 

cacgtgcgcg 
840 

aagcgcaagg 
900 

agctgcgaag 
960 

aagcaccaga 
1020 

gaaccggccg 
1080 



gatttgagac 
agcagtggat 
agataaagac 
caaatagccc 
attcagatgg 
ctgggagcca 
tttgcaactt 
tcacccggat 
tggagcataa 
tttcagactc 
agtgccacct 
aagccaacca 
agtgcgacca 
tccacaccgg 
acaatctcaa 
agtgcctgtt 
gtggggactg 
gcccgggggc 



cgagctcaat 
gttttcgatc 
tcacattggc 
ctcttcatcc 
ctcccagaaa 
gccctcactg 
tgtctgcaag 
gtttgagtgt 
gaaatgccac 
ctctaggtgc 
caagacccac 
gctggagctg 
gtgcggctac 
gagcgggccc 
cctgcacaag 
caagaccaca 
ccccgaggag 
cccgctcctg 



gtccagtttg 
tgctgcactg 
accaagcaca 
tccctctcag 
aacaagggcg 
aacagtgagg 
acgaagaaca 
gatgtgtgcc 
actgtcccca 
ccattctgca 
taccagatgg 
gagacgcaca 
ctgtccaaga 
ttccactggg 
aagctgaagc 
caccctttcg 
gacaagaagg 
gtggtcggga 



tcagccacat 
cctgcgactt 
caggggaaga 
ctctgagtga 
ggaacaatct 
aaaagccaga 
tgtttgagcg 
acaagttcat 
ccggtgggct 
tttattccac 
agtacaagtg 
cccgggagca 
ccgccaacaa 
accagtgcag 
acgccccacg 
tcttcagccg 
gcctgtgtcc 
gctcccggaa 



gtcactccac 
cgtcaccatg 
caggaagacc 
ttcagccaac 
gctgggcatc 
gaaagggttc 
tcatctgcag 
gaagaccccc 
caactcagga 
caaccgcccc 
cccgatctgc 
ccgcctgggc 
gctcatcgag 
ctacagctgc 
ccagaccttc 
ccacgtcaag 
agcccccaag 
tctcctgtct 
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cccctgtcag ttatgtctgc 
1140 

ggcagcagct cagagcccaa 
1200 

cgctttgaca agtaccggaa 
1260 

cccaagaacc acttggatct 
1320 

atcccctcac ccaaacactc 
1380 

gtctgagggc agccatgttc 
1440 

aaaccacaaa acttaaacac 
1500 

cgatgggtct ggaacatgtg 
1560 

gtgtatacct attgcattga 
1620 

ctgcatactt ctaccttcag 
1680 

tctccgtact tttctctgaa 
1740 

atagcaatca gcacttgtaa 
1800 

cggtgtgtgg gcgtttgtgg 
1860 

tctattgcac attctttgta 
1920 

ggttgttcat ccacgacagt 
1980 

atggctacag agtggtaggg 
2040 

tgctgctgga gatttccgcc 
2100 

gaagaggcga ggaatcaagt 
2160 

atcacagaac ttaagtgtgt 
2220 

acacacacag tgcatcattt 
2280 

cagtggttac catttgtttg 
2340 

taaatccagc caaggagatt 
2400 

taaaaaaaag aaatggcagt 
2460 

atctgaaaaa aaaaaagtaa 
2520 

gactgtatgt ttgaagattt 
2580 

tgctgtttag tcctatggtt 
2640 

tcttctggct aatcgtggta 
2700 



ctcccaggct ctgcagaccg 
cctggcactc aaggctttgg 
ctcagatttt gcccatctca 
cacattccac cctccccgac 
cttcctggcc tatctcggac 
tgtaccaaaa acagagagac 
aaccccagca ggtgtatgtt 
tactgtatat ctttagtaag 
cccgaaagct gctttatcca 
aggcatgcct ccccagccac 
aggaatcttg tcttgttaaa 
gcttatatac tggtgcattt 
attctgaaag agaaagccgt 
ctggcttctt taacagcgat 
ctctccctgt gctccttcat 
cctggtgctt agtcgatgaa 
agagcgctgg agaccttgcg 
gactgatctg gaagaaatat 
tttgtgtgtg tgcccacacg 
tttaagggca gattatatat 
caggaaaaag aaatgtatgg 
aaaaggggtt tggataaatt 
tttgcacagt gctatggtct 
aataaaagga agaaaatgta 
agccacaacc tctttgacat 
cagtttatgc ccctgacaag 
tcctccatgt tattagtaat 



tggccctgtc ggcagcccac 
ccttcaacgg ctcccctttg 
ttcccttgac aatgttatac 
ctcagactgc gcctcccagc 
tgagagaaag agcagagact 
aaaagacaaa aaaaaaaaaa 
gctgcaaaac ctacagaccc 
gaatagaaaa ttggctctgt 
atcttcagag aggtgaccta 
ccactcccac tctcagccct 
ccctaaagag agtgtcctta 
ggttttctgt tgggtgaatg 
gtgtcgtgtg ccatgacatt 
gaacgttctt ttccctcctg 
cacctttccc tctctctttg 
ggaatggtag ccatctacag 
ctcagatctt ctctggtgat 
ctcgcagcac tgcagctaac 
tagacaaatg tgtacggtgc 
atatatgaga tgtattaatt 
gtgaaaaaat ttatggttga 
ctgggtataa atgctcagac 
tgcactagtt tttgtttctc 
ccttttttat ggaatgagta 
ataatgacgc aacaaaaagg 
tttccattgt gttttgccga 
tctgtattcc attttgttaa 
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cgcctggtag atgtaacctg ctaggaggct 
2760 

tgtggtcatt aaaatggcaa tttatgtgca 
2820 

gttggttgta aagctctttg ctaatcttaa 
2880 

gaaaaaaatc tttggctgaa tatgttcatt 
2940 

gtatgaaaca ggctgaaaga gcaggaagaa 
3000 

aatataaaag tttatatatt atttatctat 
3060 

cttactgtgt tgctgttttc catcatgtgt 
3120 

gtttcaccag gggaaaataa aagcatccct 
3166 



aactttatac ttatttaaaa gctcttattt 
gcactttatt gcagcaggaa gcaggtgtgg 
aaagtaatgg gtgatttaaa aagaaaaaag 
gcttgtattt ttaaaacaac agaatttcca 
atgttctttg tataataatg ggaagtttgg 
tggagaactg gtgtacagga ggaacatttt 
tatcctaaga gttggggttt tttaaaatct 
aatgttaaaa aaaaaa 



<210> 3136 

<211> 278 

<212> PRT 

<213> Homo sapiens 



<400> 3136 
Val Ser Asp Ser 
1 

Pro Ala Ala Met 
20 

Lys Cys Pro lie 
35 

Thr His Thr Arg 
50 

Cys Gly Tyr Leu 
65 

Val His Thr Gly 

Cys Lys Arg Lys 
100 

Pro Arg Gin Thr 
115 

Pro Phe Val Phe 
130 

Pro Glu Glu Asp 
145 

Gly Pro Gly Ala 

Ser Pro Leu Ser 
180 

Leu Ser Ala Ala 
195 

Ala Leu Ala Phe 
210 

Ser Asp Phe Ala 
225 

His Leu Asp Leu 



Ser Arg Cys Pro 
5 

Glu Cys His Leu 

Cys Gin Thr Val 
40 

Glu His. Arg Leu 
55 

Ser Lys Thr Ala 
70 

Ser Gly Pro Phe 
85 

Asp Asn Leu Asn 

Phe Ser Cys Glu 
120 

Ser Arg His Val 
135 

Lys Lys Gly Leu 
150 

Pro Leu Leu Val 
165 

Val Met Ser Ala 

His Gly Ser Ser 
200 

Asn Gly Ser Pro 
215 

His Leu lie Pro 
230 

Thr Phe His Pro 



Phe Cys lie Tyr 
10 

Lys Thr His Tyr 
25 

Lys Ala Asn Gin 

Gly Asn His Tyr 
60 

Asn Lys Leu lie 
75 

His Trp Asp Gin 
90 

Leu His Lys Lys 
105 

Glu Cys Leu Phe 

Lys Lys His Gin 
140 

Cys Pro Ala Pro 
155 

Val Gly Ser Ser 
170 

Ser Gin Ala Leu 
185 

Ser Glu Pro Asn 

Leu Arg Phe Asp 
220 

Leu Thr Met Leu 
235 

Pro Arg Pro Gin 



Ser Thr Asn Arg 
15 

Gin Met Glu Tyr 
30 

Leu Glu Leu Glu 
45 

Lys Cys Asp Gin 

Glu His Val Arg 
80 

Cys Ser Tyr Ser 
95 

Leu Lys His Ala 
110 

Lys Thr Thr His 
125 

Ser Gly Asp Cys 

Lys Glu Pro Ala 
160 

Arg Asn Leu Leu 
175 

Gin Thr Val Ala 
190 

Leu Ala Leu Lys 
205 

Lys Tyr Arg Asn 

Tyr Pro Lys Asn 
240 

Thr Ala Pro Pro 
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245 

Ser lie Pro Ser Pro 1/ 
260 

Glu Arg Ala Glu Thr V, 
275 

<210> 3137 

<211> 5773 

<212> DNA 

<213> Homo sapiens 

<400> 3137 

ntgtacaatt tcagtggtta 
60 

cctaagaggt gtagtacagc 
120 

gctgatagtt caccttcaaa 
180 

cagcctgacc ctgctcttac 
240 

agttcagggt ttgtggggct 
300 

cagcagctgt atatgcaacc 
360 

gacaatccag atgatagcgt 
420 

agcaagctgc agtactatgt 
480 

gaactttatg tgagagaaca 
540 

atggatgaat acctcaagaa 
600 

atctactctg atcagaagat 
660 

ttcatggctc tcaatctagg 
720 

tttgttagag gagaagttct 
780 

aagagaataa cagtgaaaag 
840 

ctaatgagat ttgggtttga 
900 

aggtttccct ggatgctaaa 
960 

tcttcttctg aagttgggga 
1020 

cgaaaaaagg ttgccctcac 
1080 

caggcacacg caggccacta 
1140 

aagtggtata aatttaatga 
1200 

gagtatgaat gctttggagg 
1260 



250 

His Ser Phe Leu Ala 
265 



ttgaaatgga caaggcataa 
gaatagccga ttggcagcct 
tcttcaaatt attataaaag 
caaggagttt gattaccttc 
gagaaatggt ggtgcaactt 
tgggctccct gagtcattac 
gttttaccaa gtgcagtctc 
acctgagaat ttttggaaga 
gcaggatgca tatgaattct 
aatggggaga gaccaaattt 
ctgtaaagac tgtcctcaca 
agtgacttct tgtcagagtt 
agaaggaagt aatgcgtact 
gacctgtatt aaatctttac 
ctgggaaagc ggacgctcca 
catggagcct tacacagttt 
aaatgggcga agtgtggatc 
agaaaactat gaacttgtcg 
ctattccttc attaaggaca 
cacagttata gaagaatttg 
agaatataga ccaaaagttt 



255 

Tyr Leu Gly Leu Arg 
270 



taagcagtat tttgtggaat 
atgaagtcct tgtgatgttg 
aactgctttc tatgcatcac 
ccccagtgga tagcaggtcc 
gttatatgaa tgcagtcttc 
tttcagtgga tgatgacaca 
tctttggaca tttaatggaa 
ttttcaagat gtggaataaa 
ttactagtct cattgatcag 
ttaagaatac atttcagggc 
gatatgagcg tgaagaagct 
tggaaatttc tttggaccaa 
actgtgaaaa gtgtaaagaa 
ctagcgtctt ggtaattcac 
ttaaatatga tgaacaaata 
caggaatggc tcgccaagat 
agggcggtgg aggatcccca 
gtgtcatcgt acacagtggg 
ggcgagggtg tggaaaagga 
acctaaatga cgagaccctg 
atgatcaaac aaacccatac 
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actgatgtgc gccgaagata 
1320 

cagaactccc cagtattacc 
1380 

gatctctctc tgtcagctcc 
1440 

cataggccga acaatgaccg 
1500 

aaaggactgt ttgtggagaa 
1560 

ctcaagttta tgaagaatag 
1620 

ttagcttcat tgaatgctac 
1680 

agcttacagc ttgctattca 
1740 

agggttgata ctgaagaaeg 
1800 

gcttgtcagt ggttagttga 
1860 

ttcttactgg agtgcaatgt 
1920 

accctagaca gtgccttgtt 
1980 

gtactacttg ctctgttgga 
2040 

tttttcctgt tcaacacttt 
2100 

aggcattcag ctctgcggca 
2160 

cagatacgtc gatggagttc 
2220 

gcgttacttg ttttgcattc 
2280 

aagcaacgac cacccattag 
2340 

gtagaagcct tgttgttcat 
2400 

ttgcgggagc tgacaggctc 
2460 

tgtaatgagc atttttcctt 
2520 

ccacctcatg agttaaagaa 
2580 

cctatacaag cagagcgagt 
2640 

atgcaccaca gtaatcatgt 
2700 

actcttgctc aaaagtgtcc 
2760 

agctgggctg tgcagtggct 
2820 

aatgtctcta atgaaacatc 
2880 



ctggaatgcc tatatgcttt 
aaagaaaagt cgagtcagcg 
atcttcacca gaaatttcac 
gctgtctatt cttaccaagc 
aatgcctgct cgaatatacc 
agatgtatac agtagtgatt 
taaattaaag catccatatt 
attccttttt caaacttatc 
gattgctacc attgaagcat 
atattttatt agttctgaag 
gagagaagta cgagttgctg 
ttatcaggat aagttaaaaa 
caaagacgtc ccagaaaatt 
tgtacaaaag caaggaatta 
catgatcagc ttcctcctag 
agcacaagca cgagaatttg 
agatgtctca tcccaaagga 
cattgctccc tcaagccctc 
gtctgaaggg aaaccttacc 
gctcttggca ctcattgaga 
cacaatgctg catttcatta 
tacgttccaa ctacttcatg 
taaatttgtg tttgagacag 
ggacagtagt cgctgctacc 
tgcagctaag gagtacttca 
acagaagaag atgtcagaac 
aactggaaaa acctttcagc 



tctaccaaag ggtgtctgat 
ttgtacggca ggaagctgag 
ctcagtcatc ccctcggccc 
tggttaaaaa aggcgagaag 
agatggtgag agatgagaac 
atttcagttt tgttttgtct 
atccttgcat ggcaaaggtg 
tacggacaaa gaagaaactc 
tgctttcaaa aagttttgat 
gacgagaatt gataaagatt 
tggccaccat tctggagaaa 
gccttcatca gttactggag 
gtaaaaactg tgctcagtac 
gggctggaga tcttcttctg 
gggccagtcg gcaaaacaat 
ggaatcttca caatacagtg 
atgttgctcc tggcatattt 
tgttgcccct ccatgaggag 
tgttagaggt aatgtttgct 
tggtagtgta ctgctgtttc 
agaaccaact agaaacggct 
aaatattggt tattgaagat 
aaaatggatt actagctttg 
agtgtgtcaa atttcttgtc 
aggagaattc ccaccactgg 
attactggac accacagagt 
gaaccatttc agctcaggac 
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gcgttagcgt atgccacagc tttgttgaat 
2940 

tcggagagta gtcctgccaa tgagaacgga 
3000 

cccatgatga ttggtgagtt gagaagtgac 
3060 

cccagcctga gaggagtcaa gacacaatac 
3120 

tctcgaaccc tttggaagag cctggagatt 
3180 

atcgtgtatt tctcaaggaa agcattttta 
3240 

agtgggagaa ctccggcatg tggatcagct 
3300 

acatttctgt ggagattttc ggaaatagag 
3360 

tacaagagtg agcataaagc tgttgctttc 
3420 

tttttatatt ttaagaaaaa gcaagctgct 
3480 

tgcagtaata ttaaacagga atatccaatt 
3540 

ttttcattgt aaaatagtaa ttaagtcaat 
3600 

cctatttgta tagaatttca gatgggtcta 
3660 

tgatgaaagg ttaccaggat caggatcaaa 
3720 

ttttctgata taattagatt gaaaagagca 
3780 

cagggtgcat tatttgacat caattactta 
3840 

tttaaaaaca gcaaaataaa agcactttaa 
3900 

aattatcttt ttaatgcttg gagacatatt 
3960 

tgcaatcgtt tgcttttgct taaaacataa 
4020 

gaagttaact atttgagttg gtacacactg 
4080 

agaaggaatt tgagaatttg tttctcctca 
4140 

aaggtttaag atttattttc ccagaaataa 
4200 

gtcgtatttc caaagtatag caccattcac 
4260 

ggggagaggt ttacacccac atatttcata 
4320 

ctcacatttt cggccctgtt ttgcctttag 
4380 

atgcacagaa ctagggagcc ttaggaagtg 
4440 

acagaggcgc agccagccct gaagtgcctg 
4500 



gaaaaagagc aatcaggaag cagtaatggg 
gacaggcatc tacagcaggg ttcagaatct 
cttgatgatg ttgatcccta gaggaacatg 
tggatgctca gcaccttctt ggaatcagaa 
ggactgggaa agctgctgtg acttgggcgg 
agccactaga aggtttggga gctgtttggc 
gtcccgggag cgtggtctat atgtggattc 
ccagtggcag acttttttgt tacacgaaca 
tctacgatgc tacaaaagaa attcctttgg 
tttagatatg tgggggcaaa tttttaatct 
taaaatgatg taaagatgta ataaaattcc 
ttacacagac ctttgtattt aatatgtctc 
gatgagaacc ctatgcataa gcttggatct 
aattgggaaa tactaagctc ttgaagatat 
attttgaaaa tgctgtgttc tccagaagta 
aagaagttat gagttgttcc ccaaacagat 
gatataattt tactgagttt aacttcacag 
gaataaactg tagtcttaaa tcatgtgatc 
ttactgaaac ccttggtatt ggttgtatat 
cttgtgagtt tcatagttat tgtaatgcag 
acatgactaa ttaacactga aaagtcagtc 
atataaagca attgaataac catccattta 
tcatttatac cagctccctt ttatggtgtg 
tatattttgt acattttgta ttttgaattg 
ttacaggtcc tgccttattt tcatctcacc 
ccaggttttc actgtcagat ttgccaagtc 
tctggctgct gtggcattgt gtgggcatgt 
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ggccaggcag atggcatctc attactgtgc 
4560 

ggcagtgagg gtttctgtgc tgtcagactt 
4620 

gcagtggcct ttgtcaaaca cactgagaag 
4680 

gtacccttag agaaacggac agaggcgagt 
4740 

cagtttgaaa tgtgatgttc taccattggt 
4800 

gtttccccta ccctattctc accttctctc 
4860 

gacatgacct tgaaatgctg gcgatgatcc 
4920 

tctcaggagc ccaaaatcag gagtgaaatt 
4980 

ggaaacaacg ccttccgcac ccctagcacc 
5040 

tcgtccaccg tgtatattat acgcttcaga 
5100 

catcgttttc actttgctgg taaccacttg 
5160 

tgatgacttt ttttaatgta gtacaacagt 
5220 

ttgtcatttt tactgccaat tttttggatg 
5280 

ctgcaaacag agcaggaatt gcacaattaa 
5340 

aagctccctt agtgaggccg atcttaagat 
5400 

gaaagaaaac aagcatccca gcgggcatct 
5460 

gtcactgaca actacagtca gttttaggaa 
5520 

tcctgcccca ccttccctgc taacatcgag 
5580 

aagcagactg gaattttcct ctgctacctc 
5640 

aaaaggaagt agatacacta gggaagaacc 
5700 

agttcttagc ttctaagagt ataaaataaa 
5760 

aaaaaaaaaa aaa 
5773 

<210> 3138 

<211> 977 

<212> PRT 

<213> Homo sapiens 



tctcgccatg gcccagtctt ttcattctct 
cattgttatt ctgtgacttg ctggaggttg 
atggaagggc cagcacttaa gagcagaact 
ggcaaacttc agacggttcc aatggtcttg 
tttgagtacg tgaatacttc ctgtcctact 
cgcccacatc ctcaccaaga gattgtgtgg 
acactgggat atcatcgctg gcgactgcac 
gccacttcta gtcagcccct tatttcctat 
tgccgtcctc actgtaaagc ttcatcagga 
tcatgttgct tatattgttg ctgcaatgac 
attgctgaca gctacagtca atgaacctgc 
gacagttatg acaggcttac cttggaagag 
aagatgtttt tataaacctt tcaaaatggt 
ctcaactcaa taatgctgtg tgttctcaag 
ggccgattct gcccgttgaa ggcatcctgg 
caccacgact tctcctggag tcctcacacg 
ctagagtgcc gtatcatcag acttaccctg 
gtgtgtgcag ttaccttctg agcttggaac 
ttgtgtataa aatcttgttt ataaaatttc 
ttaattctaa atttggttca tgtgtggcaa 
tttttcaaaa acaaaaaaaa accaaaaaaa 



<400> 3138 

Leu Ala Asp Ser Ser Pro Ser Asn Leu Gin lie lie lie Lys Glu Leu 

15 10 15 

Leu Ser Met His His Gin Pro Asp Pro Ala Leu Thr Lys Glu Phe Asp 
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20 

Tyr Leu Pro Pro 
35 

Arg Asn Gly Gly 
50 

Tyr Met Gin Pro 
65 

Thr Asp Asn Pro 

Gly His Leu Met 
100 

Trp Lys lie Phe 
115 

Gin Asp Ala Tyr 
130 

Tyr Leu Lys Lys 
145 

Gly lie Tyr Ser 

Glu Arg Glu Glu 
180 

Gin Ser Leu Glu 
195 

Glu Gly Ser Asn 
210 

Thr Val Lys Arg 
225 

His Leu Met Arg 

Tyr Asp Glu Gin 
260 

Thr Val Ser Gly 
275 

Asn Gly Arg Ser 
290 

Val Ala Leu Thr 
305 

Gly Gin Ala His 

Gly Cys Gly Lys 
340 

Glu Phe Asp Leu 
355 

Glu Tyr Arg Pro 
370 

Arg Arg Arg Tyr 
385 

Asp Gin Asn Ser 

Arg Gin Glu Ala 
420 

lie Ser Pro Gin 
435 

Leu Ser lie Leu 



Val Asp Ser Arg 
40 

Ala Thr Cys Tyr 
55 

Gly Leu Pro Glu 
70 

Asp Asp Ser Val 
85 

Glu Ser Lys Leu 

Lys Met Trp Asn 
120 

Glu Phe Phe Thr 
135 

Met Gly Arg Asp 
150 

Asp Gin Lys lie 
165 

Ala Phe Met Ala 

lie Ser Leu Asp 
200 

Ala Tyr Tyr Cys 
215 

Thr Cys lie Lys 
230 

Phe Gly Phe Asp 
245 

lie Arg Phe Pro 

Met Ala Arg Gin 
280 

Val Asp Gin Gly 
295 

Glu Asn Tyr Glu 
310 

Ala Gly His Tyr 
325 

Gly Lys Trp Tyr 

Asn Asp Glu Thr 
360 

Lys Val Tyr Asp 
375 

Trp Asn Ala Tyr 
390 

Pro Val Leu Pro 
405 

Glu Asp Leu Ser 

Ser Ser Pro Arg 
440 

Thr Lys Leu Val 



25 

Ser Ser Ser Gly 

Met Asn Ala Val 
60 

Ser Leu Leu Ser 
75 

Phe Tyr Gin Val 
90 

Gin Tyr Tyr Val 
105 

Lys Glu Leu Tyr 

Ser Leu lie Asp 
140 

Gin lie Phe Lys 
155 

Cys Lys Asp Cys 
170 

Leu Asn Leu Gly 
185 

Gin Phe Val Arg 

Glu Lys Cys Lys 
220 

Ser Leu Pro Ser 
235 

Trp Glu Ser Gly 

250 - 
Trp Met Leu Asn 
265 

Asp Ser Ser Ser 

Gly Gly Gly Ser 
300 

Leu Val Gly Val 
315 

Tyr Ser Phe lie 
330 

Lys Phe Asn Asp 
345 

Leu Glu Tyr Glu 

Gin Thr Asn Pro 
380 

Met Leu Phe Tyr 
395 

Lys Lys Ser Arg 
410 

Leu Ser Ala Pro 
425 

Pro His Arg Pro 
Lys Lys Gly Glu 
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30 

Phe val Gly Leu 
45 

Phe Gin Gin Leu 

Val Asp Asp Asp 
80 

Gin Ser Leu Phe 
95 

Pro Glu Asn Phe 
110 

Val Arg Glu Gin 
125 

Gin Met Asp Glu 

Asn Thr Phe Gin 
160 

Pro His Arg Tyr 
175 

Val Thr Ser Cys 
190 

Gly Glu Val Leu 
205 

Glu Lys Arg lie 

Val Leu Val He 
240 

Arg Ser He Lys 
255 

Met Glu Pro Tyr 
270 

Glu Val Gly Glu 
285 

Pro Arg Lys Lys 

He Val His Ser 
320 

Lys Asp Arg Arg 
335 

Thr Val He Glu 
350 

Cys Phe Gly Gly 
365 

Tyr Thr Asp Val 

Gin Arg Val Ser 
400 

Val Ser Val Val 
415 

Ser Ser Pro Glu 
430 

Asn Asn Asp Arg 
445 

Lys Lys Gly Leu 



WO 00/58473 



PCT/US00/08621 



450 455 460 

Phe Val Glu Lys Met Pro Ala Arg lie Tyr Gin Met Val Arg Asp Glu 
465 470 475 480 

Asn Leu Lys Phe Met Lys Asn Arg Asp Val Tyr Ser Ser Asp Tyr Phe 

485 490 495 

Ser Phe Val Leu Ser Leu Ala Ser Leu Asn Ala Thr Lys Leu Lys His 

500 505 510 

Pro Tyr Tyr Pro Cys Met Ala Lys Val Ser Leu Gin Leu Ala lie Gin 

515 520 525 

Phe Leu Phe Gin Thr Tyr Leu Arg Thr Lys Lys Lys Leu Arg Val Asp 

530 535 540 

Thr Glu Glu Trp lie Ala Thr lie Glu Ala Leu Leu Ser Lys Ser Phe 
545 550 555 560 

Asp Ala Cys Gin Trp Leu Val Glu Tyr Phe lie Ser Ser Glu Gly Arg 
565 570 575 

Glu Leu lie Lys lie Phe Leu Leu Glu Cys Asn Val Arg Glu Val Arg 

580 585 590 

Val Ala Val Ala Thr lie Leu Glu Lys Thr Leu Asp Ser Ala Leu Phe 

595 600 605 

Tyr Gin Asp Lys Leu Lys Ser Leu His Gin Leu Leu Glu Val Leu Leu 

610 615 620 

Ala Leu Leu Asp Lys Asp Val Pro Glu Asn Cys Lys Asn Cys Ala Gin 
625 630 635 640 

Tyr Phe Phe Leu Phe Asn Thr Phe Val Gin Lys Gin Gly lie Arg Ala 

645 650 655 

Gly Asp Leu Leu Leu Arg His Ser Ala Leu Arg His Met lie Ser Phe 

660 665 670 

Leu Leu Gly Ala Ser Arg Gin Asn Asn Gin lie Arg Arg Trp Ser Ser 

675 680 685 

Ala Gin Ala Arg Glu Phe Gly Asn Leu His Asn Thr Val Ala Leu Leu 

690 695 700 

Val Leu His Ser Asp Val Ser Ser Gin Arg Asn Val Ala Pro Gly lie 
705 710 715 720 

Phe Lys Gin Arg Pro Pro lie Ser lie Ala Pro Ser Ser Pro Leu Leu 

725 730 735 

Pro Leu His Glu Glu Val Glu Ala Leu Leu Phe Met Ser Glu Gly Lys 

740 745 750 

Pro Tyr Leu Leu Glu Val Met Phe Ala Leu Arg Glu Leu Thr Gly Ser 

755 760 765 

Leu Leu Ala Leu lie Glu Met Val Val Tyr Cys Cys Phe Cys Asn Glu 

770 775 780 

His Phe Ser Phe Thr Met Leu His Phe lie Lys Asn Gin Leu Glu Thr 
785 790 795 800 

Ala Pro Pro His Glu Leu Lys Asn Thr Phe Gin Leu Leu His Glu lie 

805 810 815 

Leu Val He Glu Asp Pro He Gin Ala Glu Arg Val Lys Phe Val Phe 

820 825 830 

Glu Thr Glu Asn Gly Leu Leu Ala Leu Met His His Ser Asn His Val 

835 840 845 

Asp Ser Ser Arg Cys Tyr Gin Cys Val Lys Phe Leu Val Thr Leu Ala 

850 855 860 

Gin Lys Cys Pro Ala Ala Lys Glu Tyr Phe Lys Glu Asn Ser His His 
865 870 875 880 

Trp Ser Trp Ala Val Gin Trp Leu Gin Lys Lys Met Ser Glu His Tyr 
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885 890 895 

Trp Thr Pro Gin Ser Asn Val Ser Asn Glu Thr Ser Thr Gly Lys Thr 

900 905 910 

Phe Gin Arg Thr He Ser Ala Gin Asp Ala Leu Ala Tyr Ala Thr Ala 

915 920 925 

Leu Leu Asn Glu Lys Glu Gin Ser Gly Ser Ser Asn Gly Ser Glu Ser 

930 935 940 

Ser Pro Ala Asn Glu Asn Gly Asp Arg His Leu Gin Gin Gly Ser Glu 
945 950 955 960 

Ser Pro Met Met He Gly Glu Leu Arg Ser Asp Leu Asp Asp Val Asp 
965 970 975 

Pro 



<210> 3139 
<211> 503 
<212> DNA 

<213> Homo sapiens 
<400> 3139 

nggatcctct gtttaggact gacggttgct gtggactctt atttttggcg gcagctcact 
60 

tggccggaag gaaaggtgct ttggtacaac actgtcctga acaaaagctc caactggggg 
120 

acctccccgc tgctatggta cttctactca gccctgcccc gcggcctggg ctgcagcctg 
180 

ctcttcatcc ccttgggctt ggtagacaga aggacgcacg cgccgacggt gctggcactg 
240 

ggcttcatgg cactctactc cctcctgcca cacaaggagc tacgcttcat catctatgcc 
300 

ttccccatgc tcaacatcac ggctgccaga ggctgctcct acctgtgagt gctctttttg 
360 

tgacatgcat ttttatagtt tcattggaaa caggttcact gatttactgt tggggggatg 
420 

tatgtgtgtg tttaattttt gaaacagggt cttgctctgt cgcccagctg gagtggggct 
480 

tactgcaccc ctcaactcct agg 
503 

<210> 3140 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 3140 

Xaa He Leu Cys Leu Gly Leu Thr Val Ala 

15 10 
Arg Gin Leu Thr Trp Pro Glu Gly Lys Val 

20 25 
Leu Asn Lys Ser Ser Asn Trp Gly Thr Ser 

35 40 
Tyr Ser Ala Leu Pro Arg Gly Leu Gly Cys 

50 55 
Leu Gly Leu Val Asp Arg Arg Thr His Ala 



Val Asp 

Leu Trp 

Pro Leu 

Ser Leu 

60 
Pro Thr 



Ser Tyr 

Tyr Asn 

30 
Leu Trp 
45 

Leu Phe 
Val Leu 



Phe Trp 
15 

Thr Val 
Tyr Phe 
He Pro 
Ala Leu 
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65 70 75 80 

Gly Phe Met Ala Leu Tyr Ser Leu Leu Pro His Lys Glu Leu Arg Phe 

85 90 95 

lie lie Tyr Ala Phe Pro Met Leu Asn lie Thr Ala Ala Arg Gly Cys 
100 105 110 

Ser Tyr Leu 
115 

<210> 3141 
<211> 1815 
<212> DNA 

<213> Homo sapiens 
<400> 3141 

nnattcttgg atgacatccc tcagcatgtc tgagcgactg ctgagggaga aaatgatgcc 

caggttggcg tccccgcfcfcc accggccagg agaggcctgc gctgcacacg cgcagaccga 
120 

gcatccgcgt caagaggcga agagagcgcg cgctccccac gtcctgcgct cctggctgcc 
180 

gggcattcgt ctcagccgtg actctcgcca ggccggggct ggcgcgccca cgtctgaaga 
240 

gcgatgcccc gggagatcat caccctgcag ctgggccagt gcggcaacca gattgggttc 
300 

gagttctgga aacagctgtg cgccgagcat ggtatcagcc ccgagggcat cgtggaggag 
360 

ttcgccaccg agggcactga ccgcaaggac gtctttttct accaggcaga cgatgagcac 
420 

tacatccccc gggccgtgct gctggacttg gaaccccggg tgatccactc catcctcaac 
480 

tccccctatg ccaagctcta caacccagag aacatctacc tgtcggaaca tggaggagga 
540 

gctggcaaca actgggccag cggattctcc cagggtgaga aaattcatga ggacattttt 
600 

gacatcatag accgggaggc agatggtagt gacagtctag agggctttgt gctgtgtcac 
660 

tccattgctg gggggacagg ctctggactg ggttcctacc tcttagaacg gctgaatgac 
720 

aggtatccta agaagctggt gcagacatac tcagtgtttc ccaaccagga cgagatgagc 
780 

gatgtggtgg tccagcctta caattcactc ctcacactca agaggctgac gcagaatgca 
840 

gactgtgtgg tggtgctgga caacacagcc ctgaaccgga ttgccacaga ccgcctgcac 
900 

atccagaacc catccttctc ccagatcaac cagctggtgt ctaccatcat gtcagccagc 
960 

accaccaccc tgcgctaccc tggctacatg aacaatgacc tcatcggcct catcgcctcg 
1020 

ctcattccca ccccacggct ccacttcctc atgaccggct acaccccgct cactacagac 
1080 

cagtcagtgg ccagcgtgag gaagaccacg gtcctggatg tcatgaggcg gctgctgcag 
1140 

cccaagaacg tgatggtgtc cacaggccga gaccgccaga ccaaccactg ctacatcgcc 
1200 
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atcctcaaca tcatccaggg agaggtggac 
1260 

atccgggaac gcaagttggc caacttcatc 
1320 

ctgtcgagga agtctcccta cctgccctcg 
1380 

aaccacacca gcatctcctc gctcttcgag 
1440 

aagcgggagg ccttcctgga gcagttccgc 
1500 

gagatggaca catccaggga gattgtgcag 
1560 

cggccagact acatctcctg gggcacccag 
1620 

catctgcctt actggttggc ccaagccctg 
1680 

cagggacctc acgcatctct ttctcatata 
1740 

ttacttctcc tcttatgaga ctatttatct 
1800 

aaaaaaaaaa aaaaa 
1815 



cccacccagg tccacaagag cttgcagagg 
ccgtggggcc ccgccagcat ccaggtggcc 
gcccaccggg tcagcgggct catgatggcc 
agaacctgtc gccagtatga caagctgcgt 
aaggaggaca tgttcaagga caactttgat 
cagctcatcg atgagtacca tgcggccaca 
gagcagtgag tcccccagga cagggaccct 
cctgactgac caccccctca gagcacagat 
catggactct ctgttggcct gcaaacacat 
ttaataaagc actggatata aaaaaaaaaa 



<210> 3142 

<211> 451 

<212> PRT 

<213> Homo sapiens 



<400> 3142 

Met Pro Arg Glu lie lie Thr Leu Gin Leu Gly Gin Cys Gly Asn Gin 

15 10 15 

He Gly Phe Glu Phe Trp Lys Gin Leu Cys Ala Glu His Gly lie Ser 

20 25 30 

Pro Glu Gly He Val Glu Glu Phe Ala Thr Glu Gly Thr Asp Arg Lys 

35 40 45 

Asp Val Phe Phe Tyr Gin Ala Asp Asp Glu His Tyr He Pro Arg Ala 

50 55 60 

Val Leu Leu Asp Leu Glu Pro Arg Val He His Ser He Leu Asn Ser 
65 70 75 80 

Pro Tyr Ala Lys Leu Tyr Asn Pro Glu Asn He Tyr Leu Ser Glu His 

85 90 95 

Gly Gly Gly Ala Gly Asn Asn Trp Ala Ser Gly Phe Ser Gin Gly Glu 

100 105 110 

Lys He His Glu Asp lie Phe Asp He He Asp Arg Glu Ala Asp Gly 

115 120 125 

Ser Asp Ser Leu Glu Gly Phe Val Leu Cys His Ser He Ala Gly Gly 

130 135 140 

Thr Gly Ser Gly Leu Gly Ser Tyr Leu Leu Glu Arg Leu Asn Asp Arg 
145 150 155 160 

Tyr Pro Lys Lys Leu Val Gin Thr Tyr Ser Val Phe Pro Asn Gin Asp 

165 170 175 

Glu Met Ser Asp Val Val Val Gin Pro Tyr Asn Ser Leu Leu Thr Leu 

180 185 190 

Lys Arg Leu Thr Gin Asn Ala Asp Cys Val Val Val Leu Asp Asn Thr 
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195 200 205 

Ala Leu Asn Arg lie Ala Thr Asp Arg Leu His He Gin Asn Pro Ser 

210 215 220 

Phe Ser Gin He Asn Gin Leu Val Ser Thr lie Met Ser Ala Ser Thr 
225 230 235 240 

Thr Thr Leu Arg Tyr Pro Gly Tyr Met Asn Asn Asp Leu He Gly Leu 

245 250 255 

He Ala Ser Leu lie Pro Thr Pro Arg Leu His Phe Leu Met Thr Gly 

260 265 270 

Tyr Thr Pro Leu Thr Thr Asp Gin Ser Val Ala Ser Val Arg Lys Thr 

275 280 285 

Thr Val Leu Asp Val Met Arg Arg Leu Leu Gin Pro Lys Asn Val Met 

290 295 300 

Val Ser Thr Gly Arg Asp Arg Gin Thr Asn His Cys Tyr He Ala He 
305 310 315 320 

Leu Asn He He Gin Gly Glu Val Asp Pro Thr Gin Val His Lys Ser 

325 330 335 

Leu Gin Arg He Arg Glu Arg Lys Leu Ala Asn Phe He Pro Trp Gly 

340 345 350 

Pro Ala Ser He Gin Val Ala Leu Ser Arg Lys Ser Pro Tyr Leu Pro 

355 360 365 

Ser Ala His Arg Val Ser Gly Leu Met Met Ala Asn His Thr Ser He 

370 375 380 

Ser Ser Leu Phe Glu Arg Thr Cys Arg Gin Tyr Asp Lys Leu Arg Lys 
385 390 395 400 

Arg Glu Ala Phe Leu Glu Gin Phe Arg Lys Glu Asp Met Phe Lys Asp 

405 410 415 

Asn Phe Asp Glu Met Asp Thr Ser Arg Glu He Val Gin Gin Leu He 

420 425 430 

Asp Glu Tyr His Ala Ala Thr Arg Pro Asp Tyr He Ser Trp Gly Thr 

435 440 445 

Gin Glu Gin 
450 

<210> 3143 
<211> 356 
<212> DNA 

<213> Homo sapiens 
<400> 3143 

gctagctacc aaaaagggca ggagaaggaa gagcaacgtc tcagtgtcag gagggggccc 
60 

ggagacagac cctctgcggt ggagtctggg agtggtgtgg ttgctgcttg ggctgggctg 
120 

caggcctgag ctcctggctg gtgggaaggg gaggctgctg gtccacagtg tgggggtgct 
180 

tcacggttaa ccaagccatc ccccatgctg ggcgtgaggc actagcggaa ttgagagcct 
240 

cagaaaccca ggtgctgctg tgtgaggctg tcgcagccac gaagatgacc atgactgcaa 
300 

gggctgtgag gggccccctg agcgtccagc agcactaaca gataggaacc acgcgt 
356 



<210> 3144 
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<211> 81 
<212> PRT 

<213> Homo sapiens 
<400> 3144 

Met Val He Phe Val Ala Ala Thr 

1 5 
Ser Glu Ala Leu Asn Ser Ala Ser 
20 

Ala Trp Leu Thr Val Lys His Pro 

35 40 
Leu Pro Thr Ser Gin Glu Leu Arg 

50 55 
Pro His His Ser Gin Thr Pro Pro 
65 70 
Ser 



Ala Ser His Ser Ser Thr Trp Val 

10 15 
Ala Ser Arg Pro Ala Trp Gly Met 
25 30 
His Thr Val Asp Gin Gin Pro Pro 
45 

Pro Ala Ala Gin Pro Lys Gin Gin 
60 

Gin Arg Val Cys Leu Arg Ala Pro 
75 80 



<210> 3145 
<211> 436 
<212> DNA 

<213> Homo sapiens 
<400> 3145 

taaaagcccg gagccgctca gctatggaga agctgcgctc caaaactcca ctcggcctcc 
60 

atccgaagag cccgattacc agctgctcgg gagggccaag caggaccggg ggaggccaaa 
120 

ctccgaggag cccgctccac ctgccctcag gagggtgttt aaaacggagg ttgccaccgt 
180 

ttacgcacct gccctcagtg ccagggcccc cgagcctggt ttgtcagact ctgcagccgc 
240 

cagccagtgg tcactctgcc cggcagatga cgagcggagg agagccacac atctcaacgg 
300 

gctccaggcg ccctcggaaa ctgccctggc ctgctcaccc ccgatgcagt gcctgtcccc 
360 

cgaatgtagt gagcagccgt cgcagactca caccccgccg gggctgggga accagctaag 
420 

tcccacagcg gttgct 
436 

<210> 3146 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 3146 

Met Glu Lys Leu Arg Ser Lys Thr Pro Leu Gly Leu His Pro Lys Ser 

15 10 15 

Pro He Thr Ser Cys Ser Gly Gly Pro Ser Arg Thr Gly Gly Gly Gin 

20 25 30 

Thr Pro Arg Ser Pro Leu His Leu Pro Ser Gly Gly Cys Leu Lys Arg 

35 40 45 

Arg Leu Pro Pro Phe Thr His Leu Pro Ser Val Pro Gly Pro Pro Ser 
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50 

Leu Val Cys Gin 
65 

Gin Met Thr Ser 

Pro Arg Lys Leu 
100 

Pro Asn Val Val 
115 

Gly Thr Ser 
130 



55 

Thr Leu Gin Pro 
70 

Gly Gly Glu Pro 
85 

Pro Trp Pro Ala 

Ser Ser Arg Arg 
120 



60 

Pro Ala Ser Gly 
75 

His lie Ser Thr 
90 

His Pro Arg Cys 
105 

Arg Leu Thr Pro 



His Ser Ala Arg 
80 

Gly Ser Arg Arg 
95 

Ser Ala Cys Pro 
110 

Arg Arg Gly Trp 
125 



<210> 3147 

<211> 3106 

<212> DNA 

<213> Homo sapiens 



<400> 3147 
cacaccggct 
60 

cacggggcgt 
120 

gccgagcgcg 
180 

cgcaccgaca 
240 

cagcacccgg 
300 

ttccgcgcct 
360 

ggtgaactgg 
420 

gacttccggg 
480 

ttcttcctcc 
540 

ttttactttg 
600 

caggcccaag 
660 

aagtggaacc 
720 

tggtggaatc 
780 

gatgtgaaca 
840 

aagaagctga 
900 

ccgctgctca 
960 

aactgggtgg 
1020 

cctttctacg 
1080 



gggaggcagc 
cacagtcggc 
aggtgtcggt 
ggtggctggt 
ggggccagcg 
tccaccctga 
ccccggagga 
ccctgaggaa 
tcctcctggc 
gcaatggctg 
ctggatggct 
accttgtcca 
atcgccactt 
tgctgcacgt 
aatacctgcc 
tccccatgta 
acctggcctg 
gcatcctggg 



cgtctgtgca 
aggcagcatg 
gcccaccttc 
cattgaccgc 
ggtcatcggg 
cctggaattc 
gcccagccag 
gacggctgag 
ccacatcatc 
gattcctacc 
gcaacatgat 
caaattcgtc 
ccagcaccac 
gtttgttctg 
ctacaatcac 
tttccagtac 
ggccgtcagc 
agccctcctt 



gcgagcagcc 
gggaagggag 
agctgggagg 
aaggtttaca 
cactacgctg 
gtgggcaagt 
gaccacggca 
gacatgaacc 
gccctggaga 
ctcatcacgg 
tatggccacc 
attggccact 
gccaagccta 
ggcgaatggc 
cagcacgaat 
cagatcatca 
tactacatcc 
ttcctcaact 



ggcgcgggga 
ggaaccaggg 
agattcagaa 
acatcaccaa 
gagaagatgc 
tcttgaaacc 
agaactcaaa 
tgttcaagac 
gcattgcatg 
cctttgtcct 
tgtctgtcta 
taaagggtgc 
acatcttcca 
agcccatcga 
acttcttcct 
tgaccatgat 
ggttcttcat 
tcatcaggtt 



ggccgcag tg 
cgagggggcc 
gcataacctg 
atggtccatc 
aacggatgcc 
cctgctgatt 
gatcactgag 
caaccacgtg 
gttcactgtc 
tgctacctct 
cagaaaaccc 
ctctgccaac 
caaggatccc 
gtacggcaag 
gattgggccg 
cgtccataag 
cacctacatc 
cctggagagc 



2363 



WO 00/58473 



PCT/US00/08621 



cactggtttg 
1140 

taccgtgact 
1200 

aacgactggt 
1260 

ccccggcaca 
1320 

attgaatacc 
1380 

aagtctggga 
1440 

accgtgggga 
1500 

ggggtgtccg 

1560 

tttctcctct 
1620 

ccctccctca 
1680 

caaggagcag 
1740 

aagatgggag 
1800 

tcactaggca 
1860 

cctagtcggg 
1920 

ttggtccacc 
1980 

gctcggttaa 
2040 

gccagcccaa 
2100 

ctgggctttc 
2160 

aaagggggag 
2220 

gccggctggc 
2280 

aagattctgg 
2340 

ccaatccctg 
2400 

gagctgggag 
2460 

ctcaggcact 
2520 

attctgatag 
2580 

ccttgcctcg 
2640 

caggaggagg 
2700 



tgtgggtcac 
ggttcagtag 
tcagtggaca 
acttacacaa 
aggagaagcc 
agctgtggct 
aggggtgcag 
agaggctggt 
cctttttctc 
gccgtcagcc 
agaggtggcc 
gagaccagcg 
tcacccccgc 
cagggcccct 
ctttcataga 
gtacccgagg 
accttgggcc 
acgggcccca 
tccctcgtct 
ctggaggctc 
agcaatctga 
gccatttggc 
gtctcgtccc 
ctcctgtctg 
gagggggcgg 
gtggccctga 
ctgccctgag 



acagatgaat 
ccagctgaca 
ccttaacttc 
gatcgccccg 
gctactgagg 
ggacgcctac 
gtggggtgat 
gtatgcactg 
ttcacatctc 
atcagccatg 
accgggggtg 
gtccatgggt 
tttggttctt 
gaccctcccg 
gaggcctgct 
cctctcttaa 
ctggaagagt 
ttccaccgcc 
cttgtgactc 
agcccaccct 
cccttctcca 
cccaggggac 
agccctcccc 
aacctgccct 
cagggctggg 
ctgtcaggga 
gggctgggga 



cacatcgtca 
gccacctgca 
cagattgagc 
ctggtgaagt 
gccctgctgg 
cttcacaaat 
ggccagagga 
ctcacggacc 
ccccatagca 
gccctcccag 
gctctgtcct 
ctggcctgtg 
cagatgctct 
gcctggcttc 
ttgttacaaa 
gatgtccagg 
cctccacccc 
tccccaactt 
agcagaggca 
ccagcttttc 
aaggctctgt 
gtgggccctg 
atctcggggc 
tactgtgttt 
ccttgtgaca 
gggccaggga 

ggggg tacct 



tggagattga 
acgtggagca 
accacctctt 
ctctatgtgc 
acatcatcag 
gaagccacag 
atgatgggct 
ccatgttgga 
ccctgccctc 
tgcctcctag 
acctccactc 
agtctcccct 
tggggttcat 
actctccctg 
gctcgggtct 
gccccaggcc 
atcactagag 
gagcctgtga 
gtggccacgt 
ctcagggtgt 
tatcagctgg 
caggctgcag 
tgctgtgtgg 
aacctgttgc 
atctgccttt 
ggcagagcgg 
catgaggacc 



ccaggaggcc 
gtccttcttc 
ccccaccatg 
caagcatggc 
gtccctgaag 
cccccgggac 
tttgttctga 
tctttctccc 
atgggacctg 
cccctccttc 
tctgccccta 
tgcagcctgg 
aggggcaggt 
acggctgcca 
ccctcctgca 
cgcgggcaca 
tgctctgacc 
ccttgggacc 
tcagggaggg 
cctgaggtcc 
gcagtgccag 
gagggcactg 
acggcgctgc 
tccaggatgc 
caccacatgg 
gagggagtct 
agggtggagc 
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tgagaagagg aggaggtggg ggctggaggt 
2760 

ggggagggag ggaagtcctg ggaggatcct 
2820 

agttcttaga ttcaggggaa gggcaggcac 
2880 

ggcgcctagt ccccccagct ctaagcagcc 
2940 

gccatggcaa tggcatgccc cccagctact 
3000 

gaacccatag ggagctgatc gtaatgttta 
3060 

gaaataaaat aaggaatttt attctcaaaa 
3106 



gctggtagct gaggggacgg gcaagtgaga 
gagctgctgt tgcagtctaa cccactaatc 
caacaactca gaatgggggc tttcggggag 
aggagggacc tgcatctaag catctgggtt 
gtatgccccc gacccccgca gaggcagaat 
tcatgttact tccccacccc tacatttttt 
aaaaaaaaaa aaaaaa 



<210> 3148 

<211> 444 

<212> PRT 

<213> Homo sapiens 



<400> 3148 

Met Gly Lys Gly Gly Asn Gin Gly Glu Gly Ala Ala Glu Arg Glu Val 

15 10 15 

Ser Val Pro Thr Phe Ser Trp Glu Glu lie Gin Lys His Asn Leu Arg 

20 25 30 

Thr Asp Arg Trp Leu Val lie Asp Arg Lys Val Tyr Asn lie Thr Lys 

35 40 45 

Trp Ser lie Gin His Pro Gly Gly Gin Arg Val lie Gly His Tyr Ala 

50 55 60 

Gly Glu Asp Ala Thr Asp Ala Phe Arg Ala Phe His Pro Asp Leu Glu 
65 70 75 80 

Phe Val Gly Lys Phe Leu Lys Pro Leu Leu lie Gly Glu Leu Ala Pro 

85 90 95 

Glu Glu Pro Ser Gin Asp His Gly Lys Asn Ser Lys He Thr Glu Asp 

100 105 110 

Phe Arg Ala Leu Arg Lys Thr Ala Glu Asp Met Asn Leu Phe Lys Thr 

115 120 125 

Asn His Val Phe Phe Leu Leu Leu Leu Ala His He He Ala Leu Glu 

130 135 140 

Ser He Ala Trp Phe Thr Val Phe Tyr Phe Gly Asn Gly Trp He Pro 
145 150 155 160 

Thr Leu He Thr Ala Phe Val Leu Ala Thr Ser Gin Ala Gin Ala Gly 

165 170 175 

Trp Leu Gin His Asp Tyr Gly His Leu Ser Val Tyr Arg Lys Pro Lys 

180 185 190 

Trp Asn His Leu Val His Lys Phe Val He Gly His Leu Lys Gly Ala 

195 200 205 

Ser Ala Asn Trp Trp Asn His Arg His Phe Gin His His Ala Lys Pro 

210 215 220 

Asn He Phe His Lys Asp Pro Asp Val Asn Met Leu His Val Phe Val 
225 230 235 240 

Leu Gly Glu Trp Gin Pro He Glu Tyr Gly Lys Lys Lys Leu Lys Tyr 

245 250 255 

Leu Pro Tyr Asn His Gin His Glu Tyr Phe Phe Leu He Gly Pro Pro 
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260 

Leu Leu lie Pro 
275 

Val His Lys Asn 
290 

Arg Phe Phe lie 
305 

Leu Phe Leu Asn 

Val Thr Gin Met 
340 

Arg Asp Trp Phe 
355 

Ser Phe Phe Asn 
370 

His His Leu Phe 
385 

Pro Leu Val Lys 

Lys Pro Leu Leu 
420 

Ser Gly Lys Leu 
435 



Met Tyr Phe Gin 
280 

Trp Val Asp Leu 
295 

Thr Tyr lie Pro 
310 

Phe He Arg Phe 
325 

Asn His He Val 

Ser Ser Gin Leu 
360 

Asp Trp Phe Ser 
375 

Pro Thr Met Pro 
390 

Ser Leu Cys Ala 
405 

Arg Ala Leu Leu 

Trp Leu Asp Ala 
440 



265 

Tyr Gin He He 

Ala Trp Ala Val 
300 

Phe Tyr Gly He 
315 

Leu Glu Ser His 
330 

Met Glu He Asp 
345 

Thr Ala Thr Cys 

Gly His Leu Asn 
380 

Arg His Asn Leu 
395 

Lys His Gly He 
410 

Asp He He Arg 
425 

Tyr Leu His Lys 



270 

Met Thr Met He 
285 

Ser Tyr Tyr He 

Leu Gly Ala Leu 
320 

Trp Phe Val Trp 
335 

Gin Glu Ala Tyr 
350 

Asn Val Glu Gin 
365 

Phe Gin He Glu 

His Lys He Ala 
400 

Glu Tyr Gin Glu 
415 

Ser Leu Lys Lys 
430 



<210> 3149 

<211> 1006 

<212> DNA 

<213> Homo sapiens 



<400> 3149 

ncttcgccgg cgtcccgacc 
60 

gccagtgcgg ggcctgagag 
120 

gctgcccact ccgcgtctga 
180 

gatcagatcg agcagctcca 
240 

cgcaaggaga acttcaacaa 
300 

gttcgtgcct tcttcgacaa 
360 

atcaatttcg aggacttcct 
420 

gacgaggaac aggtggagct 
480 

gactcggaca gcgacggccg 
540 

agctgctgtc gggaaaccct 
600 

ccatgatgga ggcggccagc 
660 

ggatcacctt cgaggacttc 
720 



cgaggccgga cccgaggcca 
ggacgcgcgc cccggggccc 
ggaggtgcgg gagctcgagg 
tcggagattt aagcagctga 
tgtcccggac ctggagctca 
caggaacctg cgcaagggac 
gaccatcatg tcctacttcc 
gtcccggaag gagaagctga 
catcactctg gaagaatatc 
cacatcgaga aggagtccgc 
gtgtgcatgg ggcagatgga 
ctgaagatct ggcaggggat 



gtcccgccgc tgccaccgaa 
ccgccgcggg caccatgggc 
gcaagaccgg cttctcatcg 
gtggagatca gcctaccatt 
accccatccg atccaaaatt 
ccagtggcct ggctgatgag 
ggcccatcga caccaccatg 
gatttctgtt ccacatgtac 
gaaatgtaaa gtggtcgagg 
tcgctccatc gccgacgggg 
gcctgatcag gtgtacgagg 
cgacattgag accaagatgc 
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acgtccgctt ccttaacatg gaaaccatgg ccctctgcca ctgacccacc gccacctccg 
780 

cggagaaact gcactttgca atggggccgc ctccccgcgt agctggagca gcccaggccc 
840 

ggcggacagc ctcttcctgc agcgccggta catagccaag gctcgtctgc gcaccttgtg 
900 

tcttgtaggg tatggtatgt gggacttcgc tgtttttatc tccaataaaa aaaaaaaaaa 
960 

ggtttgttaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 
1006 

<210> 3150 
<211> 201 
<212> PRT 

<213> Homo sapiens 



<400> 3150 



Xaa 


Ser 


Pro 


Ala 


Ser 


Arg Pro 


Glu 


Ala 


Gly 


Pro 


Glu 


Ala 


Ser 


Pro 


Ala 


1 








5 








10 










15 




Ala 


Ala 


Thr 


Glu 


Ala 


Ser Ala 


Gly 


Pro 


Glu 


Arg Asp 


Ala 


Arg 


Pro 


Gly 








20 








25 










30 






Ala 


Pro 


Ala 


Ala 


Gly 


Thr Met 


Gly 


Ala 


Ala 


His 


Ser 


Ala 


Ser 


Glu 


Glu 






35 








40 










45 








Val 


Arg 


Glu 


Leu 


Glu 


Gly Lys 


Thr 


Gly 


Phe 


Ser 


Ser 


Asp 


Gin 


He 


Glu 




50 








55 










60 










Gin 


Leu 


His 


Arg 


Arg 


Phe Lys 


Gin 


Leu 


Ser 


Gly Asp 


Gin 


Pro 


Thr 


He 


65 










70 








75 










80 


Arg 


Lys 


Glu 


Asn 


Phe 


Asn Asn 


Val 


Pro 


Asp 


Leu 


Glu 


Leu 


Asn 


Pro 


He 










85 








90 










95 




Arg 


Ser 


Lys 


He 


Val 


Arg Ala 


Phe 


Phe 


Asp 


Asn 


Arg 


Asn 


Leu 


Arg 


L ys 








100 








105 










110 






Gly 


Pro 


Ser 


Gly 


Leu 


Ala Asp Glu 


He 


Asn 


Phe 


Glu 


Asp 


Phe 


Leu 


Thr 






115 








120 










125 








He 


Met 


Ser 


Tyr 


Phe 


Arg Pro 


He 


Asp 


Thr 


Thr 


Met 


Asp 


Glu 


Glu 


Gin 




130 








135 










140 










val 


Glu 


Leu 


Ser 


Arg 


Lys Glu 


Lys 


Leu 


Arg 


Phe 


Leu 


Phe 


His 


Met 


Tyr 


145 










150 








155 










160 


Asp 


Ser 


Asp 


Ser 


Asp 


Gly Arg 


He 


Thr 


Leu 


Glu 


Glu 


Tyr 


Arg 


Asn 


Val 










165 








170 










175 




Lys 


Trp 


Ser 


Arg 


Ser 


Cys Cys Arg 


Glu 


Thr 


Leu 


Thr 


Ser 


Arg 


Arg 


Ser 








180 








185 










190 






Pro 


Leu 


Ala 


Pro 


Ser 


Pro Thr Gly 


Pro 




















195 








200 



















<210> 3151 
<211> 2079 
<212> DNA 

<213> Homo sapiens 
<400> 3151 

gacjgcjgacgt cgtcgtagag ggccggagcg ggcgggcggc gacggacccg gctcccgcgc 
60 

aggacggagc cgtggctcag gtcggcccct ccccaacacc accccgggcc tccgcccctt 
120 
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cctgggcctc tcggtggagc agggacccga 
180 

aagccccctt cccagaaaat gagccacaga 
240 

gccctactat atttccgttc ctatcaaaaa 
300 

aaagtcgtcc tggtcagttt caagcagtgt 
360 

ccctacattg ccagctggaa gggcctggtc 
420 

tcattcatct ccaaggacgt ggtctccaag 
480 

ccgcagagcg agcactaccg cagcctgcag 
54 0 

ctggtggacc tggagggccg ctcccaccac 
600 

ctgcaccgcg ccctgcactg gctgcagctg 
660 

gacgcacgca cctccgcact ctgcgccgac 
720 

ccctgggtcg tgcgccgtgc cgtcaccgtg 
780 

ttcctggagg ccatgaacgt ggggcccccg 
840 

ctccccttca tccagcgtgt ctacaacgtc 
900 

ctggacctgc cctagaggcg ggaagccagg 
960 

gctgcggtgg ccagggccgt gagtcccgtg 
1020 

agatcctctg tcgcccctgt gagctgagct 
1080 

gtggcgacca gcccagaaga ggcccaccct 
1140 

gctccccctc ggcctattac acgcgtgcgc 
1200 

cagagcaggc aggggtgggg gccgggcccg 
1260 

ctgtggggtg catctgcgaa ccagggtgaa 
1320 

cctttctcct ttctgccagc cgatgtgtcc 
1380 

tctgcccagg tgggcagcct tgagcccagg 
1440 

agaaaccctc aacagcagtc tgggcactgt 
1500 

gcccctcagc gtgccaggca gactgggggc 
1560 

tcacagaagg gcccaggaag tccccgccct 
1620 

gcaccagttc cccgagggac gcagcaggcc 
1680 

cccagcccag cccaaggccc ccaggagctg 
1740 



accggtgccc atccagtccg gtgccatctg 
gcaagctgac cccagcgaca cagcccccca 
atggatgact cggagacagg tttcaatctg 
ctcgatgaga aggaagaggt cttgctggac 
aggtttctga acagcctggg caccatcttc 
ctgcggatca tggagcgcct caggggcggc 
gccatggtgg cccacgagct gagcaaccgg 
ccggagtctg gctgccggac ggtgctgcgc 
ttcctggagg gcctgcgtac cagccccgag 
tcctacaacg cctcgctggc cgcctaccac 
gccttctgca cgctgcccac acgcgaggtc 
gagcaggccg tgcagatgct aggcgaggcc 
tcccagaagc tctacgccga gcactccctg 
gccgcaccgg ctttcctgct gcagatctgg 
gcagagcctt ctgggcgctg cgggaacagg 
ggttaggaac cacagactgt gacagagaag 
ctcggtccgg aacaagacgc ctcagccacg 
agccaggcct cgccagggtg cggtgcagag 
caagagcccg aaaggtcgcc accccctagc 
gtcacaggtc ccggggtgtg gaggctccat 
tcatctcagg cccgtgcctg ggaccccgtg 
ggactcagtg ccctccatgc cctggctggc 
ggggctctcc ccgcctctcc tgccttgttt 
aggacagccg gaagctgaga ccaaggctcc 
tgggacagcc tcctccgtag cccctgcacg 
gcctcccgca gcggccgtgg gtctgcacag 
ggactctgct acacccagtg aaatgctgtg 
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tcccttctcc cccgtgcccc 
1800 

cacggaacag gagggtctgg 
1860 

agcccagcca ccatccagtg 
1920 

acctcggggt ggcagaggga 
1980 

caatctatgt gatgtcttcc 
2040 

ggggtgcaaa aaaaaagcaa 
2079 



ttgatgcccc ctccccacag 
accctgtggc ccagccaaag 
cctggggcct ggccactggc 
cggcccccac ggcccagcag 
aacgttaata aatcacacag 
aaaaaaaaaa aaaaaaaat 



tgctcaggag acccgtgggg 
gctaccagac agccacaacc 
tcttcacagt ggaccccagc 
acatgcgagc ttccagagtg 
cctcccagga gggagacgct 



<210> 3152 

<211> 214 

<212> PRT 

<213> Homo sapiens 



<400> 3152 
Met Asp Asp Ser 
1 

Phe Lys Gin Cys 
20 

lie Ala Ser Trp 
35 

lie Phe Ser Phe 
50 

Glu Arg Leu Arg 
65 

Ala Met Val Ala 

Arg Ser His His 
100 

Arg Ala Leu His 
115 

Pro Glu Asp Ala 
130 

Ser Leu Ala Ala 
145 

Ala Phe Cys Thr 

Val Gly Pro Pro 
180 

Phe lie Gin Arg 
195 

Ser Leu Leu Asp 
210 



Glu Thr Gly Phe 
5 

Leu Asp Glu Lys 

Lys Gly Leu Val 
40 

He Ser Lys Asp 
55 

Gly Gly Pro Gin 
70 

His Glu Leu Ser 
85 

Pro Glu Ser Gly 

Trp Leu Gin Leu 
120 

Arg Thr Ser Ala 
135 

Tyr His Pro Trp 
150 

Leu Pro Thr Arg 
165 

Glu Gin Ala Val 

Val Tyr Asn Val 
200 

Leu Pro 



Asn Leu Lys Val 
10 

Glu Glu Val Leu 
25 

Arg Phe Leu Asn 

Val Val Ser Lys 
60 

Ser Glu His Tyr 
75 

Asn Arg Leu Val 
90 

Cys Arg Thr Val 
105 

Phe Leu Glu Gly 

Leu Cys Ala Asp 
140 

Val Val Arg Arg 
155 

Glu Val Phe Leu 
170 

Gin Met Leu Gly 
185 

Ser Gin Lys Leu 



Val Leu Val Ser 
15 

Leu Asp Pro Tyr 
30 

Ser Leu Gly Thr 
45 

Leu Arg He Met 

Arg Ser Leu Gin 
80 

Asp Leu Glu Gly 
95 

Leu Arg Leu His 
110 

Leu Arg Thr Ser 
125 

Ser Tyr Asn Ala 

Ala Val Thr Val 
160 

Glu Ala Met Asn 
175 

Glu Ala Leu Pro 
190 

Tyr Ala Glu His 
205 



<210> 3153 

<211> 1498 

<212> DNA 

<213> Homo sapiens 



<400> 3153 
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nttttttttt 
60 

taattagaaa 
120 

cccactcagc 
180 

gccaccaggg 
240 

ggaggagccg 
300 

ggccgctgtc 
360 

agggctgcag 
420 

gcccccagta 
480 

ccagggtgag 
540 

tgcgtggggt 
600 

ctgacttgaa 
660 

cctggagctg 
720 

ggcattactc 
780 

ggaagcagag 
840 

cctccgcctc 
900 

gccagggggc 
960 

cttcgggcac 
1020 

ttcacagtag 
1080 

gtgggcagcc 
1140 

caccaggggc 
1200 

agcataggcc 
1260 

gaaggtgaca 
1320 

ctgcggaggc 
1380 

agccatcacc 
1440 

ctctctctcc 
1498 



tttttttttt 
cggagttttg 
aaccaacaag 
agcgccccgc 
cacgccacag 
cggcgtgggc 
cagcctccgc 
gatgctctcc 
cagcaccagc 
ggggccccgg 
cagacacagc 
gcattgcctc 
tccctaccag 
ggaaacctca 
ttggcaccac 
cgccagctcc 
agcctccctc 
atccatgcct 
caggctggct 
cgatcctgcg 
aggagggcaa 
tcctcagcct 
agaggccaca 
tgtgggtcca 
ccaggcccag 



tttttttttt 
gcaagggagg 
gaggaaagcc 
gcgcggtcca 
tggcaggtcc 
gggaggaggg 
ttcagcacag 
ccgcgtcgga 
aggaaggtca 
gctgcccgtg 
cccctgggct 
caggcgcccc 
ggattcccgc 
gggctgagcg 
tagaagaggg 
gcaaaagcaa 
taccgggagt 
tcttcttcct 
ctacccaggc 
tgaggctgaa 
gctggagctt 
gccctgggct 
ggctctcggg 
aagcgaagag 
cccgccagcg 



tttttttttt 
cagaagcggc 
cccgcagtgc 
cgtggcagag 
caggccgtca 
gtctccggcg 
cagccactgt 
agtttctgtg 
gggccatggc 
gagcgctgct 
gccttgcccg 
cggcagcagg 
catggactgc 
agtgggctgg 
ctgcctgggc 
aggccaaaac 
tggctcggag 
ctgcttcctc 
catctccagc 
gtcaggggtg 
cagccaggga 
cactcgtgtg 
acaatgggct 
ttggggcgct 
gaagaactcc 



tttttctact 
tccttttctc 
tcggccagtg 
gtcgcggcct 
ctccgagctc 
cgagcgcttg 
gtcctggctg 
cagccgtgtg 
agcccaggcg 
gcgcgagggg 
ttgggcacct 
gagacagtgg 
ttggccttca 
ggaccaaggg 
ccttgagatg 
cccgggcctg 
ggagcaggcc 
ctccgcctcc 
gccagccccc 
agggaagggt 
tgggcacagg 
taggtcactc 
cccgcctcct 
ggacgcggcg 
gcgtccccct 



aaaaataatt 
cccttggccg 
ccgcgccatc 
cgcggcgcgg 
tcgccttccg 
acccggcgcg 
tccgctgtgg 
cagagcgtgg 
gcctcttcag 
ccggggaagc 
gagcctctgt 
gcacagatgg 
agctccctgg 
cagcccgcag 
tcacctctgt 
cacacaccct 
ctgaaaggct 
tcatcagcca 
atgcagtcag 
tagccataca 
ggtggtagag 
ttggtgacac 
ccgccggtcc 
aggccctgcc 
cggcgcgc 



<210> 3154 
<211> 65 
<212> PRT 
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<213> Homo sapiens 



<400> 3154 
Thr Asp Thr Ala 
1 

Cys Pro Gly Ala 
20 

Ser Gly His Arg 
35 

Gly Leu Leu Gly 
50 

Gly 
65 



Pro Trp Ala Ala 

5 

Gly He Ala Ser 

Trp Gly He Thr 
40 

Leu Gin Ala Pro 
55 



Leu Pro Val Gly 
10 

Arg Arg Pro Arg 
25 

Leu Pro Thr Arg 

Trp Gly Ser Arg 
60 



His Leu Ser Leu 
15 

Gin Gin Gly Asp 
30 

Asp Ser Arg His 
45 

Gly Lys Pro Gin 



<210> 3155 

<211> 551 

<212> DNA 

<213> Homo 



sapiens 



<400> 3155 

caattggatg taattatggt aaaaccttat aaactctgta acaatcaaga agaaaacgat 
60 

gcagtgtctt ctgctaagaa accaaagcta gccctggaag attcggaaaa cactgcctct 
120 

actaactgtg actcttcttc agaaggactg gaaaaggaca cagcaacaca gagaagtgac 
180 

cagacttgcc tagaaccatc atgttcatgt tcttctgaaa atcaggaatg ccagactgct 
240 

gccagccctg gggaaattct ggaaattttg aagaaaggga aggcatttgt tttagatatt 
300 

gacttggatt ttttttcagt caagaatccc ttcaaaaaaa tgttcactca ggaagagtac 
360 

aaaatcttac aagagctgta ccaatttaag aaacctggca ccaacctaac agaggaagat 
420 

ttggtagata ttgttgatac tcgaattcat caattagagg atttagaagc cactttcgct 
480 

gatttgtgtg atggtgatga tgaagaaacg gtacagggat gggcttcaaa ccctggaatg 
540 

gaatcactag t 
551 

<210> 3156 
<211> 178 
<212> PRT 

<213> Homo sapiens 
<400> 3156 

Met Val Lys Pro Tyr Lys Leu Cys Asn Asn Gin Glu Glu Asn Asp Ala 

15 10 15 

Val Ser Ser Ala Lys Lys Pro Lys Leu Ala Leu Glu Asp Ser Glu Asn 

20 25 30 

Thr Ala Ser Thr Asn Cys Asp Ser Ser Ser Glu Gly Leu Glu Lys Asp 

35 40 45 

Thr Ala Thr Gin Arg Ser Asp Gin Thr Cys Leu Glu Pro Ser Cys Ser 
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50 

Cys Ser Ser Glu Asn Gin 
65 70 
Xle Leu Glu lie Leu Lys 
85 

Leu Asp Phe Phe Ser Val 
100 

Glu Glu Tyr Lys lie Leu 
115 

Thr Asn Leu Thr Glu Glu 
130 

His Gin Leu Glu Asp Leu 
145 150 
Asp Asp Glu Glu Thr Val 
165 

Ser Leu 



<210> 3157 
<211> 903 
<212> DNA 

<213> Homo sapiens 
<400> 3157 

nntgaagact agaggaggta ggtccttgga ggacctagtc agtaggtatt tacaaggcag 
60 

gcccctggga tcctacagtg ggatgggcac ccacaaaccc caggttgcgg ccagccttac 
120 

tctctggtag gacttctgat ggtgggggca cctccccagg tcacagtcca ggtgcagggc 
180 

caggaggtcc tatcagagaa gatggagccc tccagtttcc agcccctacc tgaaactgag 
240 

cctccaactc cagagcctgg gcccaagaca cctcctagga ctatgcagga atcaccactg 
300 

ggcctgcagg tgaaagagga gtcagaggtt acagaggact cagatttcct ggagtctggg 
360 

cctctagctg ccacccagga gtctgtaccc accctcctgc ctgaggaggc ccagtgacca 
420 

ctgtgatttc agagatgtgg gaccgtgctg gaccagatct ttccccacag caagactggg 
480 

cctgagggtc cctcatggag ggagcacccc agggccctgt ggcatgagga agctgggggc 
540 

atcttctccc cagggttcgc gctgcagcta ggcagcatct ccgcaggtcc aggtagtgta 
600 

agccctcacc tccacgtccc ctgggacctc ggcatggctg gcctttctgg ccagatccaa 
660 

tcaccctccc gcgaaggtgg ctttgcgcat gcgcttctgc tccccagcga tctgaggagt 
720 

gaacaggacc ccacggacga ggatccctgc cggggtgtgg gccctgctct ggtcaccacc 
780 

cgctggcgct cccccagggg ccggagccgg ggccgcccca gcactggggg cggggtggtt 
840 

aggggcggcc gttgcgatgt atgtggcaag gtgttcagcc aacgcagcaa cctgctgagg 
900 



55 

Glu Cys Gin Thr Ala 
75 

Lys Gly Lys Ala Phe 
90 

Lys Asn Pro Phe Lys 
105 

Gin Glu Leu Tyr Gin 
120 

Asp Leu Val Asp lie 
135 

Glu Ala Thr Phe Ala 
155 

Gin Gly Trp Ala Ser 
170 



60 

Ala Ser Pro Gly Glu 
80 

Val Leu Asp He Asp 
95 

Lys Met Phe Thr Gin 
110 

Phe Lys Lys Pro Gly 
125 

Val Asp Thr Arg He 
140 

Asp Leu Cys Asp Gly 
160 

Asn Pro Gly Met Glu 
175 
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cac 
903 



<210> 3158 
<211> 92 
<212> PRT 

<213> Homo sapiens 



<400> 3158 
Met Val Gly Ala 
1 

Val Leu Ser Glu 
20 

Thr Glu Pro Pro 
35 

Met Gin Glu Ser 
50 

Thr Glu Asp Ser 
65 

Glu Ser Val Pro 



Pro Pro Gin Val 
5 

Lys Met Glu Pro 

Thr Pro Glu Pro 
40 

Pro Leu Gly Leu 
55 

Asp Phe Leu Glu 
70 

Thr Leu Leu Pro 
85 



Thr Val Gin Val 
10 

Ser Ser Phe Gin 
25 

Gly Pro Lys Thr 

Gin Val Lys Glu 
60 

Ser Gly Pro Leu 
75 

Glu Glu Ala Gin 
90 



Gin Gly Gin Glu 
15 

Pro Leu Pro Glu 
30 

Pro Pro Arg Thr 
45 

Glu Ser Glu Val 

Ala Ala Thr Gin 
80 



<210> 3159 

<211> 2408 

<212> DNA 

<213> Homo sapiens 



<400> 3159 
nncgcgtact 
60 

ctcgttcgtg 
120 

ccctggcaga 
180 

ctttgcctgc 
240 

gcagtcagca 
300 

ctccgtctgc 
360 

gctcacctct 
420 

ggagattttc 
480 

ctcagagtaa 
540 

gccactttat 
600 

gccaaacaac 
660 

cataataaat 
720 

gatgtagagc 
780 



ggctgtacgg 
tccccgcccc 
ctaacgaagc 
catttcttcc 
cccacgtcgc 
ggtcccttgt 
cccaggaaac 
ctggggaaat 
ccacagtgct 
tggagaaact 
gagggaaaag 
tacgaagtca 
tggaaagatc 



agcaggagca 
tcgctcctgc 
agctcccttc 
aggttgaggg 
ccccggacgc 
gaaggctctg 
ttcacactgg 
cctgaggtca 
gttcatggct 
tttggaaaaa 
ggccatcaca 
ggtgtatcca 
tgcagaatcc 



agaggtcgcc 
agctactgct 
ccaccccaac 
agccgcagag 
tcggtgctca 
ggcggctgca 
agagccaaaa 
ttcattatga 
agagcaattc 
tacatggatg 
gacaatgaca 
acagcctcta 
tgggctgaaa 



gccagcctcc 
cagaaacgct 
tgcaggtcta 
gcggaggctc 
ggcccttcgc 
gaggccggcc 
ggagtggaag 
agtgtaccgc 
cagccatggt 
aggatggtga 
tgcagagtat 
atatggagta 
gttgcttgtg 



gccgccgagc 
ggggcgccca 
attttggacg 
gcgtattcct 
gagcggggct 
gtccggtttg 
agcctgtctt 
gcgggagtgg 
ggttcccaat 
gtggtggata 
tttggacctt 
tatgacatgg 
ggaacatgga 



2373 



WO 00/58473 



PCT/US00/08621 



cctgcaagct tgcttccatc aattggacag 
840 

cccccgacgt ttcatgtaca atcgtggtat 
900 

gaacatgaat gcaacccata ttgtccattc 
960 

acacaggtcg tgtgggcaac tagtaacaga 
1020 

atgaacatct gggggcagat atggcccaaa 
1080 

aagggaaact ggtggggcca tgccccttac 
1140 

cctagttttg gagggggctg tagagaaaat 
1200 

tatccccctc gagaagagga aacaaatgaa 
1260 

acccatgtcc ggacaagatc agacgatagt 
1320 

atgtcccaaa ttgtttcttg tgaagtaaga 
1380 

aataggtacg aatgtcctgc tggctgtttg 
1440 

cattatgaaa tgcaatccag catctgtaga 
1500 

gatggtggct gggtagatat cactagacaa 
1560 

agaaatggta ttcaaacaat tggcaaatat 
1620 

gtaacagttc aggctgtgac ttgtgaaaca 
1680 

ctgcttcaca ttgcccaaga gtatactgtc 
1740 

atgctcgtgt aattgggact cgagtttatt 
1800 

tacatgctgg gagtagttcg aaatcacggt 
1860 

agaaagacct acattgcttc ttttcagaat 
1920 

ccaggaggaa aggcattcag agtgtttgct 
1980 

ccataaagac tattccaaat gcaatatttc 
2040 

tacagagtac atcaactatt ttcagcccaa 
2100 

aacaaagtct ataaaataaa acatgggaca 
2160 

tggttttaga aatcctgtgt taaatattgc 
2220 

aattacatag tcatgattgt tctacgtttc 
2280 

taataaaatg aatctaaaca ttgaatgtga 
2340 

aaaaataatc gactctaaaa ctgaaagaaa 
2400 



aatttgggag cacactgggg aagatatagg 
gatgaagtga aagactttag ctacccatat 
aggtgttctg gccctgtatg tacacattat 
atcggttgtg ccattaattt gtgtcataac 
gctgtctacc tggtgtgcaa ttactcccca 
aaacatgggc ggccctgttc tgcttgccca 
ctgtgctaca aagaagggtc agacaggtat 
atagaacgac agcagtcaca agtccatgac 
agcagaaatg aagtcataag cgcacagcaa 
ttaagagatc agtgcaaagg aacaacctgc 
gatagtaaag ctaaagttat tggcagtgta 
gctgcaattc attatggtat aatagacaat 
ggaagaaagc attatttcat caagtccaat 
cagtctgcta attccttcac agtctctaaa 
actgtggaca gctctgtcca tttcataagc 
ctcgtaactg tatgcaagca aatccacatt 
ctgatctgtc cagtatctgc agagcagcag 
ggttatgttg atgtaatgcc tgtggaccaa 
ggaatcttct cagaaagttt acagaatcct 
gttgtgtgaa actgaatact tggaagagga 
tgaattttgt ataaaactgt aacattactg 
aaaggtgcca aatgcatata aatcttgata 
ttagctttgg gaaaagtaat gaaaatataa 
tatattttct tagcagttat ttctacagtt 
atatattata tggtgctttg tatatgccac 
atggccctca gaaaatcatc tagtgcattt 
ccttatcaca ttttccccag ttcaatgcta 
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tgccatta 
2408 

<210> 3160 
<211> 431 
<212> PRT 

<213> Homo sapiens 



<400> 3160 



Met Lys 


Cys 


Thr 


Ala Arg Glu Trp Leu Arg Val 


Thr 


Thr 


Val 


Leu 


Phe 


1 






5 


10 








15 




Met Ala 


Arg 


Ala 


He Pro Ala Met Val 


Val Pro 


Asn 


Ala 


Thr 


Leu 


Leu 






20 


25 








30 






Glu Lys 


Leu 


Leu 


Glu Lys Tyr Met Asp Glu Asp Gly Glu Trp 


Trp 


He 




35 




40 






45 








Ala Lys 


Gin 


Arg 


Gly Lys Arg Ala He 


Thr Asp 


Asn 


Asp 


Met 


Gin 


Ser 


50 






55 




60 










lie Leu 


Asp 


Leu 


His Asn Lys Leu Arg 


Ser Gin 


Val 


Tyr 


Pro 


Thr 


Ala 


65 






70 


75 










80 


Ser Asn 


Met 


Glu 


Tyr Met Thr Trp Asp 


Val Glu 


Leu 


Glu 


Arg 


Ser 


Ala 








85 


90 








95 




Glu Ser 


Trp 


Ala 


Glu Ser Cys Leu Trp 


Glu His 


Gly 


Pro 


Ala 


Ser 


Leu 






100 


105 








110 






Leu Pro 


Ser 


He 


Gly Gin Asn Leu Gly Ala His 


Trp Gly Arg 


Tyr 


Arg 




115 




120 






125 








Pro Pro 


Thr 


Phe 


His Val Gin Ser Trp 


Tyr Asp 


Glu 


Val 


Lys 


Asp 


Phe 


130 






135 




140 










Ser Tyr 


Pro 


Tyr 


Glu His Glu Cys Asn 


Pro Tyr 


Cys 


Pro 


Phe 


Arg Cys 


145 






150 


155 










160 


Ser Gly 


Pro 


Val 


Cys Thr His Tyr Thr 


Gin Val 


Val 


Trp 


Ala 


Thr 


Ser 








165 


170 








175 




Asn Arg 


He 


Gly 


Cys Ala He Asn Leu 


Cys His 


Asn 


Met 


Asn 


He 


Trp 






180 


185 








190 






Gly Gin 


He 


Trp 


Pro Lys Ala Val Tyr 


Leu Val 


Cys 


Asn 


Tyr 


Ser 


Pro 




195 




200 






205 








Lys Gly 


Asn 


Trp 


Trp Gly His Ala Pro 


Tyr Lys 


His 


Gly Arg 


Pro 


Cys 


210 






215 




220 










Ser Ala 


Cys 


Pro 


Pro Ser Phe Gly Gly Gly Cys 


Arg 


Glu 


Asn 


Leu 


Cys 


225 






230 


235 










240 


Tyr Lys 


Glu 


Gly 


Ser Asp Arg Tyr Tyr 


Pro Pro 


Arg 


Glu 


Glu 


Glu 


Thr 








245 


250 








255 




Asn Glu 


He 


Glu 


Arg Gin Gin Ser Gin Val His Asp Thr His 


Val 


Arg 






260 


265 








270 






Thr Arg 


Ser 


Asp 


Asp Ser Ser Arg Asn 


Glu Val 


He 


Ser 


Ala 


Gin 


Gin 




275 




280 






285 








Met Ser 


Gin 


He 


Val Ser Cys Glu Val 


Arg Leu 


Arg 


Asp 


Gin 


Cys 


Lys 


290 






295 




300 










Gly Thr 


Thr 


Cys 


Asn Arg Tyr Glu Cys 


Pro Ala 


Gly Cys 


Leu 


Asp 


Ser 


305 






310 


315 










320 


Lys Ala 


Lys 


Val 


He Gly Ser Val His 


Tyr Glu Met 


Gin 


Ser 


Ser 


He 








325 


330 








335 




Cys Arg 


Ala 


Ala 


He His Tyr Gly lie 


He Asp Asn Asp Gly 


Gly Trp 






340 


345 








350 






Val Asp 


He 


Thr 


Arg Gin Gly Arg Lys His Tyr 


Phe 


He 


Lys 


Ser 


Asn 
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355 

Arg Asn Gly lie 
370 

Thr Val Ser Lys 
385 

Asp Ser Ser Val 

Thr Val Leu Val 
420 



360 

Gin Thr He Gly 
375 

Val Thr Val Gin 
390 

His Phe He Ser 
405 

Thr Val Cys Lys 



Lys Tyr Gin Ser 
380 

Ala Val Thr Cys 
395 

Leu Leu His He 
410 

Gin He His He 
425 



365 

Ala Asn Ser Phe 

Glu Thr Thr Val 
400 

Ala Gin Glu Tyr 
415 

Met Leu Val 
430 



<210> 3161 

<211> 1197 

<212> DNA 

<213> Homo sapiens 



<400> 3161 
nnaacaccag 
60 

ttctcggtta 
120 

ctcaacttgc 
180 

gggccctcat 

240 

aacgtggtgg 
300 

agccgagacc 
360 

ctagagccat 
420 

ttccacgcct 
480 

gagaacatca 
540 

atctgtacta 
600 

gacaatatca 
660 

acagggaacc 
720 

cttggcatca 
780 

agcttggagc 
840 

ggcctgcgga 
900 

accgtccgct 
960 

gcaggagact 
1020 

ggatccaagt 
1080 

gggtaccagg 
1140 



caaaattttt 
acatcaatag 
taaaaatcaa 
ctgaaatgga 
aggatgagat 
cacagctatg 
tcgatgagga 
acatccggaa 
gctgcaagat 
agtgccagcc 
tgtttgagaa 
agcattttgg 
gggctgaagt 
ttcttgagga 
aggttggctg 
acagtcgaaa 
tccagaacaa 
ttgttactgc 
tgtccaatca 



gaaaaaggtt 
aaacaagacc 
gcatggcgat 
gacgtcagtt 
tgatcagtac 
ccgccacggc 
ctatctaaac 
gctgactgga 
taagtcaggg 
gagcgccatc 
tcacaccgtc 
gtacttatac 
ggctgcgatt 
tccaaaagct 
gatatttaca 
taaggacacc 
gcatcccaac 
agtggctaca 
gtgtatggca 



gcaaaggagt 
ggagagataa 
ttgttgttcc 
ccaccgggct 
ctcagcaaac 
cctttgggga 
catctcgagc 
ggggctgaca 
tgcgaggggc 
acgctgaaca 
gctgaccgct 
ggacggtaca 
tatgagccac 
gaagtggtcg 
gacctcgtct 
tatttcctaa 
atgtgccggc 
ggtggtcctg 

ctggtccgtg 



ttggcttcca 
cagcctcctc 
tgtttccctc 
tcaaagtctt 
aggacgggaa 
aatgcgtgca 
ctcccgtgaa 

aggggaagtt 

acctcccgtg 
gacagaagta 
ttcttgactt 
cggagcacaa 
ctcagattgg 
atgaaattgc 
cagaagatac 
gttcagaaga 
tctctccaga 
acaaccaagt 
atgagtgttt 



aaataatggc 
caacaaaccc 
gagccttgct 
tggcgctccc 
gatttacaga 
ctgcgtccct 
gcacatgtcc 
tgttgccctg 
gccgaatggc 
caggcatgtg 
ctggagaaag 
agacattccc 
tacacagaac 
tgccaaactt 
ccgaaagggt 
gtgcatcact 
cggacatttt 
ccactttgaa 
gctgccatgc 
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aaggacgccc cggtatgctg acgccaagga gtctagcagt gagcagtacg tgccaaa 
1197 

<210> 3162 
<211> 386 
<212> PRT 

<213> Homo sapiens 
<400> 3162 

Xaa Thr Pro Ala Lys Phe Leu Lys Lys Val Ala Lys Glu Phe Gly Phe 

15 10 15 

Gin Asn Asn Gly Phe Ser Val Asn He Asn Arg Asn Lys Thr Gly Glu 

20 25 30 

He Thr Ala Ser Ser Asn Lys Ser Leu Asn Leu Leu Lys He Lys His 

35 40 45 

Gly Asp Leu Leu Phe Leu Phe Pro Ser Ser Leu Ala Gly Pro Ser Ser 

50 55 60 

Glu Met Glu Thr Ser Val Pro Pro Gly Phe Lys Val Phe Gly Ala Pro 
65 70 75 80 

Asn Val Val Glu Asp Glu He Asp Gin Tyr Leu Ser Lys Gin Asp Gly 

85 90 95 

Lys He Tyr Arg Ser Arg Asp Pro Gin Leu Cys Arg His Gly Pro Leu 

100 105 110 

Gly Lys Cys Val His Cys Val Pro Leu Glu Pro Phe Asp Glu Asp Tyr 

115 120 125 

Leu Asn His Leu Glu Pro Pro Val Lys His Met Ser Phe His Ala Tyr 

130 135 140 

He Arg Lys Leu Thr Gly Gly Ala Asp Lys Gly Lys Phe Val Ala Leu 
145 150 155 160 

Glu Asn He Ser Cys Lys He Lys Ser Gly Cys Glu Gly His Leu Pro 

165 170 175 

Trp Pro Asn Gly He Cys Thr Lys Cys Gin Pro Ser Ala He Thr Leu 

180 185 190 

Asn Arg Gin Lys Tyr Arg His Val Asp Asn He Met Phe Glu Asn His 

195 200 205 

Thr Val Ala Asp Arg Phe Leu Asp Phe Trp Arg Lys Thr Gly Asn Gin 

210 215 220 

His Phe Gly Tyr Leu Tyr Gly Arg Tyr Thr Glu His Lys Asp He Pro 
225 230 235 240 

Leu Gly He Arg Ala Glu Val Ala Ala He Tyr Glu Pro Pro Gin He 

245 250 255 

Gly Thr Gin Asn Ser Leu Glu Leu Leu Glu Asp Pro Lys Ala Glu Val 

260 265 270 

Val Asp Glu He Ala Ala Lys Leu Gly Leu Arg Lys Val Gly Trp He 

275 280 285 

Phe Thr Asp Leu Val Ser Glu Asp Thr Arg Lys Gly Thr Val Arg Tyr 

290 295 300 

Ser Arg Asn Lys Asp Thr Tyr Phe Leu Ser Ser Glu Glu Cys He Thr 
305 310 315 320 

Ala Gly Asp Phe Gin Asn Lys His Pro Asn Met Cys Arg Leu Ser Pro 

325 330 335 

Asp Gly His Phe Gly Ser Lys Phe Val Thr Ala Val Ala Thr Gly Gly 

340 345 350 

Pro Asp Asn Gin Val His Phe Glu Gly Tyr Gin Val Ser Asn Gin Cys 
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355 360 
Met Ala Leu Val Arg Asp Glu Cys Leu Leu Pro 

370 375 
Val Cys 
385 

<210> 3163 
<211> 1075 
<212> DNA 
<213> Homo sapiens 

<400> 3163 

ngacctctgt aaaagccaca ggtggactgc ttctggggac atcaccttct tcttcggggt 
60 

tgccagtcat cggaacgtca gaaacctgaa gtgtcatctg gggccatgga cggagagggg 
120 

tgggggctac cagtggaccc actgactcct ggacatcagg atgctctgcc atggcaaagg 
180 

tgttatcatc catgttcttc gtcttcagtt cctcctcggc aggcctgcgc ctcaccggct 
240 

tcatgcagct cttcagctgc cntggcctca gcctccacgg gaccctggca ctcgggctgt 
300 

ggctccagct gcggcagctg ctgctgctgg ggcagccctt cggcatcagt gggtgtggga 
360 

gcgggtgcga tccggagcag gactgtgtag ttgcggccgt ggttgttggc ccagaaagtg 
420 

ccctcanngg ggtctcatag cgcaccancg aagtcgaggc gcgccccatc gcccgcgccc 
480 

tcagcaaagg gcagctggaa ggcaaagcgg tcggtgcggc cgccgtcgtc gggcgaggag 
540 

gcggatgcct ggccgggacc caggccgagc cccggatcca ggatgggatc tcctgctcct 
600 

gttcctcccg ctcctgccca cggcgggctg cgcgggacgt agcgcgctgg gtggtcgcaa 
660 

aaggaagccc agccgtcgtg tgaggccgca cgtgcaccgc cttctcgaag gagcggttca 
720 

gcacgcgtac caacccgcgc agcaccggcg ggcggccccc aggcacccac accccggcac 
780 

ccccggggac cgctccggga ggcggcagca gcgcctccag ctccaccatg acgcgcccca 
840 

agcgctccag acggcccggc gcgggcggca gcgaaaatgt ggggaccagg taaaaccncc 
900 

ccgccagcgg ggacggggca cagcggtgag ggctcggggc aagcctcctc t tec tec tec 
960 

ccttcatccc catcctcgcc atcgtcgtcc tcgtcggccc cgccgccgcc gecaatatgg 
1020 

cgcgtacggc ccctgtggag cccccgctgc ggcattccgc gcccccctcg cegge 
1075 

<210> 3164 
<211> 94 
<212> PRT 

<213> Homo sapiens 



365 

Cys Lys Asp Ala Pro 
380 
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<400> 3164 
Met Asp Gly Glu 
1 

His Gin Asp Ala 
20 

Ser Ser Val Pro 
35 

Ser Ser Ala Ala 
50 

Cys Gly Ser Ser 
65 

Ser Val Gly Val 



Gly Trp Gly Leu 
5 

Leu Pro Trp Gin 

Pro Arg Gin Ala 
40 

Xaa Ala Ser Ala 
55 

Cys Gly Ser Cys 
70 

Gly Ala Gly Ala 
85 



Pro Val Asp Pro 
10 

Arg Cys Tyr His 
25 

Cys Ala Ser Pro 

Ser Thr Gly Pro 
60 

Cys Cys Trp Gly 
75 

lie Arg Ser Arg 
90 



Leu Thr Pro Gly 
15 

Pro Cys Ser Ser 
30 

Ala Ser Cys Ser 
45 

Trp His Ser Gly 

Ser Pro Ser Ala 
80 

Thr Val 



<210> 3165 

<211> 2413 

<212> DNA 

<213> Homo sapiens 



<400> 3165 
gaaggctgtg 
60 

tccggggccg 
120 

ggaaagtgcg 
180 

tggctcagca 
240 

ttgcagcggt 
300 

cctctggcag 
360 

ggcttgggca 
420 

cttatctcag 
480 

gtaaatattc 
540 

catataaatg 
600 

tggtgccgcc 
660 

gggatagagg 
720 

cagaaaccag 
780 

gacagcaaag 
840 

ctatatgaaa 
900 

gagaaattta 
960 

gaatgtgtcc 
1020 



cggagcggcg 
ggccaggtct 
ttaaagggaa 
gggccgagtg 
acgcgcttaa 
tggcttctac 
ctgatgaact 
agaggaagac 
cggattggat 
actgccgcag 
aactggagaa 
aagaggatca 
agcctcagga 
gcagcgaaga 
gagcccgaga 
ggtatttacc 
tggcagagct 



cggcacagag 
aggttcccag 
agggtcgttg 
ggaccaggtg 
ccgcatcacg 
tgctgacctg 
tagactgctc 
aaagtttgcc 
tgttgacctt 
aggctgctac 
cagcctgaga 
agaggaagat 
tgatgggaaa 
ggtggattct 
actgctggta 
taaggccatt 
caagggcgtt 



cctgttgttg 
gggatggatc 
ccactctcgg 
acggtttatc 
gtgtggagga 
atacgctgta 
tatggcatgg 
aaggtccccc 
cgccatgagt 
tttgtcctgg 
gagacctggg 
aagaacattg 
agtacggagt 
cattgcaaaa 
tcatacgaag 
aaggcgtgga 
acatgcgaga 



agctcagtat 
tcgtgtggag 
cccacggcat 
tgttctgtga 
gcaggtcagg 
agctcttgga 
cattggtcag 
tcaagtgtct 
tgacccacaa 
attggctcca 
agttggagga 
ttgttgatga 
cagatgtaaa 
aggccctgag 
aggagcagtt 
ataacccgtc 
acagggaggc 



gtcgtgggaa 
tgcgtggtac 
cgtggtcgcc 
cgaccataag 
caacgaactc 
tgtaactggt 
gtttgtgaat 
ggctcaagag 
gaaaatgccc 
gaagacctat 
gttcagggaa 
catcacagaa 
ggccgatgga 
tcataaagag 
tacggtgctg 
cccacgtgta 
tgtgctggat 
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gcttttctgg atgatggctt ccttgtcccc acatttgaac agttggcagc tttgcagata 
1080 

gaatatgaag aaaacgtgga cttgaatgac gtcctggtgc caaagccgtt ctctcagttc 
1140 

tggcagcccc tgctcagggg cctgcactcc cagaacttca cgcaggccct attggagagg 
1200 

atgctctctg aactgccagc cttggggatc agcgggatcc ggcctaccta catcctcaga 
1260 

tggaccgttg aactgatcgt ggccaacacc aagactggac ggaatgctcg ccgattttct 
1320 

gcaggccagt gggaagcaag aaggggctgg aggctgttca actgctccgc ctcccttgac 
1380 

tggccccgga tggttgagtc ctgcttgggc tcaccttgct gggccagccc ccaactcctt 
1440 

cggatcatct tcaaagccat ggggcagggc ctgccagacg aggagcagga gaagctgctg 
1500 

cgcatctgtt ccatttatac ccigagtgga gaaaacagcc tggtgcagga gggctctgag 
1560 

gcctccccca ttgggaagtc tccatataca ctagacagcc tgtattggag cgtcaagcca 
1620 

gccagctcca gcttcgggtc tgaagcaaag gcccagcaac aggaggagca gggcagtgtt 
1680 

aatgatgtca aggaagagga gaaggaggag aaagaggtct tgccagacca ggtagaggag 
1740 

gaggaagaaa atgatgacca agaggaggaa gaggaggatg aagatgatga agatgatgaa 
1800 

gaggaagaca gaatggaggt ggggcctttc tctacagggc aagagtcccc cactgccgag 
1860 

aatgctaggc ttctggccca gaaaagagga gctttgcagg gctctgcatg gcaggttagc 
1920 

tcagaagacg tgcgatggga cacatttccc ctaggccgaa tgccaggtca gaccgaggac 
1980 

ccagcagagc tcatgctgga gaattatgac accatgtatc ttttggacca gcctgtgcta 
2040 

gagcagcggc tggaaccctc aacatgcaag actgacacct tgggcctgag ctgtggtgtc 
2100 

ggcagtggca actgcagcaa cagcagcagc agcaacttcg agggccttct ctggagccag 
2160 

gggcagctgc atgggctcaa aactggcctg cagctcttct gatggccatc cctggtgcaa 
2220 

gtgttcatcc agccgtgcca gggcaacagc ccacccccta gtacaactga tgctccctga 
2280 

gacaacctgg gagacagcct ggatcagcca catcaactca gttgtccacc acaggggaat 
2340 

tttgaatgtc ttttgttttt gttttgtttt gaaaaataat aaacaggcaa ctgtaaaaaa 
2400 

aaaaaaaaaa aaa 
2413 

<210> 3166 
<211> 717 
<212> PRT 

<213> Homo sapiens 
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<400> 3166 

Met Ser Trp Glu Ser Gly Ala Gly Pro Gly Leu Gly Ser Gin Gly Met 

15 10 15 

Asp Leu Val Trp Ser Ala Trp Tyr Gly Lys Cys Val Lys Gly Lys Gly 

20 25 30 

Ser Leu Pro Leu Ser Ala His Gly He Val Val Ala Trp Leu Ser Arg 

35 40 45 

Ala Glu Trp Asp Gin Val Thr Val Tyr Leu Phe Cys Asp Asp His Lys 

50 55 60 

Leu Gin Arg Tyr Ala Leu Asn Arg He Thr Val Trp Arg Ser Arg Ser 
65 70 75 80 

Gly Asn Glu Leu Pro Leu Ala Val Ala Ser Thr Ala Asp Leu He Arg 

85 90 95 

Cys Lys Leu Leu Asp Val Thr Gly Gly Leu Gly Thr Asp Glu Leu Arg 

100 105 110 

Leu Leu Tyr Gly Met Ala Leu Val Arg Phe Val Asn Leu He Ser Glu 

115 120 125 

Arg Lys Thr Lys Phe Ala Lys Val Pro Leu Lys Cys Leu Ala Gin Glu 

130 135 140 

Val Asn He Pro Asp Trp He Val Asp Leu Arg His Glu Leu Thr His 
145 150 155 160 

Lys Lys Met Pro His He Asn Asp Cys Arg Arg Gly Cys Tyr Phe Val 

165 170 175 

Leu Asp Trp Leu Gin Lys Thr Tyr Trp Cys Arg Gin Leu Glu Asn Ser 

180 185 190 

Leu Arg Glu Thr Trp Glu Leu Glu Glu Phe Arg Glu Gly He Glu Glu 

195 200 205 

Glu Asp Gin Glu Glu Asp Lys Asn He Val Val Asp Asp He Thr Glu 

210 215 220 

Gin Lys Pro Glu Pro Gin .Asp Asp Gly Lys Ser Thr Glu Ser Asp Val 
225 230 235 240 

Lys Ala Asp Gly Asp Ser Lys Gly Ser Glu Glu Val Asp Ser His Cys 

245 250 255 

Lys Lys Ala Leu Ser His Lys Glu Leu Tyr Glu Arg Ala Arg Glu Leu 

260 265 270 

Leu Val Ser Tyr Glu Glu Glu Gin Phe Thr Val Leu Glu Lys Phe Arg 

275 280 285 

Tyr Leu Pro Lys Ala He Lys Ala Trp Asn Asn Pro Ser Pro Arg Val 

290 295 300 

Glu Cys Val Leu Ala Glu Leu Lys Gly Val Thr Cys Glu Asn Arg Glu 
305 310 315 320 

Ala Val Leu Asp Ala Phe Leu Asp Asp Gly Phe Leu Val Pro Thr Phe 

325 330 335 

Glu Gin Leu Ala Ala Leu Gin He Glu Tyr Glu Glu Asn Val Asp Leu 

340 345 350 

Asn Asp Val Leu Val Pro Lys Pro Phe Ser Gin Phe Trp Gin Pro Leu 

355 360 365 

Leu Arg Gly Leu His Ser Gin Asn Phe Thr Gin Ala Leu Leu Glu Arg 

370 375 380 

Met Leu Ser Glu Leu Pro Ala Leu Gly He Ser Gly He Arg Pro Thr 
385 390 395 400 

Tyr He Leu Arg Trp Thr Val Glu Leu lie Val Ala Asn Thr Lys Thr 

405 410 415 

Gly Arg Asn Ala Arg Arg Phe Ser Ala Gly Gin Trp Glu Ala Arg Arg 
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420 425 430 

Gly Trp Arg Leu Phe Asn Cys Ser Ala Ser Leu Asp Trp Pro Arg Met 

435 440 445 

Val Glu Ser Cys Leu Gly Ser Pro Cys Trp Ala Ser Pro Gin Leu Leu 

450 455 460 

Arg lie lie Phe Lys Ala Met Gly Gin Gly Leu Pro Asp Glu Glu Gin 
465 470 475 480 

Glu Lys Leu Leu Arg lie Cys Ser lie Tyr Thr Gin Ser Gly Glu Asn 

485 490 495 

Ser Leu Val Gin Glu Gly Ser Glu Ala Ser Pro lie Gly Lys Ser Pro 

500 505 510 

Tyr Thr Leu Asp Ser Leu Tyr Trp Ser Val Lys Pro Ala Ser Ser Ser 

515 520 525 

Phe Gly Ser Glu Ala Lys Ala Gin Gin Gin Glu Glu Gin Gly Ser Val 

530 535 540 

Asn Asp Val Lys Glu Glu Glu Lys Glu Glu Lys Glu Val Leu Pro Asp 
545 550 555 560 

Gin Val Glu Glu Glu Glu Glu Asn Asp Asp Gin Glu Glu Glu Glu Glu 

565 570 575 

Asp Glu Asp Asp Glu Asp Asp Glu Glu Glu Asp Arg Met Glu Val Gly 

580 585 590 

Pro Phe Ser Thr Gly Gin Glu Ser Pro Thr Ala Glu Asn Ala Arg Leu 

595 600 605 

Leu Ala Gin Lys Arg Gly Ala Leu Gin Gly Ser Ala Trp Gin Val Ser 

610 615 620 

Ser Glu Asp Val Arg Trp Asp Thr Phe Pro Leu Gly Arg Met Pro Gly 
625 630 635 640 

Gin Thr Glu Asp Pro Ala Glu Leu Met Leu Glu Asn Tyr Asp Thr Met 

645 650 655 

Tyr Leu Leu Asp Gin Pro Val Leu Glu Gin Arg Leu Glu Pro Ser Thr 

660 665 670 

Cys Lys Thr Asp Thr Leu Gly Leu Ser Cys Gly Val Gly Ser Gly Asn 

675 680 685 

Cys Ser Asn Ser Ser Ser Ser Asn Phe Glu Gly Leu Leu Trp Ser Gin 

690 695 700 

Gly Gin Leu His Gly Leu Lys Thr Gly Leu Gin Leu Phe 
705 710 715 



<210> 3167 
<211> 2730 
<212> DNA 

<213> Homo sapiens 
<400> 3167 

nnggccggcg cctcctcctg gattcattca ctcgctcttt tcattcacga aggtagtgag 
60 

gcctagtgga aagccatgga gagcgctctc cccgccgccg gcttcctgta ctgggtcggc 
120 

gcgggcaccg tggcctacct agccctgcgt atttcgtact cgctcttcac ggccctccgg 
180 

gtctggggag tggggaatga ggcgggggtc ggcccggggc tcggagagtg ggcagttgtc 
240 

acaggtagta ctgatggaat tggaaaatca tatgcagaag agttagcaaa gcatggaatg 
300 
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aaggttgtcc ttatcagcag atcaaaggat 
360 

gaaaaattca aagtggagac aagaaccatt 
420 

gataaaatta aaacaggctt ggctggtctt 
480 

atgtcgtatg agtatcctga atactttttg 
540 

aaaatgataa atattaatat tctttctgtt 
600 

atggtggaaa gatccaaagg ggctattctg 
660 

gtcccactct tgaccatcta ttctgcaacc 
720 

ctccatgagg agtataggag caagggcgtc 

gctacaaaac tggctaaSac ccggaagcca 
840 

gtgaagtctg caattaaaac agtcggcctg 
900 

gctcttatgg gctcgataat ctcaaacctg 
960 

aatatgaaca agtctacacg ggctcactat 
1020 

ataactgcat tgtaacttgg ccagatgctc 
1080 

tactggtttt gaaaatctga ccttgtcatt 
1140 

cttaattaag aggaaaatag aagttgcttt 
1200 

atccgaggta attttgaagt ttaatataaa 
1260 

ttgtcgggaa cacctaatag aaaggaatac 
1320 

aagcataaaa cttggcagtt ttatctgctt 
1380 

ttctctgaaa ctgattataa aaaccaatgt 
1440 

gaaatggaga tcgatttgat ttgtttataa 
1500 

ttacggtttt ataaaattat cttccagttt 
1560 

gggtagctaa tgacatgaaa ataattgtga 
1620 

cactaaacta tgctttctta taatgcatat 
1680 

gaagctatat ggtatgattt ataaagataa 
1740 

ccatctatgg taccactgaa accctgaccc 
1800 

cctttgtttc tgcattaaac caatattgat 
1860 

agtaatgact tcatagaaat ggcattataa 
1920 



aaacttgacc aggtttccag tgaaataaaa 
gctgttgact ttgcatcaga agatatttat 
gaaatcggca tcttagtgaa caacgtggga 
gatgttcctg acttggacaa tgtgatcaag 
tgtaagatga cacaattggt actgcctggc 
aacatttcat ctggcagtgg catgctccct 
aagacttttg tagatttctt ctctcagtgc 
tttgtgcaga gtgtcctgcc atacttcgta 
actttggata agccctctcc ggagacgttt 
caatcccgaa ccaatggata cccgacccat 
ccttcttgga tttatttgaa aatagtcatg 
ctgaagaaaa ccaagaagaa ctaagcattg 
cagcatatgc acgttcactg caaagcaccc 
tcaatagtta ttaacatgac taaatattat 
taggggtttc tgacatatat tctggatact 
tgctcatatc aaatgaatat agaactaata 
tattatagca aatcacagaa tgatagactc 
caaaatgcca ttgatcatta ttcctgtatt 
ccagctactc ttttgttttt gacacttgaa 
gcagacacac tgcaatttac aaagatctct 
gtacatttat atggaattgt tctttatcaa 
aatatggaat tatttctgac acatgaagcc 
ttcttctcag tttaaatgta tgtaaatatc 
atgggccaaa gtgtacattg agactggcag 
agaaaagtgg cttgcttgga cacccagctg 
cacacatatg acacaggcta gtcctataaa 
tttttaagtt gatactctac aggtagctat 
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tgatataatt agttttaata 
1980 

tttggtgatt gaaattaagg 
2040 

tgcttcataa cttgtatgga 
2100 

caagaagatt ggtctttacc 
2160 

gatttgtatt aaaagaaaaa 
2220 

aaggacataa aacaaaaata 
2280 

atgtaaaaga aaatatattt 
2340 

gttgtcattt aagttgaata 
2400 

tcctctcatt tcattgtaga 
2460 

tttcacacat tggttggtta 
2520 

tggtggtaga tagaggaggg 
2580 

tcccagttag aaaatagttg 
2640 

ttgggaggct gagacaggag 
2700 

gtagcaagct cttgtctcta 
2730 



aaacatgctg caaccatggt 
ccgtatttac aatgacttaa 
gaactcacca agaaagaatt 
t aggc tg t g t 1 1 c c t aagc t 
aaaatggggc cttagcttct 
aacaaacaaa aacaaatagc 
tagcccctaa aattaggaag 
aatatatagc tttatgaaaa 
aatggtgaca ccacaatgac 
gttggttggt tggttggttg 
attctcttgc aagtatacaa 
taggctaagc acagtggctt 
gattgcttga gcccgggagt 
caaaaaaatt 



atacaacaaa aatacatttc 
tataagactg acttttatcc 
caatactgtg aaatatgcag 
ctgagttttc agcaccagta 
ggcttttaat tttgccagct 
catctgctat cagcatcatt 
aatgtaatct cagaataaag 
acacattgtt tgcccttttt 
ctggacagta ttttatctgc 
gtgagttggt tttagtgtag 
aatactctct ttttctttta 
acacctgtaa actcaatgct 
tcaacgccag cccgggcaac 



<210> 3168 

<211> 312 

<212> PRT 

<213> Homo sapiens 



<400> 3168 

Met Glu Ser Ala Leu Pro Ala Ala Gly Phe Leu Tyr Trp Val Gly Ala 

15 10 15 

Gly Thr Val Ala Tyr Leu Ala Leu Arg lie Ser Tyr Ser Leu Phe Thr 

20 25 30 

Ala Leu Arg Val Trp Gly Val Gly Asn Glu Ala Gly Val Gly Pro Gly 

35 40 45 

Leu Gly Glu Trp Ala Val Val Thr Gly Ser Thr Asp Gly He Gly Lys 

50 55 60 

Ser Tyr Ala Glu Glu Leu Ala Lys His Gly Met Lys Val Val Leu He 
65 70 75 80 

Ser Arg Ser Lys Asp Lys Leu Asp Gin Val Ser Ser Glu He Lys Glu 

85 90 95 

Lys Phe Lys Val Glu Thr Arg Thr He Ala Val Asp Phe Ala Ser Glu 

100 105 HO 

Asp He Tyr Asp Lys He Lys Thr Gly Leu Ala Gly Leu Glu He Gly 

115 120 125 

He Leu Val Asn Asn Val Gly Met Ser Tyr Glu Tyr Pro Glu Tyr Phe 

130 135 140 

Leu Asp Val Pro Asp Leu Asp Asn Val He Lys Lys Met He Asn He 
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145 150 155 160 

Asn He Leu Ser Val Cys Lys Met Thr Gin Leu Val Leu Pro Gly Met 

165 170 175 

Val Glu Arg Ser Lys Gly Ala He Leu Asn He Ser Ser Gly Ser Gly 

180 185 190 

Met Leu Pro Val Pro Leu Leu Thr He Tyr Ser Ala Thr Lys Thr Phe 

195 200 205 

Val Asp Phe Phe Ser Gin Cys Leu His Glu Glu Tyr Arg Ser Lys Gly 

210 215 220 

Val Phe Val Gin Ser Val Leu Pro Tyr Phe Val Ala Thr Lys Leu Ala 
225 230 235 240 

Lys He Arg Lys Pro Thr Leu Asp Lys Pro Ser Pro Glu Thr Phe Val 

245 250 255 

Lys Ser Ala He Lys Thr Val Gly Leu Gin Ser Arg Thr Asn Gly Tyr 

260 265 270 

Leu He His Ala Leu Met Gly Ser He He Ser Asn Leu Pro Ser Trp 

275 280 285 

He Tyr Leu Lys He Val Met Asn Met Asn Lys Ser Thr Arg Ala His 

290 295 300 

Tyr Leu Lys Lys Thr Lys Lys Asn 
305 310 



<210> 3169 
<211> 5945 
<212> DNA 

<213> Homo sapiens 
<400> 3169 

nncggccgcc gcaagaaagt gtccttcgag 
60 

aggaacgacg ccgaggaagt acgctacttc 
120 

aatgaggacg gactcacagc cctacaccag 
180 

aagctgctcc tctcccatgg tgccaatgtg 
240 

ctccatgctg cagccacctg cggccacatc 
300 

gccgacttgc ttgctgtcaa ctcggatggg 
360 

cccaccctgg atgtcatcga gacctgcatg 
420 

aacgagatgc gggtggctcc tgagcagcag 
480 

gcgggccagg acctggactg gatagatgcc 
540 

gccaatggat acctgcgggc agctgagctc 
600 

aaggactggg atggctggga gcccctgcat 
660 

gcagagctat tggtgtccca tggagctagt 
720 

ccaatagacc tgtgcgagga ggaagagttc 
780 



gccagcgtgg ccctgctgga ggcctcgctg 
ctgaagaata aggtcagccc tgatttgtgc 
tgctgcatcg acaactttga ggaaattgtg 
aacgccaagg acaacgagct gtggacacct 
aacctggtga agatcctcgt tcagtatggg 
aacatgccat atgacctctg cgaggatgaa 
gcataccagg gcatcaccca agagaaaatc 
atgattgcgg acatccactg catgatcgca 
cagggtgcca cactgctgca catagctgga 
ctcctggatc atggagtgcg tgtggatgtg 
gcagctgcct tctggggaca gatgcagatg 
ctcagtgcaa ggacatccat ggatgagatg 
aaggtcctgc tgctggagct aaaacacaag 
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catgatgtga 
840 

agcgcaggca 
900 

tataggaagg 
960 

cggacctcca 
1020 

cctaacccca 
1080 

ggtgaactgg 
1140 

gcgctggcca 
1200 

ggcaaccctg 
1260 

cagacgcttc 
1320 

cttagcacac 
1380 

gccnccttga 
1440 

acggtcacca 
1500 

gagaaggtgc 
1560 

ctggggaggg 
1620 

gcagctgggg 
1680 

ctgcccatag 
1740 

atctgacaca 
1800 

gggcttgaga 
1860 

tcacattaac 
1920 

taggaatgac 
1980 

caaaaggatg 
2040 

ggaggggacc 
2100 

caccagccac 
2160 

tacatgggta 
2220 

tctgcccatg 
2280 

atttcgttcc 
2340 

aagggtgtgg 
2400 



tcatgaagtc 
gccgtgggaa 
agtatgaggg 
cctacaacgg 
ggctggagaa 
acatgcctgt 
acggggatgt 
gcgtggccga 
tggagctgaa 
acctgggcag 
tcggaggcag 
gcggagatcc 
atggctgttg 
gctcctggaa 
agaggtgggc 
catcccatgt 
aggcctgtcg 
tcccagctct 
acacacacac 
atacctgggc 
gaagttaaga 
tgctaagctg 
acctgacagg 
gatgagatag 
ccaggagcca 
tggaatcaac 
gagggggaca 



acagctgagg 
ggtggtgcgg 
agaggccatc 
ggacatcagg 
gcccgtgcta 
tgagaatggc 
ctggaaggtg 
cgccaccccg 
gc^gcagcgg 
cagcatggcc 
aacttcaccg 
cccactctta 
ccgtatctcc 
tccaggccag 
tctgcttttc 
cccacgtccc 
tggcctcctg 
attcttggta 
acacacatat 
tcaggggaag 
ctcagagtct 
agacccatag 
ggtgagaagt 
acacagacct 
gctgtgtgac 
caaatcatgt 
aggtcagtat 



cacaagtcat 
cgagccagcc 
ctgtggcagc 
gagaccagga 
ctctccgaat 
ctccgggctc 
catgaggtgc 
ccctggagca 
gctgcagcca 
aggacgggcg 
tacagcagca 
aagttcaagg 
tagtctccgt 
cccaacaacc 
agaggaactc 
gtggttctgc 
gttcactctg 
taaaggcttc 
acacacacac 
caagggggct 
cattaccact 
tcctgctcag 
cctcgctgtg 
gctccccgca 
catccagggg 
tttcctcttg 
ttaccaaagt 



ccttgagccg 
tgtcggacag 
ggagtgcagc 
cagaccaaga 
ttcctaccaa 
cggtcagtgc 
ctgactacag 
gctacaagga 
agctgctcag 
agagtagcag 
atgggacctc 
cccccataga 
gtgatggagg 
ctggctgggg 
agaccccagc 
ttcctgctgc 
ctgtctgatc 
tccggatcag 
acaagctcga 
tagaatttgt 
gccaatgtgg 
agttatccca 
ttcagaggga 
gccttgttga 
tggaggggga 
gatggaagtg 
gtatctgatt 



gaggacctcc 
gaccaacctg 
tgaggatcag 
gaataaggac 
gatcccacga 
ctaccagtat 
catggcctat 
acagagccct 
ccaccccttc 
tgaaggcaag 
ggtatattac 
ggagatggag 
agggagatgc 
aggtgtcagg 
cctcagctgg 
atcgtctgcc 
ttgggagggt 
tacatgcatg 
tcagtgtgtg 
ggggtattcc 
ttttagcagg 
aagtctgagc 
gccaggaatc 
gagccacact 
aaaccaggca 
tcaaaggcag 
ttaaaaattc 
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ctttagtctg taaaactcct agagggaggg 
2460 

cgtatcaagg tcactgggtt ttactggctg 
2520 

ttccattgga atgcttttcc agggagagag 
2580 

ttaacagcga cagagcccag caccctgggg 
2640 

agcccatctc agccaaccct ccttagactg 
2700 

ctgcctccac ctcccacccc cttccacctc 
2760 

ggatcccggg cccagctttt gcctttttgg 
2820 

gcccttttga gttcccgcct cacccagggg 
2880 

gccccaagtc tgcgaatcca gggtgcacgt 
2940 

ccatggtagg gctggagttg ggtcttgccc 
3000 

tggtgctggg gagggaggac tgtgaatggc 
3060 

accccctttg gagatgccca tggcatgggc 
3120 

gtgtacccga taagctgcag gttatccctt 
3180 

tacctcctta gagctctgaa ggggtctcct 
3240 

tgggttcttt ttaaccctct tctttctcag 
3300 

gggctagggg cttgggactg gaagaccatc 
3360 

atctgctctt tgtcattctt agccccctac 
3420 

gggagctgga cttcagggag cctgagtgat 
3480 

ccagaaagta gagggcccat gggagtgact 
3540 

gttctcagca tcaggccacc tccaccccaa 
3600 

tggaggcggc ccaggaggct gaagacaggt 
3660 

ggggtgggct cttcaacatc tcaggctgtg 
3720 

acgtaccatt ggctgtaaaa cagtatgagc 
3780 

aaccttagct acaaggtagg gagttctgag 
3840 

tttaggtttt ccgatctttt tgctcagggg 
3900 

cactgagcgc ctgaggccat tccctccttt 
3960 

ctctccaccc agaaggctgg gaatcccagc 
4020 



aggtaactga attcacttct ttttgtggat 
gtgctgggaa aatgaagcta agtgaggagc 
gccagttaat ttaaaaaaaa cagtcgctag 
tctttgtgaa tatccagact gtttcagccc 
agctgtcaga gcaagcaatt aggggccagc 
catcagtcat gtgtgcagag tcagtgctcg 
ggatgcttgg tgagacagat ttgccagtca 
ctcccagcct gcacttgcag gagtggtgat 
ggtcaatatc ccctcctgca ttcaggagag 
agccctgcag cttcatagte ccagccttcc 
tgttctcccc tcactgctga gtctcccagg 
actgcccaca ggctcagcca gaacctcttg 
gctctgtgcg ccttttattt gtccttaaac 
agttccagat tttaatttgg ggaacagatc 
tctatgagaa acttgccctg aggggcacct 
cccgccttgt gccacaactt tggtcatggg 
tgtggccccc atagccccat aacccagaga 
gctttcccag gagcagggca gctggctgga 
gcacccttgg tggctgctgg aaagggagag 
tgccaggata gatgtattct agagtagggg 
gcacagatgc ttcccacgac cttgccattt 
gctggaacag gacaggatga tctaaaacac 
ccagactgac gctgaaatcc ctcatgagcc 
ggaagccgcg tgctcctcag gagagagctg 
ccaaacactg aaggcacgta ctgcccaacc 
tccgcatgcc tcctgcctcc tgggctattc 
tgattccctg acaggagccg acttcacaca 
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caggtgactc tcaggcattg 
4080 

gctttaagtc cctggggagc 
4140 

gaccaacctc caatgaatga 
4200 

tagctgcaac atgccagcct 
4260 

tcaggagaac tgttccttgt 
4320 

ttcaagtcac ctgaggcaaa 
4380 

cctagaatcc ttagagtctg 
4440 

ataacatttg ccaccaagta 
4500 

tccatctgga actttcagtg 
4560 

agcagcttga gatcagtgtc 
4620 

gtttttaaag tcattgtttc 
4680 

cactaatgga taatgggagg 
4740 

gaatctgcct ccctccatgg 
4800 

aaccagatgc ctagctcctg 
4860 

ggagaccact tccaaagcag 
4920 

agttggcggt tatcaccaga 
4980 

ctctaggccc agggctacta 
5040 

agtaaaactg ctctgcactg 
5100 

tgtgtcccct gtcctgcccc 
5160 

ttgttggtgt cagatacctt 
5220 

agcaggatac tggggtactt 
5280 

atttaactct tgctatttgt 
5340 

caaaggctcc aatggtcagt 
5400 

agccctctcc ccaacaggtc 
5460 

aagtgccacc gtgcggggcc 
5520 

ctccgcaata attcaccaga 
5580 

attttatgtg aaaaaaaatt 
5640 



gctcatgttt tcagccaggg 
tttccctgta ggtctcctgg 
gccgcggtca ttcattaatt 
ctacgttagg ttctgcggat 
ggtttccgtc ccttggggac 
gtgtctgcat cttcgtccag 
aattccttta gctgggaaca 
tagatgctgg atcttgggtt 
atagctgcct tcagccagca 
tagaagactg ttctgcaatt 
ttgctcatgg tggctcattt 
aaaagttgct gcttccttca 
caggggtgga ttcgggagct 
ctgagaccca ggtcctatgg 
gtgctgcatg gctcaccatc 
ctgtgagttt ctggcaagta 
aagacttcag gatagaattc 
tttaatccat ttccaagggg 
accggtttgc tggctttgta 
cccatcctga gctctctcac 
ttaagaaggg tgctcctttt 
aacttgggga tggtctcccc 
ggatgactct gcaaaagtga 
tctcttgttg gccagagggc 
tggctctgca cacccaggaa 
ccagaagcca ctggtgtaca 
aaaactctgt atactgtatc 



ataaaccatc ccttcttggg 
gtgttgagag acaagttgga 
cactcacgta atttactgag 
aaaggaggaa taagacagag 
cacaggcatc agcagtccca 
cgaccctttg cttttcggct 
gctgtcatgg tcacccctgg 
ccaggcagac atcatccagg 
tctttggggg actctataat 
cgccgccaaa tgcatctcag 
attacatagt cccctcaccc 
gcatcaaagc ctttccttgg 
gggagtaacc aggcaaagtc 
cagctcctca ttagattaaa 
atatgcccca aacaactgaa 
gcttggggaa gctgaataaa 
tccatcaaat atacagcata 
cttagaaaag ctaacaaggg 
ataacataag accattgtgg 
ctacctgctc tctctcctag 
aagatgccca gaaaagctgt 
tgccccaggg cacataagag 
ccccctgtgc cagaagctat 
ctgcttccca tgggcattgc 
aagtctgcag acccccagcc 
gagaacactt aaaaaaatgt 
agcagctttg tgtaaaaatg 
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gcaatcaaga gagtctaata tatttaaaac ttttttaaaa aaaatcttcg cggatctttg 
5700 

atatcgtact gaggtaactt ccacgtagcc ccttgccacg cggcaccggt gggccttggg 
5760 

tccaaaactg tggctcagcc acatcccaaa gggggcacat gtccctggag ttgcttccag 
5820 

ctgccaaggc ctgtgacaga attcgctgtt aagagttttt aattaaaatt attaaattcc 
5880 

ttttaataac aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

5940 

aaaaa 

5945 

<210> 3170 
<211> 412 

<212> PRT ^ 
<213> Homo sapiens^ 

<400> 3170 

Tyr Gly Ala Asp Leu Leu Ala Val Asn Ser Asp Gly Asn Met Pro Tyr 

15 10 15 

Asp Leu Cys Glu Asp Glu Pro Thr Leu Asp Val lie Glu Thr Cys Met 

20 25 30 

Ala Tyr Gin Gly lie Thr Gin Glu Lys lie Asn Glu Met Arg Val Ala 

35 40 45 

Pro Glu Gin Gin Met He Ala Asp He His Cys Met He Ala Ala Gly 

50 55 60 

Gin Asp Leu Asp Trp He Asp Ala Gin Gly Ala Thr Leu Leu His He 
65 70 75 80 

Ala Gly Ala Asn Gly Tyr Leu Arg Ala Ala Glu Leu Leu Leu Asp His 

85 90 95 

Gly Val Arg Val Asp Val Lys Asp Trp Asp Gly Trp Glu Pro Leu His 

100 105 110 

Ala Ala Ala Phe Trp Gly Gin Met Gin Met Ala Glu Leu Leu Val Ser 

115 120 125 

His Gly Ala Ser Leu Ser Ala Arg Thr Ser Met Asp Glu Met Pro He 

130 135 140 

Asp Leu Cys Glu Glu Glu Glu Phe Lys Val Leu Leu Leu Glu Leu Lys 
145 150 155 160 

His Lys His Asp Val He Met Lys Ser Gin Leu Arg His Lys Ser Ser 

165 170 175 

Leu Ser Arg Arg Thr Ser Ser Ala Gly Ser Arg Gly Lys Val Val Arg 

180 185 190 

Arg Ala Ser Leu Ser Asp Arg Thr Asn Leu Tyr Arg Lys Glu Tyr Glu 

195 200 205 

Gly Glu Ala He Leu Trp Gin Arg Ser Ala Ala Glu Asp Gin Arg Thr 

210 215 220 

Ser Thr Tyr Asn Gly Asp He Arg Glu Thr Arg Thr Asp Gin Glu Asn 
225 230 235 240 

Lys Asp Pro Asn Pro Arg Leu Glu Lys Pro Val Leu Leu Ser Glu Phe 

245 250 255 

Pro Thr Lys He Pro Arg Gly Glu Leu Asp Met Pro Val Glu Asn Gly 

260 265 270 

Leu Arg Ala Pro Val Ser Ala Tyr Gin Tyr Ala Leu Ala Asn Gly Asp 
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275 








280 




285 








Val 


Trp 


Lys 


Val 


His 


Glu 


Val Pro Asp Tyr 


Ser 


Met Ala 


Tyr Gly Asn 




290 










295 




300 








Pro Gly 


Val 


Ala 


Asp Ala 


Thr Pro Pro Trp 


Ser 


Ser Tyr 


Lys 


Glu 


Gin 


305 










310 




315 








320 


Ser 


Pro 


Gin 


Thr 


Leu 


Leu Glu Leu Lys Arg Gin 


Arg Ala 


Ala 


Ala 


Lys 










325 




330 








335 




Leu 


Leu 


Ser 


His 
340 


Pro 


Phe 


Leu Ser Thr His 
345 


Leu 


Gly Ser 


Ser 
350 


Met 


Ala 


Arg Thr 


Gly 


Glu 


Ser 


Ser 


Ser Glu Gly Lys 


Ala 


Xaa Leu 


lie 


Gly Gly 






355 








360 




365 








Arg 


Thr 


Ser 


Pro 


Tyr Ser Ser Asn Gly Thr Ser 


Val Tyr 


Tyr 


Thr 


Val 




370 










375 




380 








Thr 


Ser 


Gly 


Asp 


Pro 


Pro 


Leu Leu Lys Phe 


Lys 


Ala Pro 


He 


Glu 


Glu 


385 










390 




395 








400 


Met 


Glu 


Glu 


Lys 


Val 
405 


His 


Gly Cys Cys Arg 
410 


He 


Ser 









<210> 3171 
<211> 753 
<212> DNA 

<213> Homo sapiens 
<400> 3171 

gaattctatt tattccttag tgttgactct agggccatgg aaggaaagga atgaggtacc 
60 

actcactgaa ttgggaggcg attacaattc tgttattctg atgctatttg ggaccttctt 
120 

tttcccttta cagggtcaac ggactgcgtg tgttactcca ccgtgggcac cagcgacgca 
180 

gaaacctcgg cgctgcatat cgttgttggg gactcgctgg ccatggatgt gtcctcagtc 
240 

caccacaaca gcacactcct tcgctactcc gtgtccctgc tgggctacgg cttctacggg 
300 

gacatcatca aggacagtga gaagaaacgg tggttgggtc ttgccagata cgacttttca 
360 

ggtttaaaga ccttcctctc ccaccactgc tatgaaggga cagtgtcctt cctccctgca 
420 

caacacacgg tgggatctcc aagggatagg aagccctgcc gggcaggatg ctttgtttgc 
480 

aggcaaagca agcagcagct ggaggaggag cagaagaaag cactgtatgg tttggaagct 
540 

gcggaggatg tggaggagtg gcaagtcgtc tgtgggaagt ttctggccat caatgccaca 
600 

aacatgtcct gtgcttgtcg ccggagcccc aggggcctct ccccggctgc ccacttggga 
660 

gacgggtctt ctgacctcat cctcatccgg aaatgctcca ggttcaattt tctgagattt 
720 

ctcatctggc acgaagtctg caagaagcca ctt 
753 

<210> 3172 
<211> 228 
<212> PRT 
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<213> Homo sapiens 
<400> 3172 

lie Gly Arg Arg Leu Gin Phe Cys Tyr Ser Asp Ala lie Trp Asp Leu 

15 10 15 

Leu Phe Pro Phe Thr Gly Ser Thr Asp Cys Val Cys Tyr Ser Thr Val 

20 25 30 

Gly Thr Ser Asp Ala Glu Thr Ser Ala Leu His lie Val Val Gly Asp 

35 40 45 

Ser Leu Ala Met Asp Val Ser Ser Val His His Asn Ser Thr Leu Leu 

50 55 60 

Arg Tyr Ser Val Ser Leu Leu Gly Tyr Gly Phe Tyr Gly Asp lie lie 
65 70 75 80 

Lys Asp Ser Glu Lys Lys Arg Trp Leu Gly Leu Ala Arg Tyr Asp Phe 

85 90 95 

Ser Gly Leu Lys Thr Phe Leu Ser His His Cys Tyr Glu Gly Thr Val 

100 105 110 

Ser Phe Leu Pro Ala Gin His Thr Val Gly Ser Pro Arg Asp Arg Lys 

115 120 125 

Pro Cys Arg Ala Gly Cys Phe Val Cys Arg Gin Ser Lys Gin Gin Leu 

130 135 140 

Glu Glu Glu Gin Lys Lys Ala Leu Tyr Gly Leu Glu Ala Ala Glu Asp 
145 150 155 160 

Val Glu Glu Trp Gin Val Val Cys Gly Lys Phe Leu Ala He Asn Ala 

165 170 175 

Thr Asn Met Ser Cys Ala Cys Arg Arg Ser Pro Arg Gly Leu Ser Pro 

180 185 190 

Ala Ala His Leu Gly Asp Gly Ser Ser Asp Leu He Leu He Arg Lys 

195 200 205 

Cys Ser Arg Phe Asn Phe Leu Arg Phe Leu He Trp His Glu Val Cys 

210 215 220 

Lys Lys Pro Leu 
225 

<210> 3173 

<211> 573 

<212> DNA 

<213> Homo sapiens 



<400> 3173 

nntgtacaga acaaggattc aactgctgcc 
60 

ctgctcaggg gccccaaaaa atgactgaaa 
120 

tatagtgaag gtttgaaggt tgaagtgact 
180 

gtttgtaatg taacaaggag gcctgccagt 
240 

ggccaaactg tggagagaac agtagcgcag 
300 

aagtacccgc accttccctg tctgcaagtc 
360 

ctagaagtct gtaatattgt ggcagggcaa 
420 



cgaagagcat ggactcgatc ttaacttcaa 
aatgactaaa aagcataata aagttgatgt 
cattgtggaa caatgagacg gaaataccgt 
catcaaacct ttcctttaca gttagaaaac 
tatttcagag aaaagtatac tcttcagctg 
gggcaggaac agaaacacac ctacctgcca 
cgatgtatca agaagctaac agacaatcag 



2391 



WO 00/58473 



PCT/US00/08621 



acttccacta tgatcaaggc aacagcaaga tctgcaccag atagacaaga ggaaattagc 
480 

agattggtaa gaagtgcaaa ttatgaaaca gatccatttg ttcaggagtt tcaatttaaa 
540 

gttcgggatg aaatggctca tgtaactgga cgc 
573 



<210> 3174 

<211> 152 

<212> PRT 

<213> Homo sapiens 



<4O0> 3174 
Cys Tyr Ser Glu 
1 

Arg Arg Lys Tyr 
20 

Gin Thr Phe Pro 
35 

Val Ala Gin Tyr 
50 

His Leu Pro Cys 
65 

Pro Leu Glu Val 

Leu Thr Asp Asn 
100 

Ala Pro Asp Arg 
115 

Tyr Glu Thr Asp 
130 

Glu Met Ala His 
145 



Gly Leu Lys Val 
5 

Arg Val Cys Asn 

Leu Gin Leu Glu 
40 

Phe Arg Glu Lys 
55 

Leu Gin Val Gly 
70 

Cys Asn lie Val 
85 

Gin Thr Ser Thr 

Gin Glu Glu lie 
120 

Pro Phe Val Gin 
135 

Val Thr Gly Arg 
150 



Glu Val Thr His 
10 

Val Thr Arg Arg 
25 

Asn Gly Gin Thr 

Tyr Thr Leu Gin 
60 

Gin Glu Gin Lys 
75 

Ala Gly Gin Arg 
90 

Met lie Lys Ala 
105 

Ser Arg Leu Val 

Glu Phe Gin Phe 
140 



Cys Gly Thr Met 
15 

Pro Ala Ser His 
30 

Val Glu Arg Thr 
45 

Leu Lys Tyr Pro 

His Thr Tyr Leu 
80 

Cys lie Lys Lys 
95 

Thr Ala Arg Ser 
110 

Arg Ser Ala Asn 
125 

Lys Val Arg Asp 



<210> 3175 

<211> 948 

<212> DNA 

<213> Homo sapiens 



<400> 3175 

nncccccctc tcttcctcac gcgcagaact 
60 

tttgcacgtt aggagaaact acatttccca 
120 

tgggctccgg aatcgcccgc agccggtact 
180 

gctggatccc tgttgggccc cacgagtagg 
240 

cagccccggg cctggctggg gttcccagac 
300 

cggggcaagg ctcgcgggaa tgagtatcag 
360 

ggctgggtcc ggcgcctgag cacgccggcc 
420 



acaacttcag ggttttccca acggcctctt 
taatcctttg ttccagggct ggagcggctc 
gcgggaccca ctgcggatat ggctgtcttg 
tcggcagcgt tgctgggtgg caggtggctc 
gcctggggcc tccccacccc gcagcaggcc 
ccgagcaaca tcaaacgcaa gaacaagcac 
ggcgtgcagg tcatccttcg ccgaatgctc 
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aagggccgca agtcgctgag 
480 

agcatcgccc tcgcctcgga 
540 

aacgcctcgg acctgagtgc 
600 

aagtcccttt ttaggctttt 
660 

acagtacaaa gaacatccgt 
720 

ctgccccatc ctgagttctt 
780 

tatttcagaa tgtatctctc 
840 

acatccaaaa gaattatcaa 
900 

gttccacttg caaaaaaaaa 
948 



ccattgagga tcgcgacgca 
ccttgcctgg cgctattttt 
tctccatatt gtggggttga 
taattaggaa gcatttcgaa 
gtacccagta ccctgactac 
ttgaagctga tctcaggcat 
caagatgaga gctcattaaa 
taattttgaa atattattaa 
aaaaaaaaaa aaaaaaaaaa 



gtcggcggga ccctcatgga 
gcagggagct ggggagcagg 
agtctggatg ggagcttgcc 
cctgcgcaac agaccaaaga 
cgactaccta caacccgtcc 
cggattattt cttctgtaaa 
agataattac aaagcttatc 
acgtgtaata aatgttcaaa 
aaaaaaaa 



<210> 3176 

<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 3176 
Met Ala Val Leu 
1 

Ala Leu Leu Gly 
20 

Pro Asp Ala Trp 
35 

Arg Gly Asn Glu 
50 

Gly Trp Val Arg 
65 

Arg Arg Met Leu 



Ala Gly Ser Leu 
5 

Gly Arg Trp Leu 

Gly Leu Pro Thr 
40 

Tyr Gin Pro Ser 
55 

Arg Leu Ser Thr 
70 

Lys Gly Arg Lys 
85 



Leu Gly Pro Thr 
10 

Gin Pro Arg Ala 
25 

Pro Gin Gin Ala 

Asn lie Lys Arg 
60 

Pro Ala Gly Val 
75 

Ser Leu Ser His 
90 



Ser Arg Ser Ala 
15 

Trp Leu Gly Phe 
30 

Arg Gly Lys Ala 
45 

Lys Asn Lys His 

Gin Val He Leu 
80 



<210> 3177 

<211> 1857 

<212> DNA 

<213> Homo sapiens 



<400> 3177 

nggatccagg acatcgaggg agccagcgcc aaggaccttt gcagcgcgtc ttcggttgtg 
60 

tccccgtctt ttgtaccaac aggggagaag ccatgtgagc aagtccagtt ccagcccaac 
120 

acagtgaaca ctttggcctg cccgctcctc tccaacctgg cgacccgact ctggctacgc 
180 

aacggggccc ccgtcaatgc ctcggcctcc tgccacgtgc tacccactgg ggacctgctg 
240 

ctggtgggca cccaacagct gggggagttc cagtgctggt cactagagga gggcttccag 
300 
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cagctggtag ccagctactg 
360 

gagggtggca gtgtacccgt 
420 

aaggccagct ggggtgcaga 
480 

tttgtgctgg ccgtgctgct 
540 

aaagtcttcc tgaagcaggg 
600 

ctgccccctg agacccgccc 
660 

cgagggtacc agtccctgtc 
720 

aagaggccac tcagcatcca 
780 

cgggtccgcc ttggctcgga 
840 

cgctgccctg gcttcagggg 
900 

ctctgctctt cgtggaacac 
960 

gcctgctgct ctccagtcaa 
1020 

gccccagagg tcctggccaa 
1080 

tgtaaactga gccctttgtt 
1140 

gagatagcat ggcatgcagc 
1200 

gggatgcatc caaagtggtt 
1260 

caccttccac attatcccgc 
1320 

cttgggctgc gtgcgttctg 
1380 

tcccaccacc tcagggacca 
1440 

ctcggaccca actcctggac 
1500 

gcgcgagctc aggagagatt 
1560 

gactgtcgcc tgccttcctc 
1620 

ccaccctcgc tccatctttg 
1680 

ccagtcccca gttcaccctc 
1740 

cccagcacag gggccctgaa 
1800 

atgtcatttt ttaataaagt 
1857 

<210> 3178 



cccagaggtg gtggaggacg 
cattatcagc acatcgcgtg 
caggtcctac tggaaggagt 
cccagtttta ttcttgctct 
ggaatgtgcc agcgtgcacc 
actcaacggc ctagggcccc 
agacagcccc ccgggggccc 
agacagcttc gtggaggtat 
gatccgtgac tctgtggtgt 
ctgtgaatgc tcggagaggg 
gaccgtggtg cccggccctt 
gtagcgaagc tcctaccacc 
atatgggggc ctgcctaggt 
tagaaaacaa ttccaaatgt 
acacacggct gctccagttc 
gtctgagaca gagttggaaa 
tgccaccggc tgccctgtct 
ccttgccagt cagccgagga 
gagggctagg ttggcactgc 
ctttccagcc tgtatcaggc 
tcgtgacaat gtacgccttt 
cgttgttgcg tgagaacccg 
aactcaaaca cgaggaacta 
catccctcac cttcctccac 
tttatgtggt ttttatacat 
ctgaagaatt actgtttaaa 



gggtggcaga ccaaacagat 
tgagtgcacc agctggtggc 
tcctggtgat gtgcacgctc 
accggcaccg gaacagcatg 
ccaagacctg ccctgtggtg 
ctagcacccc gctcgatcac 
gagtcttcac tgagtcagag 
ccccagtgtg cccccggccc 
gagagctgac ttccagagga 
ccaactggac ctcccctccg 
gggagccttg gagccagctg 
cagacaccca aacagccgtg 
tggtggaaca gtgctcctta 
gaaactagaa tgagagggaa 
atggcctccc aggggtgctg 
ccctcaccaa ctggcctctt 
cactgcagat tcaggaccag 
tgtagttgtt gctgccgtcg 
ggccctcacc aggtcctggg 
tgtggccaca cgagaggaca 
ccctcagaat tcagggaaga 
tgtgcccctt cccaccatat 
actgcaccct ggtcctctcc 
tctaagggat atcaacactg 
tttttaataa gatgcacttt 
aaaaaaaaaa aagtttt 
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<211> 273 
<212> PRT 

<213> Homo sapiens 



<400> 3178 



Xaa 


He 


Gin 


Asp 


He 


Glu 


Gly Ala Ser Ala Lys Asp 


Leu Cys 


Ser 


Ala 


1 








5 






10 




15 




Ser 


Ser 


Val 


val 


Ser 


Pro 


Ser 


Phe Val Pro Thr Gly Glu Lys 


Pro 


Cys 








20 








25 


30 






Glu 


Gin 


Val 
35 


Gin 


Phe 


Gin 


Pro 


Asn Thr Val Asn Thr 

40 


Leu Ala 
45 


Cys 


Pro 


Leu 


Leu 


Ser 


Asn 


Leu 


Ala 


Thr Arg Leu Trp Leu Arg Asn Gly Ala Pro 




50 










55 


60 








Val 


Asn 


Ala 


Ser 


Ala 


Ser 


Cys 


His Val Leu Pro Thr Gly Asp 


Leu 


Leu 


65 










70 




75 






80 


Leu 


Val 


Gly 


Thr 


Gin Gin 


Leu 


Gly Glu Phe Gin Cys 


Trp Ser 


Leu 


Glu 












90 




95 




Glu 


Gly 


Phe 


Gin 
100 


Gin 


Leu 


Val 


Ala Ser Tyr Cys Pro 
105 


Glu Val 
110 


Val 


Glu 


Asp 


Gly 


Val 


Ala 


Asp 


Gin 


Thr Asp Glu Gly Gly Ser 


Val Pro 


Val 


He 






115 










120 


125 






lie 


Ser 


Thr 


Ser 


Arg 


Val 


Ser Ala Pro Ala Gly Gly Lys Ala 


Ser 


Trp 




130 










135 


140 








Gly 


Ala 


Asp 


Arg 


Ser 


Tyr 


Trp 


Lys Glu Phe Leu Val 


Met Cys 


Thr 


Leu 


145 










150 




155 






160 


Phe 


Val 


Leu 


Ala 


Val 
165 


Leu 


Leu 


Pro Val Leu Phe Leu 
170 


Leu Tyr 


Arg 
175 


His 


Arg 


Asn 


Ser 


Met 


Lys 


Val 


Phe 


Leu Lys Gin Gly Glu Cys Ala 


Ser 


Val 








180 








185 


190 






His 


Pro 


Lys 
195 


Thr 


Cys 


Pro 


val 


Val Leu Pro Pro Glu 
200 


Thr Arg 
205 


Pro 


Leu 


Asn 


Gly 


Leu 


Gly 


Pro 


Pro 


Ser 


Thr Pro Leu Asp His 


Arg Gly Tyr 


Gin 




210 










215 


220 








Ser 


Leu 


Ser 


Asp 


Ser 


Pro 


Pro Gly Ala Arg Val Phe 


Thr Glu 


Ser 


Glu 


225 










230 




235 






240 


Lys 


Arg 


Pro 


Leu 


Ser 
245 


He 


Gin 


Asp Ser Phe Val Glu 
250 


Val Ser 


Pro 
255 


Val 


Cys 


Pro 


Arg 


Pro 
260 


Arg 


Val 


Arg 


Leu Gly Ser Glu He 
265 


Arg Asp 
270 


Ser 


Val 



Val 



<210> 3179 
<211> 3447 
<212> DNA 

<213> Homo sapiens 
<400> 3179 

tttttttttt tttttttttt tttttttttt tttttttttt tttttttttg tctgttaaac 
60 

tgtttaatga atgcataaaa aggcagaaaa atatataaag ccaaaagctc ataataaaat 
120 

taaatcatga tacaaccacc acaggcaatt accatcaaat acattcccat gatttacaaa 
180 
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tgtatcgctt atacagagga 
240 

ttaactatcg tctattcata 
300 

cagtgagcag ctggtgactg 
360 

agacttcgag aggaatgcct 
420 

aatgcaccct ccacatttgg 
480 

tggaggtact gagtggctgg 
540 

tggttctgtg tgcacactgg 
600 

ttccgtgctg tctactgtat 
660 

cagaacacag ctacagaatt 
720 

actaaaatat gtttaatgaa 
780 

ctgatgaatt tacaggactg 
840 

atacagtcgc aattagaggc 
900 

agagcaggtt ataaatgaag 
960 

agaagctagc tttcgaaaac 
1020 

atgtcctggc tgctttctgc 
1080 

aggtgtcttg tgaaacctta 
1140 

atgtttccag gctctgcctc 
1200 

gtgatgctgg agaggtcact 
1260 

cctaagtgct cacccattcc 
1320 

ccttaaaggc aacaacagtc 
1380 

atgcactttt catttacggc 
1440 

ttttcttgaa tgtcagctcc 
1500 

tcgggggcgg ccgctccaac 
1560 

aagagcacag gagggtggga 
1620 

ccactcagag tctggcagga 
1680 

actgtgtgtg gggcaggccg 
1740 

gtttgcacac ctcttcggcc 
1800 



agttgcaaaa tcactgccag 
caacagcaac aactgcagct 
agccagggta gcctccgatc 
ataagaaatc tcaaaaggta 
attttctcta gaagaatctg 
atcagttacc atgcaagctc 
gctctgggga gggaggacac 
ccttcatgtg tctccaaatg 
aggatctcat ggtaacaatg 
attaaaatgc aatggaaaaa 
attatatccc acggcactga 
atagaagtca tactgaatgc 
gttttcacat aaaacagaaa 
ctccctaaaa gtacacggca 
tttgggaact atccaagtgg 
cttcctccac ataaaaagga 
gtgacactca agtggcctca 
tagagagaag ctgccgggcc 
tcatgtgacc ctgacattcc 
ctttctttcc tctcacaaca 
tctcaaaaga atatgccttc 
cagcaacaca agcatgggtg 
atgtggtacc agcggccatg 
ggaggacaaa cagccccttt 
atctgccagg aaaacctcgt 
ccgtggtcct gagagacagg 
tatcccaagg accttcctag 



tacagacaca tccagtctaa 
cctgagacca cagaaggaca 
aataactgat cagagtaatg 
tttgtttggg tgcagaaaca 
tggccaaatc tcttatccaa 
acgatgaatg agattgaatt 
ccctgtgtgt tgctgctgcc 
gtacacgccc catgggatta 
aggaattagg ttactgtaga 
aaatcaggca acagaacatt 
atgacaaaca gttcttctcc 
tgaatagaag aacactgaga 
aatagacaaa atcatcggta 
cggagaagtg gggtactggg 
cacatcacca tgtccagctt 
aggaacggtt tccaaagcta 
gatatgagca ctggcacaga 
aagcacacga caatcttggc 
ggggaactgg gaaacctgtt 
aaggagcatg ttctccgtga 
tcaaggaatt tttaatgcac 
ttgttagggc attcccgggc 
tgccctcaag gggagggagg 
tatagggtca tgggggggct 
tctagatagg gagaagcaga 
gcccgggcct tccactgctc 
catataaaaa caggggctct 
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cctgatttgt aaacagaaca acaaataaaa 
1860 

cagcccaccc aatgaatacc ccagattttt 
1920 

gagagagtta agctttcatc tcccatgttt 
1980 

agcaatcaca tccccactgc gtgcgctccc 
2040 

cacgtgcaaa tgttattatt attatttttt 
2100 

ttaaaaaatc ttctatattc aacactccat 
2160 

aaagcaatca tgtgaaaatt atttttattt 
2220 

tgggtccttg ataattggcc agccctgttt 
2280 

aatgttttct ttgaaaatat tgaagagtat 
2340 

ttaccataaa ggaagaaaaa catctatgtg 
2400 

tgattgatat caatgctttc accattttat 
2460 

gcttatttta taatacatat tatccagtga 
2520 

tttttttttc tgtaccttga agtaagcaga 
2580 

gtatgcgtga gggatgctta cataatagca 
2640 

tgtctggtgt ggtttgatag ctgggcttga 
2700 

aaatcggtta gaacaccaac atttcagggt 
2760 

tgtctacaaa tgcactgaaa gaactagcca 
2820 

acaaaatgtc atttacaaat aagtcacggc 
2880 

cagatggtag agatgttaac agttgcctga 
2940 

aggtaaaact gacatttgtg tttctcttca 
3000 

tggagactaa agcaaattct agaaactcct 
3060 

ttgcatgtta tcagaatgag gcgctctgtt 
3120 

ccacaaggcc ttctggaatt ccagaatcag 
3180 

cttacaggtt gtgtgagaac acccaataaa 
3240 

tctccaaaat tacacaacca ccaaacactc 
3300 

tctgaatggc actcagggac cagcgctttg 
3360 

caatcaactg cagaaaccac tcctagactc 
3420 



ataaaaacaa aaccaaaaat tcctccatgg 
agggccattg cgggtctgta gctgggtgta 
acaacacttt gtgataaaat agttgagtgg 
ccgggatgcc tcacagctgc tctgtgatca 
gcctttggca tcaaagggca agcctgttca 
agtgaaaaga atggatactt caaaattcct 
ttaaaatttt tgaaagtgtt ttgattttta 
tgcaaagaga tggactattt ctgagactag 
aagagattta agacaataaa ggctgtaatc 
tgtcaatatt gttttgagat aaagtcacaa 
ttcaacttaa accagtgtca ctcacatgaa 
tttcatcttt tctgcacagt ttaagtacat 
atagttcaag ctttcaaaac tggtgatgct 
acgctttatt gggcaacccg aatccataca 
aaaagtgctt ccagttgaaa ttagcattag 
gagggaggac tgctacaaag gaaaagaaca 
gaatatgaat tccattagta tctaagacac 
aagtgtcaca acctgaaatc tcaactcaga 
aacttcgatg tgctttcacg cccacaggaa 
acaatttcat gatcaataaa gaattgcagt 
taactccaag ttgccctatg gtttttatga 
ccacacttta ttcaaaagcc ttttacgctc 
ccctgcacac aggcagaaaa acagcttcat 
ctagggactt ttttgggaaa aacttctttc 
taaacatcac gtaaaatact gcatctgcaa 
atgaaccagc agccacaggt tctccactga 
tggaccccat agcagagttt tttttttttg 
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gttatacttt tttttccact tttgctt 
3447 



<210> 3180 
<211> 127 
<212> PRT 

<213> Homo sapiens 

<400> 3180 

Met Ser Phe Thr Asn 

1 5 
Thr Gin Thr Asp Gly 
20 

Ala Phe Thr Pro Thr 
35 

Asn Asn Phe Met lie 
50 

Ser Arg Asn Ser Leu 
65 

Cys Tyr Gin Asn Glu 
85 

Tyr Ala Pro Thr Arg 
100 

Gly Arg Lys Thr Ala 
115 



Lys Ser Arg Gin Val Ser 
10 

Arg Asp Val Asn Ser Cys 
25 

Gly Lys Val Lys Leu Thr 
40 

Asn Lys Glu Leu Gin Leu 

C U 

Thr Pro Ser Cys Pro Met 
70 75 
Ala Leu Cys Ser Thr Leu 
90 

Pro Ser Gly lie Pro Glu 
105 

Ser Ser Tyr Arg Leu Cys 
120 



Gin Pro Glu lie Ser 
15 

Leu Lys Leu Arg Cys 
30 

Phe Val Phe Leu Phe 
45 

Glu Thr Lys Ala Asn 
60 

Val Phe Met lie Ala 
SO 

Tyr Ser Lys Ala Phe 
95 

Ser Ala Leu His Thr 
110 

Glu Asn Thr Gin 
125 



<210> 3181 

<211> 287 

<212> DNA 

<213> Homo sapiens 



<400> 3181 

natggcttcc tccccggcgg tggacgtgtc ctgcaggcgg cggggagaac ggcggcagct 
60 

ggacgcgcgc cgcaacaagt gccgcattcg cctgggcggg cacatgaagc aggggggcct 
12 0 

cctcaaggac ggctgggctt ctccctgcac tcgcagctcg ccaagttcct gttggaccgg 
180 

tacacttctt caggctgtgt cctctgtgca ggtcctgagc ttttgcctcc aaaaggtctg 
240 

cagtatctgg tgctcttgtc tcatgcccca caccggagat gcaccct 
287 



<210> 3182 

<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 3182 

Met Ala Ser Ser Pro Ala Val Asp 

1 5 
Arg Arg Gin Leu Asp Ala Arg Arg 
20 

Gly His Met Lys Gin Gly Gly Leu 



Val Ser Cys Arg Arg Arg Gly Glu 

10 15 
Asn Lys Cys Arg lie Arg Leu Gly 
25 30 
Leu Lys Asp Gly Trp Ala Ser Pro 
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35 40 45 

Cys Thr Arg Ser Ser Pro Ser Ser Cys Trp Thr Gly Thr Leu Leu Gin 

50 55 60 

Ala Val Ser Ser Val Gin Val Leu Ser Phe Cys Leu Gin Lys Val Cys 
65 70 75 80 

Ser He Trp Cys Ser Cys Leu Met Pro His Thr Gly Asp Ala Pro 
85 90 95 



<210> 3183 

<211> 1457 

<212> DNA 

<213> Homo sapiens 



<400> 3183 
ncgtacgtgt 
60 

acacatatcc 
120 

aaagttctcc 
180 

gagctggccc 
240 

cagatcacag 
300 

caagtcatcc 
360 

caggagccca 
420 

tgatggcccc 
480 

tcgcccactg 
540 

cccaggagga 
600 

aggagctggg 
660 

ggacatgcga 
720 

cagtgtgacc 
780 

atgggtgctg 
840 

caaatgtcca 
900 

aatttattaa 
960 

caggaaaagt 
1020 

ggctcaaggg 
1080 

tcaatcctca 
1140 

tccaaggaca 
1200 



catgcattgt 
cacgtaatgc 
ctgagagctg 
aggtgctgcc 
ctttgggggc 
gcctctggaa 
ggctggactt 
ctcaagacct 
ggataaatga 
aggatacgtg 
tctggacaaa 
cacacaatga 
ccttgacatg 
gcatcccaag 
tgtcacagga 
tttttaaagc 
cttccgcccg 
ccagggctct 
gcctacccat 
ggtggaggta 



catgacaccc 
agggtactcc 
caggctgtcc 
gcagatgggc 
ctggctcctg 
taaccccatt 
tgccttcttt 
ttggaatcca 
ctcaggaaag 
tgtcctgctg 
ggagtaccct 
gggtgtcatg 
tggcgttaca 
tggcaggata 
ctcatggctg 
aaatacatat 
agctgggagg 
ggaacaagcc 
ctataaactt 
gggccagcct 



tcattgtgtg 
tttgtccaga 
cggaatctcc 
cggctgaaga 
gctgaaggac 
ccctgcgaca 
gacaaccagc 
gccaagtgat 
aagagcctcg 
cagtcctcag 
gcattacgtg 
acaatgcatg 
tgaaagtcag 
catgattgtt 
gccagatgac 
ttatagattg 
ggagagtgtc 
agggactcag 
gatgactcct 
ggcgggagtg 



tcgcatgtcc 
cccagctcct 
tcggggatga 
gagtggacct 
tggcccaggg 
tggcccagca 
cccaggcccc 
gcacccaaat 
gcagggcgct 
ggagaacttt 
ggatatgtgt 
acacgtacgg 
tgtggcacgt 
ggtctatata 
ctcaggctgg 
tgtgtatgga 
catgcactga 
ccattaagtc 
cccttactta 
gagaagccca 



ccaattgatc 
ggttcccaaa 
ggcagctgcc 
ggagaagaat 
gtctagcatc 
cctgaagagc 
ttggggtact 
gatccacctt 
ctgcactcca 
tttgggaacc 
gatcaattgg 
ttatatgtgg 
gttctgtggc 
tgacacatga 
cccaagatct 
gcagctaagt 
ccagtccagg 
ccctcctgcc 
catactagct 
gtctgtccta 
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tgtaagggac aaagccaggt ctaatggtac tgggtagggg 
1260 

taggctactg ggtccagcta ctactttggt gggattcagg 
1320 

atgttaccca gtgttcttgt tacttccaag gagaaccaag 
1380 

agccaggttt gatcaataaa cacaatggta ttccaaaaaa 
1440 

aaaaaaaaaa aaaaaaa 
1457 

<210> 3184 
<211> 140 
<212> PRT 

<213> Homo sapiens 

<400> 3184 
Xaa Tyr Val Ser Cys 

1 5 
Pro Gin Leu lie Thr 
20 

Gin Thr Gin Leu Leu 
35 

Leu Ser Trp Asn Leu 
50 

Val Leu Pro Gin Met 
65 

Gin lie Thr Ala Leu 
85 

Gly Ser Ser He Gin 
100 

Asp Met Ala Gin His 
115 

Phe Phe Asp Asn Gin 
130 

<210> 3185 
<211> 1433 
<212> DNA 

<213> Homo sapiens 
<400> 3185 

gccgcgtcga cttttttttt ttttttttct aattgcatca 
60 

ctctggctcc caccccacaa gcctcagagc aggaaacaag 
120 

cctggtaacc tgaggaggtg tagagcaccc agaaggaagg 
180 

ggtggccctc cctttctggg ggtcacttct gggctggggc 
240 

gtagctttca gggctggcca caccctaagc cttgcaaaag 
300 

ccatggggtc cccaccttcc cagccagtga ggttagcatg 
360 



He Val Met 

His He Pro 

Val Pro Lys 
40 

Leu Gly Asp 
55 

Gly Arg Leu 
70 

Gly Ala Trp 

Val He Arg 

Leu Lys Ser 
120 

Pro Gin Ala 
135 



Thr Pro Ser 
10 

Arg Asn Ala 
25 

Lys Val Leu 

Glu Ala Ala 

Lys Arg Val 
75 

Leu Leu Ala 
90 

Leu Trp Asn 
105 

Gin Glu Pro 
Pro Trp Gly 



gcactgccaa gacaataagc 
tgagtctcca tgcacttcac 
aatggctctg tcacactcga 
aaaaaaaaaa aaaaaaaaaa 



Leu 


Cys 


Val 


Ala 


Cys 








15 




Gly 


Tyr 


Ser 


Phe 


Val 






30 






Pro 


Glu 


Ser 


Cys 


Arg 




45 








Ala 


Glu 


Leu 


Ala 


Gin 


60 










Asp 


Leu 


Glu 


Lys 


Asn 










80 


Glu 


Gly 


Leu 


Ala 


Gin 








95 




Asn 


Pro 


He 


Pro 


Cys 






110 






Arg 


Leu 


Asp 


Phe 


Ala 



125 



Thr 
140 



ctttatttca ccgacctcca 
cttggctgag atgcctcagg 
gtaaaagcag ggggcaaagc 
cagctgaaac ctgtgtccaa 
ggcctcctgc aagggctggc 
gttaggagtc cacatgtgtg 
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caagtgcttg tgtggaggct catgtatgca 
420 

tgtgcatgcc agtccagagt tagatgtacc 
480 

tttggaaaca aggatggctc taaacatgta 
540 

gcctaaggag gtggggaagt gggtgttggg 
600 

aggaggagtg ggtgggaggg aaaggctggg 
660 

ggaaagtgga agaacaggag aagctcatgt 
720 

ttgattcctg agagtttttt ctcttgattt 
780 

gaggtagaaa agacaaacag accacaaaag 
840 

ctgttgcatg tgcatgajf^;: agagcctggg 
900 

agagcaggca ggcagcccac cccctgcagc 
960 

aagtccagca gccctgtatg ccactcctct 
1020 

cccttcatga tcagcacccg gtggttgggc 
1080 

cccatggggt cctggtctcc atatacaatc 
1140 

ggtggggcag agtcaacagg acctgccata 
1200 

tcctgggacc accccatatg agggagagag 
1260 

ttggtgtctg ccccagaaca cagtttagca 
1320 

accaaaaggg tggagttggg tggtcagctc 
1380 

ccccagatga ggaaagccca ggatgcaccc 
1433 



tgtgtgtata tgcaaagctg cacatgacaa 
tatgcagttg ccctcaagcg aagggtcata 
agcgtgcatg tgggcatgta tgtatctggg 
gtaagggctg gccttcaggg catttgcaga 
cagagcaggg gaaggagtga aagccaggca 
aatggattac cctccacagg attatgttcc 
taccccctca gtctatcact gcaagagaaa 
acaagaaccc agacatatag acagacgcac 
agagaagaga gagcgtgcaa gagagagctc 
agtgctgggc ttcacxggag cccctgcagg 
ggtttgtcca ggtaacaggg gtgccccgcc 
agctgcttca ggtgctcaaa gctggtctga 
agagctggag tctgagagga aggatagggg 
gcatccccag ccctccccac ttcagtctct 
acaagctggc ccagtgggtg ggggcacaga 
cagggcttgg cacagtagtc tgctgagtaa 
ctcccagaag acaccccttg attatccagc 
ttccttgctc ctggcagggc acc 



<210> 3186 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 3186 

Met Pro Leu Leu Trp Phe Val Gin 

1 5 
His Asp Gin His Pro Val Val Gly 
20 

Gly Leu Thr His Gly Val Leu Val 

35 40 
Leu Arg Gly Arg lie Gly Gly Trp 

50 55 
Ser lie Pro Ser Pro Pro His Phe 
65 70 
Met Arg Glu Arg Asp Lys Leu Ala 



Val Thr Gly Val Pro Arg Pro Leu 

10 15 
Gin Leu Leu Gin Val Leu Lys Ala 
25 30 
Ser lie Tyr Asn Gin Ser Trp Ser 
45 

Gly Arg Val Asn Arg Thr Cys His 
60 

Ser Leu Phe Leu Gly Pro Pro His 

75 80 
Gin Trp Val Gly Ala Gin He Gly 
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85 90 95 

Val Cys Pro Arg Thr Gin Phe Ser Thr Gly Leu Gly Thr Val Val Cys 
100 105 110 



<210> 3187 

<211> 860 

<212> DNA 

<213> Homo sapiens 



<400> 3187 
gggcccggag 
60 

tatctaccag 
120 

aagtggtcct 
180 

tccctgagtt 
240 

caccatgcag 
300 

ctctttgccg 
360 

ttaattggaa 
420 

ctggttgggg 
480 

agtgctgggc 
540 

taggccagaa 
600 

ccaagaatca 
660 

gagaaagtac 
720 

ggtgtggggc 
780 

tgcccacttg 
840 

ctcctccacg 
860 



cagcctccct 
gagacggagt 
cccgcctcgg 
caccaccttg 
aggtcgtgaa 
tggtgcactt 
atgaactaga 
cagacaactt 
tttgtctggg 
aggatcttgt 
ttatgagatt 
cgctgggccc 
acgtgggtct 
ccaccctcat 
ctccacgcgt 



ttggtccgct 
ttcgctatgt 
cctcctgagt 
gccagaagtt 
gaaggtgaat 
tgccagccgc 
ccttgcgtgt 
cacgctgctt 
gctccagggc 
tcgagtagaa 
caggaaaagg 
tgttgcacgg 
cgggacagga 
cctagaggga 



tctcgaaggt 
ttcccagact 
agctgggatt 
gttctgccag 
gagatgatcg 
cagtggaagg 
ggagagagaa 
ggcaagccac 
tggacatgca 
gccacagtca 
aaaaacttca 
tgctggttgc 
agcccaggca 
gcacccagag 



tcaattcaca 
ggttttgaac 
acagatatgt 
acccagttga 
tcacggggca 
tgacctctga 
ttcgactgga 
tcctcgggta 
gacagtggtc 
ttgaaaagac 
agaagaaaag 
ccaggcgcat 
ggtctcaacc 
ggtccagcct 



gagcacttca 
tcctggccta 
tcctaaaaca 
ggagaccaga 
gtatggcagg 
agacctgatc 
gaaggtcctg 
atggctgtga 
acagtgcaat 
agaatcatgg 
aagtaagtta 
gcggacggag 
tggctgccac 
cgctcccctt 



<210> 3188 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 3188 

Thr Pro Gly Leu Lys Trp Ser Ser 

1 5 
Asp Tyr Arg Tyr Val Pro Lys Thr 
20 

Glu Val Val Leu Pro Asp Pro Val 

35 40 
Val Val Lys Lys Val Asn Glu Met 



Arg Leu Gly Leu Leu Ser Ser Trp 

10 15 

Ser Leu Ser Ser Pro Pro Trp Pro 
25 30 

Glu Glu Thr Arg His His Ala Glu 
45 

lie Val Thr Gly Gin Tyr Gly Arg 
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50 55 60 

Leu Phe Ala Val Val His Phe Ala. Ser Arg Gin Trp Lys Val Thr Ser 
65 70 75 80 

Glu Asp Leu lie Leu He Gly Asn Glu Leu Asp Leu Ala Cys Gly Glu 

85 90 95 

Arg He Arg Leu Glu Lys Val Leu Leu Val Gly Ala Asp Asn Phe Thr 

100 105 110 

Leu Leu Gly Lys Pro Leu Leu Gly 
115 120 



<210> 3189 

<211> 440 

<212> DNA 

<213> Homo sapiens 



<400> 3189 

nngggcccct aagggcatgg atggggccgg 
60 

agcctgggga agcaagtccc tgttttcagt 
120 

gactcccctt ctgggccagt gctgccctgc 
180 

gacctcacca aagtgacccg gatgcatgga 
240 

ggcatggtga tgttcaccct ggggttcgcc 
300 

tgcttgctca actttgtgag tggccacaga 
360 

caggctctgc tgggcaggat tatatgttac 
420 

cctcccctat ggcccctgcc 
440 



actctggcct ggctgtcaac aagagggctg 
accacctgca tcccccaggg cagcatcctt 
tttctctgtc tctttcaggg tgtgctgtcc 
atcgaccctg tggtgctggt cctgatggtg 
ggctgcgtgg gggctctgcg ggagaatatc 
gacaagagtg ggatatgatg caatggggta 
ctggtcagag caggtggcag ctcttaggag 



<210> 3190 

<211> 111 

<212> PRT 

<213> Homo sapiens 



<400> 3190 
Gly His Gly Trp 
1 

Ser Leu Gly Lys 
20 

Gly Ser He Leu 
35 

Cys Leu Phe Gin 
50 

His Gly He Asp 
65 

Phe Thr Leu Gly 

Cys Leu Leu Asn 
100 



Gly Arg Thr Leu 
5 

Gin Val Pro Val 

Asp Ser Pro Ser 
40 

Gly Val Leu Ser 
55 

Pro Val Val Leu 
70 

Phe Ala Gly Cys 
85 

Phe Val Ser Gly 



Ala Trp Leu Ser 
10 

Phe Ser Thr Thr 
25 

Gly Pro Val Leu 

Asp Leu Thr Lys 
60 

Val Leu Met Val 
75 

Val Gly Ala Leu 
90 

His Arg Asp Lys 
105 



Thr Arg Gly Leu 
15 

Cys He Pro Gin 
30 

Pro Cys Phe Leu 
45 

Val Thr Arg Met 

Gly Met Val Met 
80 

Arg Glu Asn He 
95 

Ser Gly lie 
110 
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<210> 3191 

<211> 266 

<212> DNA 

<213> Homo sapiens 



<400> 3191 

cggaggccga cgggctgata gttccctgtt ccgtgtccgc tacttgagcc atggaccggg 
60 

accttttgcg gcagtcgcta aattgccacg ggtcgtcttt gctctctcta cttcggagcg 
120 

aacagcagga caatccacac ttccgtagcc tcctggggtc ggccgccgag ccagcccggg 
180 

gcccgccgcc ccagcacccg ttgcagggca gaaaagagaa gagagttgac aacatcgaga 
240 

tacagaaatt catctcccaa aaagcg 
266 



<210> 3192 

<211> 84 

<212> PRT 

<213> Homo sapiens 



<400> 3192 

Met Asn Phe Cys lie Ser Met Leu Ser Thr Leu Phe Ser Phe Leu Pro 

15 10 15 

Cys Asn Gly Cys Trp Gly Gly Gly Pro Arg Ala Gly Ser Ala Ala Asp 

20 25 30 

Pro Arg Arg Leu Arg Lys Cys Gly Leu Ser Cys Cys Ser Leu Arg Ser 

35 40 45 

Arg Glu Ser Lys Asp Asp Pro Trp Gin Phe Ser Asp Cys Arg Lys Arg 

50 55 60 

Ser Arg Ser Met Ala Gin Val Ala Asp Thr Glu Gin Gly Thr lie Ser 
65 70 75 80 

Pro Ser Ala Ser 



<210> 3193 
<211> 567 
<212> DNA 

<213> Homo sapiens 
<400> 3193 

nctgaccaca tctccgaccg cgttaaggta ccgaagccat ggtgggaaga gctggactcc 
60 

acagcctgcc tgagtgttca gatccaggct ctgcccagag ctggatgtaa atttatgacc 
120 

tggagtgagt tgttttgccc ctctgagcct cagtttctcc atctgtgaaa tggggacaac 
180 

agcagttcct tccaggaggg taaaaggagg agaaaaagaa tgcagatcca gccctcggca 
240 

gagtcagcgg ttcatgcttt gcatgcaaag tgcccagccc ctggctcaaa gtctgtgttc 
300 

atccagacct gggttaacta ctgtcttcct tatgttgttc ctgtggggac gcctggggct 
360 
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gctggcctcg tgattcctct ctttccctgc aggccacggt tcacctactt ccccttctcc 
420 

ctgggccacc gctcctgcat cgggcagcag tttgctcaga tggaggtgaa ggtggtcatg 
480 

gcaaagctgc tgcagaggct ggagttccgg ctggtgcccg ggcagcgctt cgggctgcag 
540 

gagcaggcca cactcaagcc actggac 
567 

<210> 3194 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 3194 



Met Gin 


He 


Gin 


Pro Ser Ala 


Glu 


Ser 


Ala 


Val His 


Ala 


Leu 


His 


Ala 


1 






5 






10 








15 




Lys Cys 


Pro 


Ala 


Pro Gly Ser 


Lys 


Ser 


Val 


Phe He 


Gin 


Thr 


Trp 


Val 






20 






25 








30 






Asn Tyr 


Cys 


Leu 


Pro Tyr Val 


Val 


Pro 


Val 


Gly Thr 


Pro 


Gly 


Ala 


Ala 




35 






40 








45 








Gly Leu 


Val 


He 


Pro Leu Phe 


Pro 


Cys 


Arg 


Pro Arg 


Phe 


Thr 


Tyr 


Phe 


50 






55 








60 










Pro Phe 


Ser 


Leu 


Gly His Arg 


Ser 


Cys 


He 


Gly Gin 


Gin 


Phe 


Ala 


Gin 


65 






70 








75 








80 


Met Glu 


Val 


Lys 


Val Val Met 


Ala 


Lys 


Leu 


Leu Gin 


Arg 


Leu 


Glu 


Phe 








85 






90 








95 




Arg Leu 


Val 


Pro 


Gly Gin Arg 


Phe Gly 


Leu 


Gin Glu 


Gin 


Ala 


Thr 


Leu 






100 






105 








110 







Lys Pro Leu Asp 
115 



<210> 3195 
<211> 987 
<212> DNA 

<213> Homo sapiens 
<400> 3195 

cgatcgccca cctgatggag gaacctctag gcagtgaccc attcagctgg aaactcccaa 
60 

gcctcgacta cgaacgcaag accaaagtgg acttcgatga cttcctccca gctatccgga 
120 

agccccagac acctacctcc ttggctggat cagccaaagg tgggcaagac ggttcacagc 
180 

gttcaagcat ccactttgaa acggaagagg ctaaccgttc ctttctctcg gggatcaaga 
240 

ccattttgaa gaagagcccg gagcccaagg aggatcccgc tcacctgtct gactcgtcct 
300 

catcctccgg ctccatcgtg tccttcaaaa gtgctgacag catcaaaagt cgaccaggaa 
360 

tcccacgact tgcgggtgac ggtggcgagc gaacgtcccc cgagcggaga gagccaggga 
420 

cggggaggaa agacgacgat gttgcgagca taatgaagaa atacctccag aagtaggaac 
480 
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cagttcagcc tccttgaagc 
540 

agagagactg gccaggcctc 
600 

gcgagatgag cccacagagg 
660 

tgaacaaaat aaagtgttga 
720 

ggattccaga gagttgatgg 
780 

aaactgtgtg tagtttgggg 
840 

gaccttcctc ctcctcttca 
900 

tgatatatca aactgaaaca 
960 

gattatattc ctttgccaat 
987 



tgcccttgaa gacttcccga 
cccggtggcc agagccagcc 
catatcctgc ggggatgctg 
ctcctgggca tctgtgcctt 
ggtgcagata ggggtaggac 
tgtatacttc tatttctctt 
cttggccagt ttcagctcac 
aatgctcctc ctccatgctc 
tcatttc 



ctctacaata acttggagac 
agcatggcca ccctcaagag 
ggctcccagt gtggttggcc 
ctctatggcc ttgctacctg 
tgttagaata gaaccaaccc 
cctacatgtc tacatgccat 
ttcctccagg aagtctttcc 
ccttaatccc catgcttgtc 



<210> 3196 

<211> 153 

<212> PRT 

<213> Homo sapiens 



<400> 3196 

Met Glu Glu Pro Leu Gly Ser Asp Pro Phe Ser Trp Lys Leu Pro Ser 

1 5 10 15 

Leu Asp Tyr Glu Arg Lys Thr Lys Val Asp Phe Asp Asp Phe Leu Pro 

20 25 30 

Ala He Arg Lys Pro Gin Thr Pro Thr Ser Leu Ala Gly Ser Ala Lys 

35 40 45 

Gly Gly Gin Asp Gly Ser Gin Arg Ser Ser He His Phe Glu Thr Glu 

50 55 60 

Glu Ala Asn Arg Ser Phe Leu Ser Gly He Lys Thr He Leu Lys Lys 
65 70 75 80 

Ser Pro Glu Pro Lys Glu Asp Pro Ala His Leu Ser Asp Ser Ser Ser 

85 90 95 

Ser Ser Gly Ser He Val Ser Phe Lys Ser Ala Asp Ser He Lys Ser 

100 105 HO 

Arg Pro Gly He Pro Arg Leu Ala Gly Asp Gly Gly Glu Arg Thr Ser 

115 120 125 

Pro Glu Arg Arg Glu Pro Gly Thr Gly Arg Lys Asp Asp Asp Val Ala 

130 135 140 

Ser He Met Lys Lys Tyr Leu Gin Lys 
145 150 



<210> 3197 

<211> 5575 

<212> DNA 

<213> Homo sapiens 



<400> 3197 

nnacttgaac ccaggaggtg gaggttgcag tgagcggaga ttgtgccact gcacttggac 
60 
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ctggctgaca 
120 

agagcaatgg 
180 

tggtcctcct 
240 

gctggaaaag 
300 

ttatttggcc 
360 

caggtcgtca 
420 

agaccttctc 
480 

aaaacaaaag 
540 

acgcccaaag 
600 

ggatcaaggg 
660 

ctagtgaagg 
720 

gcctccccca 

780 

tccaagtcag 
840 

accatagaca 
900 

tcagagagag 
960 

ccttgcacaa 
1020 

ggccggaaaa 
1080 

gaagttaaag 
1140 

gggccggcac 
1200 

gcatcccctg 
1260 

agcataagca 
1320 

ccggttggag 
1380 

gacgaatccg 
1440 

tgctcatttg 
1500 

cgttttcgat 
1560 

aagatccctc 
1620 

gttccagcat 
1680 



cagcaagact 
cgacactgga 
ggatcgacgc 
agggtggaaa 
attacccagc 
agccacaggt 
cctctccagt 
cctgtctcag 
acaatct^t 
ataaaccatg 
cagatggtgc 
cctcgtcctc 
tgccaccttc 
agaaacacca 
aatttgaccc 
gatccctcac 
agcaatttga 
ataaagagca 
aggattctct 
caaaatccag 
gcagcacatc 
gtgacctcgc 
agaagctaga 
ggagtcgcct 
tcgcactaaa 
ctgcggcaga 
ccgttttgca 



atgtttaaaa 
tcgcaaagtg 
cgccaaatta 
aagcagggag 
acatgacgac 
tttccagtcg 
gtctccagcc 
cggccatcac 
tacctccagc 
tgttccagct 
caatgtcaaa 
tgccgtctcc 
accagagaag 
aaatggcacc 
aaataaacac 
ctgcaagaca 
cctcctcctg 
tctcctgact 
gctagggtct 
accacccaac 
ttcaaatcat 
cagccgactg 
ctgtcagttc 
catgggacga 
ctccatggta 
tagccccatg 
gcctttcagc 



aaaaagagag 
cccagtccgg 
cactgctccg 
gttatgaggc 
ttctatctcg 
cactgcgaga 
tccaatccca 
tctgccagca 
agcaaacagc 
cctgtagtca 
atgaactcca 
acccctcctt 
atcttaaatg 
aaaaacagca 
tgtggagtat 
cattcgctaa 
gcagaacaca 
tccacgaggg 
tcagggagct 
tctgtacttc 
agcggccaca 
tccagtgatg 
tccacgcacc 
gggtactatg 
gaaaaacacc 
ccctcgccag 
aaccccagtg 



agaaaaaaaa 
aggcgtttct 
acaatgtaga 
ttaataaaga 
tagtgtgcag 
gaagacacgg 
ggacatcact 
gcacctcaaa 
acacagtctt 
gtttagagaa 
caaccactac 
taattaagcc 
gcaaaggaat 
acaagcctta 
tggatcccga 
gccatcggag 
aagcaaagtc 
aaatacttcc 
ctgggccaga 
ctagaccatc 
ctccagagcc 
aaggggagat 
accccagacc 
tgtttgatag 
tgaattcaca 
cagcccacat 
ctgtgtatct 



acaagaagga 
gggcaaaccc 
tttagaagag 
agatatgcac 
tgcctgtaac 
ttcaatgtgt 
agtacaggtg 
gccattcaaa 
tcctgcgaaa 
aattcctaac 
tgcagtttct 
tgtcctgatg 
tctgccaacc 
caggagactt 
gacaaagaaa 
ggcagtccca 
ccgggaaaaa 
aagccaatcc 
accaaaagtt 
atctgcaaat 
cccactccca 
ggacggagcc 
tctggcgttt 
aagatgggat 
gatgtggaag 
caccaccccc 
tccttcagct 
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cccatcagct cgagactcac 
1740 

gctttcgtga catcgccgga 
1800 

gtggccgcaa ccctcagcat 
1860 

ataccagccg tcatcccttc 
1920 

tcaaaagtca aagacctgtc 
1980 

ccacagtctt cgacttcctc 
2040 

tcgtctccac tgtcagggcc 
2100 

aactcctatc aggcggcccc 
2160 

gtgagcccac tcagtgccaa 
2220 

gcggacatag tgagacaggt 
2280 

gtgccctccc ttgcgctcca 
2340 

tctctgcccc tctcttttga 
2400 

agcaaagcct gtaaaatcac 
2460 

cccagccttc tcgcaccggt 
2520 

aaaaatagca gcctagcttt 
2580 

agccgacaga acacaaacag 
2640 

gccacttcca catcaattcc 
2700 

agggagggga gtgggctggg 
2760 

tttcttcttc tttttttaat 
2820 

gagatttaca gaaaacagtt 
2880 

gtttttacat tcttccaaat 
2940 

atccttttgc tccagccatg 
3000 

tctgaagctc ttgaactgta 
3060 

attccttcca tccctacgtc 
3120 

ctctcatagg atcccctcag 
3180 

999 a 9t99 a 9 agttggaggg 
3240 

gctggagcca aatgctagaa 
3300 



ctcttcttac ataatgacat 
cccgagcgcc ctcatgtccc 
catggactca accttcaagg 
cccatcccac aagccatcca 
cacccgtagc gacgagtctc 
ctcctcctcc tcctcctcct 
tcacaaaaag aactgtgttt 
tccctataac agcctgtctg 
actggagccc tcaggacgga 
gggcgcggtg ggaggcagca 
cgcaggggac ctctctctgg 
caaatcagaa ggaaaaaagc 
taaaatgcct. ggtatgaata 
gcccgatccc gttaacagca 
gtcacaatcc agtccttcaa 
aacgggcagg ataaggactc 
aggccaccta atcccatccg 
gggagagtct gttttctgtg 
tgaccaattt ttagttaaaa 
ccagtgtttg gtttccgctg 
ttggggtcac tcccctagct 
agagcagaca ttgcagaatg 
gcacaggcag agcccttttt 
taccactctc tgggtcctca 
gattgtgtgc agggagaggg 
tgggtggggt tccctcatcc 
gcgagattga gaacagtggc 



cagccatgct ctcagacgca 
acaccacagc tttccctcat 
ccccatccgc cgtgtccccg 
aaaccaaaac cagcaaatcc 
caagtaacaa aaaaaggaag 
cttccttgca gacatccctc 
tgaatgccag ttctgctttg 
tgcacaactc aaacaatggg 
cctcgctgcc cggcggcccc 
gtgaetcctg tcccctctct 
cctcacacaa tgctgtgtct 
gtaagaactc gagttctagt 
gcgttcacaa aaagaacccg 
cctcctctcg gcaggttggg 
gtatatccag cccaggacac 
ttccataaca agactatgaa 
aggaggccat ggggaggagg 
cactccctgt gactctggcc 
aggcaaaaga aggtgaattt 
tctttccttt catttgccat 
cctgatgctg ctactgtacc 
ttggttccag gttggcatgc 
cttcctgtca tctccacccg 
ctggtcttca aaggacctgg 
ggctttgctg gggaggagct 
agtttccaca gcccaccatg 
cgtttagtga tgtggtttac 
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ctaataccac 
3360 

gaacaggttt 
3420 

aaactggaga 
3480 

agtgtgccag 
3540 

gagaacccag 
3600 

ggctgccttc 
3660 

caaacctttt 
3720 

gggacttggt 
3780 

cccatgaagg 
3840 

acgctggagc 
3900 

ccataagctc 
3960 

ctgtgctatt 
4020 

tttcatcctt 
4080 

ccccaaagtt 
4140 

ttcaccacac 
4200 

attgcactga 
4260 

gtttaaaaat 
4320 

atttctacag 
4380 

ctgcaaattg 
4440 

ttttaagact 
4500 

ttagaagata 
4560 

ctatattaca 
4620 

ttaagcaatg 
4680 

cagactgaaa 
4740 

cagaggtctg 
4800 

aaaaacaaaa 
4860 

ggaaaacaaa 
4920 



tgtccagctg 
gggaaggtgg 
ctgtggtggt 
tgcccacagc 
aaagccactc 
ctgggctagg 
gtcagaataa 
gggatcagca 
aatggtaagg 
cctgcagcca 
tagtagggaa 
aatcatgtaa 
aaatcagaaa 
ttccttttct 
aattggaatt 
cagtgagtgt 
caggagttga 
tgttaaaagt 
aagggatgat 
tataaatgtt 
ttcttaaagt 
gagctaactg 
tttatatttt 
agtatgtaca 
ttgtttttta 
tctccacaac 
ggttgagaga 



tgcagctcag 
cagcaagcag 
ctgagctggt 
agggtgagct 
catgaggagg 
aagagccccc 
ataatagcat 
cacccatgga 
acagccactg 
tagaactatt 
tcataatcag 
ctttgtatat 
tgaatgctag 
ttcccgttcc 
gcaaagacgg 
ttcttatagg 
tattaagtac 
gcacttatat 
tgttactttt 
taagaaatta 
aaatttttat 
accagaatag 
taaaatgttc 
tatctttgtt 
taatttattt 
aaaataaccc 
ttaagtggct 



aaaggataaa 
agcatggtgg 
caggaatctg 
aggagggaga 
cacggtgacc 
cagggagagc 
ttcccaccca 
tcagcttttg 
ctcagtgaag 
cacactggag 
gaaaggaatt 
gatgtatagc 
tttcatagct 
cccaacccaa 
gaggcaaatg 
attactaaat 
caggacatta 
gctggtttat 
tcttttttta 
taaacaaggt 
agtgttaatt 
tttcagaaac 
tttgaattat 
atttttgcac 
tgagttgtaa 
tctgatttat 
gcttctgaga 



ccagtcaggg 
gtaggagatg 
cagaatccct 
aatcccagga 
acagctgcta 
ttccacaaaa 
cccccatgcc 
ctgtcttaga 
aacagccatt 
ttttaaaaga 
cacaacataa 
aaagatactg 
gggcagaacc 
agatcagact 
gagtgatttt 
tttttaatat 
gttcggatga 
ttacgtcttg 
aaaaaaaaag 
tagacccttt 
ttgtaataat 
aatatgaaac 
gtttttattg 
aattttgtct 
aacttgcagg 
aaactcttat 
aataatgtct 



acaggggcca 
atccctaaaa 
tccaggaatc 
aaaaggccgt 
aaggttctta 
gggtatgtgt 
ctgggccaca 
gacagccatc 
tggaagagcc 
aacagcaata 
aataggtgtt 
ggaggttttg 
ctcatcccca 
actgttaagt 
catcaatgga 
aaaatgattt 
tttcattttt 
ggaaaagaga 
gttaaggaga 
gaaaaaaagt 
ttatgtttta 
ttaggaaagt 
tacatttctt 
tgttcggttt 
agtaaaaaca 
agtcaaagag 
caaggactaa 
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aggagcaatt caataggttt agacattgta gctctctaca tcttgaattg gaagctggaa 
4980 

taaagagccc ccaccccccc cccaccctca tcgaatgctg cttactttgt caaaagactg 
5040 

gctatgacca aggtgaggat atttctggaa aactgggcaa aaagggaaag cccacagtat 
5100 

tcttccttgg cagtcaacca caggtttact ttacaatgat gtattaaaaa cttgcagctt 
5160 

gaaaaatgga atgcaaataa aaggttctct ttgggtttgt cttaatggag ttaaactgga 
5220 

gcagcctata aaacattttt agggtgatgt cctctgggtc cttctgttct gcacacccac 
5280 

tcagtcttct ctcccagccc cttgactgca cacacccctc tttgcctgaa gatctcctga 
5340 

cttgtcgcca gccatagagg ctcgaaagct ctggttgtga agcataacgc aatgcataga 
5400 

cctgtcagcc ataaaaaaaa a??.aaaaaaa aaaaaaaaaa gcgacttgga taacttgtat 
5460 

gccttctttt gtatcaatgt accaattgta aataatgctg atcaaccttt gtagagaata 
5520 

gtttatacag catattctat tattgctgat tctcagtgaa ctcttgttaa tatac 
5575 

<210> 3198 

<211> 833 

<212> pRT 

<213> Homo sapiens 

<400> 3198 

Met Ala Thr Leu Asp Arg Lys Val Pro Ser Pro Glu Ala Phe Leu Gly 

15 10 15 

Lys Pro Trp Ser Ser Trp lie Asp Ala Ala Lys Leu His Cys Ser Asp 

20 25 30 

Asn Val Asp Leu Glu Glu Ala Gly Lys Glu Gly Gly Lys Ser Arg Glu 

35 40 45 

Val Met Arg Leu Asn Lys Glu Asp Met His Leu Phe Gly His Tyr Pro 

50 55 60 

Ala His Asp Asp Phe Tyr Leu Val Val Cys Ser Ala Cys Asn Gin Val 
65 70 75 80 

Val Lys Pro Gin Val Phe Gin Ser His Cys Glu Arg Arg His Gly Ser 

85 90 95 

Met Cys Arg Pro Ser Pro Ser Pro Val Ser Pro Ala Ser Asn Pro Arg 

100 105 110 

Thr Ser Leu Val Gin Val Lys Thr Lys Ala Cys Leu Ser Gly His His 

115 120 125 

Ser Ala Ser Ser Thr Ser Lys Pro Phe Lys Thr Pro Lys Asp Asn Leu 

130 135 140 

Leu Thr Ser Ser Ser Lys Gin His Thr Val Phe Pro Ala Lys Gly Ser 
145 150 155 160 

Arg Asp Lys Pro Cys Val Pro Val Pro Val Val Ser Leu Glu Lys lie 

165 170 175 

Pro Asn Leu Val Lys Ala Asp Gly Ala Asn Val Lys Met Asn Ser Thr 

180 185 190 

Thr Thr Thr Ala Val Ser Ala Ser Pro Thr Ser Ser Ser Ala Val Ser 
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195 200 205 

Thr Pro Pro Leu lie Lys Pro Val Leu Met Ser Lys Ser Val Pro Pro 

210 215 220 

Ser Pro Glu Lys lie Leu Asn Gly Lys Gly lie Leu Pro Thr Thr lie 
225 230 235 240 

Asp Lys Lys His Gin Asn Gly Thr Lys Asn Ser Asn Lys Pro Tyr Arg 

245 250 255 

Arg Leu Ser Glu Arg Glu Phe Asp Pro Asn Lys His Cys Gly Val Leu 

260 265 270 

Asp Pro Glu Thr Lys Lys Pro Cys Thr Arg Ser Leu Thr Cys Lys Thr 

275 280 285 

His Ser Leu Ser His Arg Arg Ala Val Pro Gly Arg Lys Lys Gin Phe 

290 295 300 

Asp Leu Leu Leu Ala Glu His Lys Ala Lys Ser Arg Glu Lys Glu Val 
305 310 315 320 

Lys Asp Lys Glu His Leu Leu Thr Ser Thr Arg Glu lie Leu Pro Ser 

325 330 335 

Gin Ser Gly Pro Ala Gin Asp Ser Leu Leu Gly Ser Ser Gly Ser Ser 

340 345 350 

Gly Pro Glu Pro Lys Val Ala Ser Pro Ala Lys Ser Arg Pro Pro Asn 

355 360 365 

Ser Val Leu Pro Arg Pro Ser Ser Ala Asn Ser lie Ser Ser Ser Thr 

370 375 380 

Ser Ser Asn His Ser Gly His Thr Pro Glu Pro Pro Leu Pro Pro Val 
385 390 395 400 

Gly Gly Asp Leu Ala Ser Arg Leu Ser Ser Asp Glu Gly Glu Met Asp 

405 410 415 

Gly Ala Asp Glu Ser Glu Lys Leu Asp Cys Gin Phe Ser Thr His His 

420 425 430 

Pro Arg Pro Leu Ala Phe Cys Ser Phe Gly Ser Arg Leu Met Gly Arg 

435 440 445 

Gly Tyr Tyr Val Phe Asp Arg Arg Trp Asp Arg Phe Arg Phe Ala Leu 

450 455 460 

Asn Ser Met Val Glu Lys His Leu Asn Ser Gin Met Trp Lys Lys lie 
465 470 475 480 

Pro Pro Ala Ala Asp Ser Pro Met Pro Ser Pro Ala Ala His lie Thr 

485 490 495 

Thr Pro Val Pro Ala Ser Val Leu Gin Pro Phe Ser Asn Pro Ser Ala 

500 505 510 

Val Tyr Leu Pro Ser Ala Pro lie Ser Ser Arg Leu Thr Ser Ser Tyr 

515 520 525 

He Met Thr Ser Ala Met Leu Ser Asp Ala Ala Phe Val Thr Ser Pro 

530 535 540 

Asp Pro Ser Ala Leu Met Ser His Thr Thr Ala Phe Pro His Val Ala 
545 550 555 560 

Ala Thr Leu Ser He Met Asp Ser Thr Phe Lys Ala Pro Ser Ala Val 

565 570 575 

Ser Pro lie Pro Ala Val He Pro Ser Pro Ser His Lys Pro Ser Lys 

580 585 590 

Thr Lys Thr Ser Lys Ser Ser Lys Val Lys Asp Leu Ser Thr Arg Ser 

595 600 605 

Asp Glu Ser Pro Ser Asn Lys Lys Arg Lys Pro Gin Ser Ser Thr Ser 

610 615 620 

Ser Ser Ser Ser Ser Ser Ser Ser Ser Leu Gin Thr Ser Leu Ser Ser 
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625 630 635 640 

Pro Leu Ser Gly Pro His Lys Lys Asn Cys Val Leu Asn Ala Ser Ser 

645 650 655 

Ala Leu Asn Ser Tyr Gin Ala Ala Pro Pro Tyr Asn Ser Leu Ser Val 

660 665 670 

His Asn Ser Asn Asn Gly Val Ser Pro Leu Ser Ala Lys Leu Glu Pro 

675 680 685 

Ser Gly Arg Thr Ser Leu Pro Gly Gly Pro Ala Asp He Val Arg Gin 

690 695 700 

Val Gly Ala Val Gly Gly Ser Ser Asp Ser Cys Pro Leu Ser Val Pro 
705 710 715 720 

Ser Leu Ala Leu His Ala Gly Asp Leu Ser Leu Ala Ser His Asn Ala 

725 730 735 

Val Ser Ser Leu Pro Leu Ser Phe Asp Lys Ser Glu Gly Lys Lys Arg 

740 745 750 

Lys Asn Ser Ser Ser Ser Ser Lys Ala Cys Lys He Thr Lys Met Pro 

755 760 765 

Gly Met Asn Ser Val His Lys Lys Asn Pro Pro Ser Leu Leu Ala Pro 

770 775 780 

Val Pro Asp Pro Val Asn Ser Thr Ser Ser Arg Gin Val Gly Lys Asn 
785 790 795 800 

Ser Ser Leu Ala Leu Ser Gin Ser Ser Pro Ser Ser He Ser Ser Pro 

805 810 815 

Gly His Ser Arg Gin Asn Thr Asn Arg Thr Gly Arg He Arg Thr Leu 
820 825 830 

Pro 



<210> 3199 

<211> 777 

<212> DNA 

<213> Homo sapiens 



<400> 3199 

acgcgtgagg tccggccact gcgcagtcag 
60 

ctccaggtgc tggtgagggc cccagctctc 
120 

caagcagctc ccacagctgg cactggggaa 
180 

aggaaccgca aggccccaaa gagagtgtca 
240 

ggctgcccga agagcaaggg ctcttccttc 
300 

aacatggcga gcaaggggca tgtctcagcc 
360 

catccagtgg gtcctgagtt cttgtccggc 
420 

gtagagtgac caagacaaag aggagcttta 
480 

gagagggcag ttcctcacta cagctggtca 
540 

ggggcttctg tcagcctcag agagggggaa 
600 



acacgccggc tgctgcagtg gggcaggcag 
tgcgaggctg tggctggacc aggcatacag 
cgtggtgaca cccagaagct tggagatgcc 
cagccctggc ttagggagct cctaggtctg 
cttctttctt ttctccttct tgctacctgc 
ctgtttgtga tacagctctt ttagccctgc 
aaccaggaag aatgaggtac ccagacaagt 
ctgagtgaca atagctcaga ggaggccctg 
tccgacgtct gctcagctct ggctgagcct 
gttcatgctg actggtccat gggcggccat 
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gggcaggccc agaaaaggca acacaagttc gcactccagt ccacggcact gacagcctgg 
660 

cccccagcct tcagggcctc cctggcctga aggtgggcct caccagggac tcaccccctt 
720 

ctgcccagaa acctgtctgc ctcctgctgc cattcatggc gcccaggcta taggtat 

<210> 3200 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 3200 

Met Leu Gin Val Ala Arg Arg Arg Lys Glu Arg Arg Lys Glu Glu Pro 

1 5 io 15 

Leu Leu Phe Gly Gin Pro Arg Pro Arg Ser Ser Leu Ser Gin Gly Cys 

20 25 30 

Asp Thr Leu Phe Gly Ala Leu Arg Phe Leu Ala Ser Pro Ser Phe Trp 

35 40 45 

Val Ser Pro Arg Ser Pro Val Pro Ala Val Gly Ala Ala Cys Cys Met 

50 55 60 

Pro Gly Pro Ala Thr Ala Ser Gin Arg Ala Gly Ala Leu Thr Ser Thr 
65 7 0 75 80 

Trp Ser Cys Leu Pro His Cys Ser Ser Arg Arg Val 
85 90 

<210> 3201 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 3201 

acacgcgcag tgcgtctcct actgaacccg agcccctgct atgggtacgc ggaagcagct 
60 

cccgtcgcgc ctgccccagg ctggacggaa gggccacgct gcagccgggg tgagcacagc 
120 

gaagccgaca gcctttggga ccgaggtcag cagctgcacc ggcgcaagaa ttccaaacac 
180 

agctgtggct gaagggcctg ggggtgtgca ggtcccaaac cccagtgagc ctgatcccga 
240 

catgggtcct gtctcctggg ggccaccttt gtgtcccgtg gtggctgacc ctgagaggga 
300 

gggctgtggg gatgctcaca tgacactggg gtcccagcga cagcccctcc tcacgctgcg 
360 

tgtccctggg gcctctcagg agggacgcgt 
390 

<210> 3202 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 3202 

Met Gly Thr Arg Lys Gin Leu Pro Ser Arg Leu- Pro Gin Ala Gly Arg 
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15 10 15 

Lys Gly His Ala Ala Ala Gly Val Ser Thr Ala Lys Pro Thr Ala Phe 

20 25 30 

Gly Thr Glu Val Ser Ser Cys Thr Gly Ala Arg He Pro Asn Thr Ala 

35 40 45 

Val Ala Glu Gly Pro Gly Gly Val Gin Val Pro Asn Pro Ser Glu Pro 

50 55 60 

Asp Pro Asp Met Gly Pro Val Ser Trp Gly Pro Pro Leu Cys Pro Val 
65 70 75 80 

Val Ala Asp Pro Glu Arg Glu Gly Cys Gly Asp Ala His Met Thr Leu 

85 90 95 

Gly Ser Gin Arg Gin Pro Leu Leu Thr Leu Arg Val Pro Gly Ala Ser 

100 105 110 

Gin Glu Gly Arg 
115 



<210> 3203 
<211> 1906 
<212> DNA 

<213> Homo sapiens 
<400> 3203 

ngaattcggc acgagctcgt gccgaatcgg 
60 

cgggccggag ccjtggccgga cccccacccg 
120 

cacggtggca gcattgagag ttggacaccc 
180 

cccaaatccg ccaccattcc gtgctgcggg 
240 

ggggaggcct tagggggcag tttctgggag 
300 

gtggaggacg ggcaccggct gtgcggggac 
360 

atcgagaagg cttatgccca gcagttggct 
420 

gagaagggcc cccagtatgg cacactggag 
480 

gagcggctga gcgcgctgca cctggaggtg 
540 

cgggtgcgcg cctggcagcg gggggctttc 
600 

agccgggcgg ccgaggacgg cttccgcaag 
660 

gaggttgagg cttccaagaa aagctaccac 
720 

acgagggaga gccacgcaaa ggcagacagc 
780 

caggaacggg tggaacgctg tgccaaggag 
840 

acgctggcag agctgcatcg ctacactcca 
900 

gagacctgcc aggccgccga gcgccagcgg 
960 



cacgagcgcg ggcccaggag cggcaggact 
ccgaggggcc cagggaggac gcggcagagt 
gggtccttga agtgatctct aggccccagc 
gacaccatgg ctccagaaga ggacgctgga 
gctggcaact acaggcgcac ggtacagcgg 
ctggtcagct gcttccagga gcgcgcccgc 
gactgggccc gaaagtggag ggggaccgtg 
aaggcctggc atgccttttt cacggcggct 
cgggagaagc tgcaagggca ggacagtgag 
caccggcctg tgctgggcgg cttccgcgag 
gcccagaagc cctggctgaa gaggctgaag 
gcagcccgga aggatgagaa gaccgcccag 
gccgtctccc aggagcagct gcgcaaactg 
gccgagaaga caaaagctca gtatgagcag 
cgctacatgg aggacatgga acaggccttt 
cttcttttct tcaaggatat gctgctcacc 
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ttacaccagc acctggacct 
1020 

caccagggca ttgaggcagc 
1080 

gggccaggca tggccatgaa 
1140 

acaatcagcc ggaaagagaa 
1200 

gtgcctacaa gagatggcac 
1260 

caggatgagg agtggtcaga 
1320 

agggcactct atgactacgc 
1380 

gagctgctga agatgagtga 
1440 

ggccgcattg gcctgtaccc 
1500 

cagcccttct gcaacgttta 
1560 

accctcaggg ccctgaaccg 
1620 

cctgggaccc agggagggga 
1680 

agtctaggct gagggcaaga 
1740 

gcctccccag gagctgtgga 
1800 

ttggggtgag tgtagttctg 
1860 

aaaacttgac acacacccac 
1906 



ttccagcagt gagaagttcc 
cagtgacgaa gaggatctgc 
ctggccacag ttcgaggagt 
gggtggccgg agccctgatg 
cgcaccccca ccccagtccc 
tgaagagagt ccccggaagg 
tggccaggaa gctgatgagc 
ggaggacgag cagggctggt 
tgccaactac gtggagtgtg 
cccaccctgg ttcagagccc 
tcgctctctg gctgctcctc 
ggggcctttg tctagggaag 
tgggaggtca gaggtgacag 
ctcagttcct gacctctgct 
gcctagcagc accctcttgt 
acacaaaaac aaaaacacca 



atgaactcca ccgtgacttg 
gctggtggcg cagcacccac 
ggtccttgga cacacagagg 
aggttaccct gaccagcatt 
cggggtcccc aggcacgggg 
ctgccaccgg ggttcgggtg 
tgagcttccg agcaggggag 
gccaaggcca gttgcagagt 
tgggcgcctg agtgtcctga 
agcttctcct ggagagccgg 
tgtcccttga gggaggaagt 
ggactggtag ggaagggacg 
aagcgttcag gggtgcctgg 
ttggggttcc tggggtgggc 
ggcttgttct agcgtgtatt 
aaaaaa 



<210> 3204 
<211> 424 
<212> PRT 

<213> Homo sapiens 



<400> 3204 
Met Ala Pro 
1 

Trp Glu Ala 

His Arg Leu 
35 

lie Glu Lys 
50 

Arg Gly Thr 
65 

Trp His Ala 
Glu Val Arg 
Trp Gin Arg 



Glu Glu 
5 

Gly Asn 
20 

Cys Gly 

Ala Tyr 

Val Glu 

Phe Phe 

85 
Glu Lys 
100 

Gly Ala 



Asp Ala 

Tyr Arg 

Asp Leu 

Ala Gin 

55 
Lys Gly 
70 

Thr Ala 
Leu Gin 
Phe His 



Gly Gly Glu 
10 

Arg Thr Val 
25 

Val Ser Cys 
40 

Gin Leu Ala 

Pro Gin Tyr 

Ala Glu Arg 
90 

Gly Gin Asp 
105 

Arg Pro Val 



Ala Leu Gly Gly 
Gin Arg 
Phe Gin 



Asp Trp 

60 
Gly Thr 
75 

Leu Ser 
Ser Glu 
Leu Gly 



Val Glu 

30 
Glu Arg 
45 

Ala Arg 



Leu Glu 

Ala Leu 

Arg Val 
110 
Gly Phe 



Ser Phe 
15 

Asp Gly 

Ala Arg 

Lys Trp 

Lys Ala 
80 

His Leu 
95 

Arg Ala 
Arg Glu 
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115 










120 










125 








Ser 


Arg 


Ala 


Ala 


Glu Asp Gly Phe 


Arg 


Lys 


Ala 


Gin 


Lys 


Pro 


Trp 


Leu 




130 










135 










140 










Lys 


Arg 


Leu 


Lys 


Glu 


Val 


Glu 


Ala 


Ser 


Lys 


Lys 


Ser 


Tyr 


His 


Ala 


Ala 


145 










150 










155 










160 


Arg 


Lys 


Asp 


Glu 


Lys 


Thr 


Ala 


Gin 


Thr 


Arg 


Glu 


Ser 


His 


Ala 


Lys 


Ala 










165 










170 










175 




Asp 


Ser 


Ala 


Val 


Ser 


Gin 


Glu 


Gin 


Leu 


Arg 


Lys 


Leu 


Gin 


Glu 


Arg 


Val 








180 










185 










190 






Glu 


Arg 


Cys 


Ala 


Lys 


Glu 


Ala 


Glu 


Lys 


Thr 


Lys 


Ala 


Gin 


Tyr 


Glu 


Gin 






195 










200 










205 








Thr 


Leu 


Ala 


Glu 


Leu 


His 


Arg 


Tyr 


Thr 


Pro 


Arg 


Tyr 


Met 


Glu 


Asp 


Met 




210 










215 










220 










Glu 


Gin 


Ala 


Phe 


Glu 


Thr 


Cys 


Gin 


Ala 


Ala 


Glu 


Arg 


Gin 


Arg 


Leu 


Leu 


225 










230 










235 










240 


Phe 


Phe 


Lys 


Asp 


Met 


Leu 


Leu 


Thr 


Leu 


His 


Gin 


His 


Leu 


Asp 


Leu 


Ser 










245 










250 










255 




Ser 


Ser 


Glu 


Lys 


Phe 


His 


Glu 


Leu 


His 


Arg 


Asp 


Leu 


His 


Gin 


Gly 


He 








260 










265 










270 






Glu 


Ala 


Ala 


Ser 


Asp Glu Glu Asp 


Leu 


Arg 


Trp 


Trp 


Arg 


Ser 


Thr 


His 






275 










280 










285 








Gly 


Pro 


Gly 


Met 


Ala 


Met 


Asn 


Trp 


Pro 


Gin 


Phe 


Glu 


Glu 


Trp 


Ser 


Leu 




290 










295 










300 










Asp 


Thr 


Gin 


Arg 


Thr 


lie 


Ser Arg 


Lys 


Glu 


Lys 


Gly 


Gly 


Arg 


Ser 


Pro 


305 










310 










315 










320 


Asp 


Glu 


val 


Thr 


Leu 


Thr 


Ser 


lie 


Val 


Pro 


Thr 


Arg 


Asp 


Gly 


Thr 


Ala 










325 










330 










335 




Pro 


Pro 


Pro 


Gin 


Ser 


Pro Gly Ser 


Pro 


Gly 


Thr 


Gly 


Gin 


Asp 


Glu 


Glu 








340 










345 










350 






Trp 


Ser 


Asp 


Glu 


Glu 


Ser 


Pro 


Arg 


Lys 


Ala 


Ala 


Thr 


Gly 


Val 


Arg 


Val 






355 










360 










365 








Arg 


Ala 


Leu 


Tyr 


Asp Tyr Ala Gly 


Gin 


Glu 


Ala 


Asp 


Glu 


Leu 


Ser 


Phe 




370 










375 










380 










Arg 


Ala 


Gly 


Glu 


Glu 


Leu 


Leu 


Lys 


Met 


Ser 


Glu 


Glu 


Asp 


Glu 


Gin 


Gly 


385 










390 










395 










400 


Trp 


Cys 


Gin 


Gly 


Gin 


Leu 


Gin 


Ser 


Gly 


Arg 


He 


Gly 


Leu 


Tyr 


Pro 


Ala 










405 










410 










415 




Asn 


Tyr 


Val 


Glu 


Cys 


Val 


Gly Ala 



















420 



<210> 3205 
<211> 1482 
<212> DNA 

<213> Homo sapiens 
<400> 3205 

nnggagatgg agggaacctc cccgagcagc ccaccaccca gtggggtgcg gtcccccccg 
60 

ggtctggcca agacacccct atctgctctg ggcctgaaac ctcacaaccc agcggacatc 
120 

ctgttgcacc ccacaggaga gccccggagc tatgtggagt ctgtggcacg gacagcggtg 
180 

gctggacccc gagctcagga ctctgagccc aagagcttta gtgctccagc cacccaggcc 
240 
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tatggccatg agatacccct 
300 

cccctctcca ccagcagccc 
360 

tcgggagaga gcagtgacca 
420 

ttccgctcag gcagcctggg 
480 

tctcctctcc cgactgtggg 
540 

agctcctctc cggaaagcca 
600 

cctgggagcc ctcaggcgcg 
660 

ttcggctggc gggccatcaa 
720 

caccagatga tgggtccacc 
780 

agcagtgcag cgaccacccc 
840 

caggtttctg gcctccacaa 
900 

caccctgggg ctcaccaagg 
960 

cctggaagcc ccagcctggg 
1020 

ccctgcttgg accggcatgt 
1080 

acactgtccc ggcagagcag 
1140 

gtctcccctg cctactaccc 
1200 

gcagccttcc ggcaagggag 
1260 

ggagaccggg caggcagcct 
1320 

gtcgccagcg gcatgtccag 
1380 

cccgacttct ccaagtactc 
1440 

tttgtccagg acacttctaa 
1482 



gaggaacggg accctgggtg 
catcctcagt gctgacagca 
gggtccccgg acgcccaccc 
acagcccagc ccgtctgccc 
cagtagctac agcagccccg 
ggctcgagct cagttcagtg 
tcacagaaca gtgggcacca 
tcccagcatg gctgccccca 
aggcactggc ttccatggta 
ggggagcccc agcctgtgtc 
caaagtggcc accaccccgg 
caacctggcc tccggtcttc 
ccgtcacctc ggagggtctg 
ggcctatggc ggctattcta 
tgcctctggc taccaggctc 
tggcctgagc agccctgcca 
cccaacacca gccttgccag 
ccccaactat gccaccatca 
tcccagtggg ggcagcaccg 
catgccagac aacagcccgg 
gtattggtac aagcctaaga 



gctcctttgt ctcccccagc 
cttcagtggg gagtttcccg 
agcctctgtt ggagtctggc 
agagaaacta ccagagctct 
actactcact tcagcatttc 
tggctggcgt ccacacggtg 
acactccccc tagtcctggc 
gcagtcccag tttgagccat 
gcactgtctc cagcccccag 
ggcacccagc aggggtctac 
ggagtcccag cctgggccgg 
atagcaatgc aatagccagc 
gatctgtggt tcccggcagc 
ccccggagga tcggagaccc 
cttccacgcc ctccttccct 
cctccccgtc accagactcc 
agaagcgaag gatgtcagtg 
atgggaaggt gtcttcgcct 
tctccttctc ccacactctg 
agacgcgggc taaagtgaag 
tc 



<210> 3206 

<211> 494 

<212> PRT 

<213> Homo sapiens 



<400> 3206 

Xaa Glu Met Glu Gly Thr Ser Pro 

1 5 
Arg Ser Pro Pro Gly Leu Ala Lys 
20 

Lys Pro His Asn Pro Ala Asp lie 



Ser Ser Pro Pro Pro Ser Gly Val 

10 15 
Thr Pro Leu Ser Ala Leu Gly Leu 
25 30 
Leu Leu His Pro Thr Gly Glu Pro 
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35 40 45 

Arg Ser Tyr Val Glu Ser Val Ala Arg Thr Ala Val Ala Gly Pro Arg 

50 55 60 

Ala Gin Asp Ser Glu Pro Lys Ser Phe Ser Ala Pro Ala Thr Gin Ala 
65 70 75 80 

Tyr Gly His Glu He Pro Leu Arg Asn Gly Thr Leu Gly Gly Ser Phe 

85 90 95 

Val Ser Pro Ser Pro Leu Ser Thr Ser Ser Pro He Leu Ser Ala Asp 

100 105 110 

Ser Thr Ser Val Gly Ser Phe Pro Ser Gly Glu Ser Ser Asp Gin Gly 

115 120 125 

Pro Arg Thr Pro Thr Gin Pro Leu Leu Glu Ser Gly Phe Arg Ser Gly 

130 135 140 

Ser Leu Gly Gin Pro Ser Pro Ser Ala Gin Arg Asn Tyr Gin Ser Ser 
145 150 155 160 

Ser Pro Leu Pro Thr Val Gly Ser Ser Tyr Ser Ser Pro Asp Tyr Ser 

165 170 175 

Leu Gin His Phe Ser Ser Ser Pro Glu Ser Gin Ala Arg Ala Gin Phe 

180 185 190 

Ser Val Ala Gly Val His Thr Val Pro Gly Ser Pro Gin Ala Arg His 

195 200 205 

Arg Thr Val Gly Thr Asn Thr Pro Pro Ser Pro Gly Phe Gly Trp Arg 

210 215 220 

Ala He Asn Pro Ser Met Ala Ala Pro Ser Ser Pro Ser Leu Ser His 
225 230 235 240 

His Gin Met Met Gly Pro Pro Gly Thr Gly Phe His Gly Ser Thr Val 

245 . 250 255 

Ser Ser Pro Gin Ser Ser Ala Ala Thr Thr Pro Gly Ser Pro Ser Leu 

260 265 270 

Cys Arg His Pro Ala Gly Val Tyr Gin Val Ser Gly Leu His Asn Lys 

275 280 285 

Val Ala Thr Thr Pro Gly Ser Pro Ser Leu Gly Arg His Pro Gly Ala 

290 295 300 

His Gin Gly Asn Leu Ala Ser Gly Leu His Ser Asn Ala He Ala Ser 
305 310 315 320 

Pro Gly Ser Pro Ser Leu Gly Arg His Leu Gly Gly Ser Gly Ser Val 

325 330 335 

Val Pro Gly Ser Pro Cys Leu Asp Arg His Val Ala Tyr Gly Gly Tyr 

340 345 350 

Ser Thr Pro Glu Asp Arg Arg Pro Thr Leu Ser Arg Gin Ser Ser Ala 

355 360 365 

Ser Gly Tyr Gin Ala Pro Ser Thr Pro Ser Phe Pro Val Ser Pro Ala 

370 375 380 

Tyr Tyr Pro Gly Leu Ser Ser Pro Ala Thr Ser Pro Ser Pro Asp Ser 
385 390 395 400 

Ala Ala Phe Arg Gin Gly Ser Pro Thr Pro Ala Leu Pro Glu Lys Arg 

405 410 415 

Arg Met Ser Val Gly Asp Arg Ala Gly Ser Leu Pro Asn Tyr Ala Thr 

420 425 430 

He Asn Gly Lys Val Ser Ser Pro Val Ala Ser Gly Met Ser Ser Pro 

435 440 445 

Ser Gly Gly Ser Thr Val Ser Phe Ser His Thr Leu Pro Asp Phe Ser 

450 455 460 

Lys Tyr Ser Met Pro Asp Asn Ser Pro Glu Thr Arg Ala Lys Val Lys 
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465 470 475 480 

Phe Val Gin Asp Thr Ser Lys Tyr Trp Tyr Lys Pro Lys lie 
485 490 

<210> 3207 
<211> 495 
<212> DNA 

<213> Homo sapiens 
<400> 3207 

ngcgggacgc gcagcgctat ggcagagggc agcggggaag tggtcgcagt gtctgcgacc 
60 

ggggctgcca acggcctcaa caatggggca ggcgggacct cggcgacgac ctgcaacccg 
120 

ctgtcgcgca agctgcataa gatcctggag acgcggctgg acaacgacaa ggagat r gtta 
180 

gaagctctca aggcactfuec aacctttttt gttgaaaata gtctgcggac tcgaagaaat 
240 

ttacgtggag atattgaacg taaaagttta gccatcaatg aagaatttgt aagcattttc 
300 

aaggaagtga aggaggaact tgaaagcata agcgaagatg ttcaagcaat gagcaactgt 
360 

tgtcaagata tgacaagtcg cctacaggca gcaaaggaac agactcaaga tttaatagta 
420 

aataccacta agcttcaatc tgaaagccaa aaattagaga taagagctca agttgcagat 
480 

gccttcttat ccaag 
495 

<210> 3208 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 3208 



Met Leu 


Glu 


Ala 


Leu 


Lys Ala Leu Ser 


Thr 


Phe 


Phe 


Val 


Glu 


Asn 


Ser 


1 






5 




10 










15 




Leu Arg 


Thr 


Arg 


Arg 


Asn Leu Arg Gly 


Asp 


He 


Glu 


Arg 


Lys 


Ser 


Leu 






20 


25 










30 






Ala He 


Asn 


Glu 


Glu 


Phe Val Ser He 


Phe 


Lys 


Glu 


Val 


Lys 


Glu 


Glu 




35 






40 








45 








Leu Glu 


Ser 


He 


Ser 


Glu Asp Val Gin 


Ala 


Met 


Ser 


Asn 


Cys 


Cys 


Gin 


50 








55 






60 










Asp Met 


Thr 


Ser 


Arg 


Leu Gin Ala Ala 


Lys 


Glu 


Gin 


Thr 


Gin Asp 


Leu 


65 








70 




75 










80 


He Val 


Asn 


Thr 


Thr 


Lys Leu Gin Ser 


Glu 


Ser 


Gin 


Lys 


Leu 


Glu 


He 








85 




90 










95 




Arg Ala 


Gin 


Val 


Ala 


Asp Ala Phe Leu 


Ser 


Lys 













100 105 



<210> 3209 
<211> 346 
<212> DNA 

<213> Homo sapiens 
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<400> 3209 

tgttcctcta ggtggggcag gtagggggtc cagcttcctg cttgctggtg gttcaggtca 
60 

tgcgtccagc cttgtccctt ctgacctggg ccctacccac ggggaaatgt tcccatagca 
120 

gaagaatcag ccccacagtg caggggtgtg ttagtgggga acgggctctg ggctcctgtg 
180 

ggaaccaggg accccctatc ttggtaccgg tcattggatg tatccccagc tcatgcctgt 
240 

gtctgtcttg gcccgtgtgg tcaccctgtg ttcatctctc tcccagccat ggcctctcaa 
300 

actggggttt tcgtctccct atgagggggt cctggtatgt acgcgt 
346 

<210> 3210 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 3210 

Met Arg Pro Ala Leu Ser Leu Leu Thr Trp Ala Leu Pro Thr Gly Lys 

15 10 15 

Cys Ser His Ser Arg Arg lie Ser Pro Thr Val Gin Gly Cys Val Ser 

20 25 30 

Gly Glu Arg Ala Leu Gly Ser Cys Gly Asn Gin Gly Pro Pro lie Leu 

35 40 45 

Val Pro Val He Gly Cys He Pro Ser Ser Cys Leu Cys Leu Ser Trp 

50 55 60 

Pro Val Trp Ser Pro Cys Val His Leu Ser Pro Ser His Gly Leu Ser 
65 70 75 80 

Asn Trp Gly Phe Arg Leu Pro Met Arg Gly Ser Trp Tyr Val Arg 
85 90 95 

<210> 3211 

<211> 1728 

<212> DNA 

<213> Homo sapiens 

<400> 3211 

tccggaaata taaagttgag ctaccagttt tcagaaatcc atgaagactc taccgtctgc 
60 

tggacaaaag attccaagtc gatagcccag gccaagaaaa gcgcagggga caactccagt 
120 

gtttccttgg ccatcgtgca agccagtccg aaggaccagg gactctatta ctgctgcatc 
180 

aagaacagct acggaaaagt gactgctgaa tttaacctca cagctgaagt tctcaaacag 
240 

ctgtcaagtc acacagaata ctaaaggatg tgaagagatt gaattcagcc aactcatctt 
300 

caaagaagac ttcctccatg acagctactt tgggggccgc ctgcgtggtc agatcgccac 
360 

ggaggagctg cactttggag aaggggttca ccgcaaagcc ttccgcagca cagtgatgca 
420 
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cggcctcatg cctgtcttca aacctggcca tgcctgtgtg cttaaggtgc acaatgccat 
480 

tgcctatggg accagaaata atgatgagct catccaaagg aactacaaac tcgctgccca 
540 

ggaatgctat gttcaaaata ctgccaggta ttatgccaag atctacgctg ctgaagcaca 
600 

gcctctggaa ggctttggag aagtacctga gatcattcct atttttctta tccatcggcc 
660 

tgagaacaat atcccgtatg ctacagtgga ggaggagctg attggagaat ttgtgaagta 
720 

ttccatcagg gatgggaaag aaataaactt cttgagaaga gaatcagaag ctggtcagaa 
780 

atgttgcacc ttccagcact gggtgtacca gaaaacaagt ggctgcctcc tggtgacgga 
840 

catgcaaggt gtaggaatga agctaactga cgttggcata gcaacgctgg ctaaagggta 
900 

caagggattt aaaggcaact gttccatgac cttcattgat cagtttaaag cactacacca 
960 

gtgtaacaag tattgcaaaa tgctgggact gaaatccctt caaaacaaca accagaaaca 
1020 

gaagcagccg agcattggga aaagcaaagt tcaaacaaac tctatgacag taaagaaggc 
1080 

agggcctgag accccaggcg aaaagaaaac ctaacgtccc cgggtaacct aatggccact 
1140 

ggctagcagc acacaatctc gccagggaaa atctgaggcc acacaggaga gaatatacag 
1200 

cctgcagaga gtgcgtggca atccttactc ccagccgact gtgcgccaag atgcttctaa 
1260 

acccatcacc tgctgtcttc actcaaatga tttcagaaca ggatttgcga ccaggtttat 
1320 

ggggagattg aatcaacgat tggtctcaaa gacagtccat tctttatata catgtttagc 
1380 

atttttacca acctcacatc atgtgtatat ttgtgtattt gcacatggtt gtgctgtcga 
1440 

ggacctggtg ctgagaagag tctgttcaca gccaaaattc ttcccactgt cattcctaac 
1500 

ctgggatttc tagacacatc ctgctgtgat gtaaacagaa atcacgaatt cgctcactgg 
1560 

atcaagttgt tccactggtg tctaatacgc tattgttgcc ggaggtgggt tctgtgacgt 
1620 

gaagccattt cccatcattc aacagccagt tacaattttc tgtttaatta aattcatatt 
1680 

taaacaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
1728 

<210> 3212 

<211> 87 

<212> PRT 

<213> Homo sapiens 

<400> 3212 

Ser Gly Asn lie Lys Leu Ser Tyr Gin Phe Ser Glu lie His Glu Asp 

15 10 15 

Ser Thr Val Cys Trp Thr Lys Asp Ser Lys Ser He Ala Gin Ala Lys 
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20 


25 








30 




Lys Ser Ala 


Gly 


Asp Asn Ser Ser Val Ser 


Leu 


Ala 


He 


Val Gin 


Ala 


35 




40 






45 






Ser Pro Lys 


Asp 


Gin Gly Leu Tyr Tyr Cys 


Cys 


He 


Lys 


Asn Ser 


Tyr 


50 




55 




60 








Gly Lys Val 


Thr 


Ala Glu Phe Asn Leu Thr 


Ala 


Glu 


Val 


Leu Lys 


Gin 


65 




70 


75 








80 


Leu Ser Ser 


His 


Thr Glu Tyr 













85 



<21Q> 3213 

<211> 348 

<212> DNA 

<213> Homo sapiens 



<400> 3213 

acgcgtgaag gggaagcggc ggygtagtaa cagattatgg gcaacagtcc ttttaattaa 
60 

tctaccgtca tcatggctaa tgaggactgt cccaaggctg ctgatagtcc tttttcatca 
120 

gataaacatg cccaactcat cttggcccaa atcaataaga tgagaaatgg acagcatttc 
180 

tgtgatgtgc agctgcaagt tggacaggaa agttttaaag ctcatcggct ggttttggct 
240 

gccagcagtc cttactttgc agctttgttc actggaggaa tgaaagagtc ctcaaaagat 
300 

gttgtaccga ttctaggaat tgaagcagga atctttcaga tacttcta 
348 

<210> 3214 
<211> 92 
<212> PRT 

<213> Homo sapiens 



<400> 3214 



Met Ala Asn Glu 


Asp Cys 


Pro 


Lys 


Ala 


Ala 


Asp 


Ser 


Pro 


Phe 


Ser 


Ser 


1 


5 








10 










15 




Asp Lys His Ala 


Gin Leu 


He 


Leu 


Ala 


Gin 


He 


Asn 


Lys 


Met 


Arg 


Asn 


20 








25 










30 






Gly Gin His Phe 


Cys Asp 


Val 


Gin 


Leu 


Gin 


Val 


Gly 


Gin 


Glu 


Ser 


Phe 


35 






40 










45 








Lys Ala His Arg 


Leu Val 


Leu 


Ala 


Ala 


Ser 


Ser 


Pro 


Tyr 


Phe 


Ala 


Ala 


50 




55 










60 










Leu Phe Thr Gly 


Gly Met 


Lys 


Glu 


Ser 


Ser 


Lys 


Asp 


Val 


Val 


Pro 


He 


65 


70 










75 










80 


Leu Gly He Glu 


Ala Gly 


He 


Phe 


Gin 


lie 


Leu 


Leu 











85 90 



<210> 3215 

<211> 597 

<212> DNA 

<213> Homo sapiens 



<400> 3215 
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acgcgtgcgc gctcccggca ggagagggcc agccggcccc ggcttaccat cttgaacgtg 
60 

tgcaacactg gggacaagat ggtggagtgc cagctggaga cgcacaacca caagatggtg 
120 

accttcaagt tcgacttgga cggggacgca cccgatgaaa ttgccacgta tatggtggag 
180 

catgacttta tcctgcaggc cgagcgggaa acgttcatcg agcagatgaa ggatgtcatg 
240 

gacaaggcag aggacatgct cagcgaggac acagacgccg accgtggctc cgacccaggg 
300 

accagcccgc cacacctcag cacctgcggc ctgggcaccg gggaggagag ccgacaatcc 
360 

caagccaacg cccccgtgta tcagcagaac gtcctgcaca ccgggaagag gtggttcatc 
420 

atctgtccgg tgcctgagcc ccccgccccc gagggccctt gaatcttcgc ccccacttcc 
480 

tctaagctcc ctgccgccag aagccagcca agattcagcg ccctataaag accagctgtc 
540 

ctcgaaggaa caacccagct ttctagccag tcagcagctc ctgggccagg cgggccc 
597 

<210> 3216 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 3216 

Thr Arg Ala Arg Ser Arg Gin Glu Arg Ala Ser Arg Pro Arg Leu Thr 

1 5 10 15 

lie Leu Asn Val Cys Asn^Thr Gly Asp Lys Met Val Glu Cys Gin Leu 

20 25 30 

Glu Thr His Asn His Lys Met Val Thr Phe Lys Phe Asp Leu Asp Gly 

35 40 45 

Asp Ala Pro Asp Glu lie Ala Thr Tyr Met Val Glu His Asp Phe lie 

50 55 60 

Leu Gin Ala Glu Arg Glu Thr Phe He Glu Gin Met Lys Asp Val Met 
65 70 75 80 

Asp Lys Ala Glu Asp Met Leu Ser Glu Asp Thr Asp Ala Asp Arg Gly 

85 90 95 

Ser Asp Pro Gly Thr Ser Pro Pro His Leu Ser Thr Cys Gly Leu Gly 

100 105 110 

Thr Gly Glu Glu Ser Arg Gin Ser Gin Ala Asn Ala Pro Val Tyr Gin 

115 120 125 

Gin Asn Val Leu His Thr Gly Lys Arg Trp Phe He He Cys Pro Val 

130 135 140 

Pro Glu Pro Pro Ala Pro Glu Gly Pro 
145 150 

<210> 3217 
<211> 2570 
<212> DNA 

<213> Homo sapiens 
<400> 3217 
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ggggtcaaag 
60 

gactttgtaa 
120 

acccatacca 
180 

gatgtgggcc 
240 

gagttccatg 
300 

gtaaaggaga 
360 

caccttaaga 
420 

gaagaagaaa 
480 

tcctttctgg 
540 

ttgtaaaaca 
600 

aaaactagaa 
660 

acagccacag 
720 

ccagagtgaa 
780 

ttcaaaatct 
840 

gacacctttg 
900 

gtataaatta 
960 

gagtcgggtc 
1020 

tccctagcat 
1080 

gttgttagaa 
1140 

aagctattgt 
1200 

gaacccatta 
1260 

tatatgctaa 
1320 

ctcttaatag 
1380 

tcttaagctt 
1440 

atggctgacg 
1500 

ataagctatt 
1560 

taggaaaact 
1620 



ctcgccagta 
agctgcggga 
ggcactatga 
cagaaaacaa 
gtgaacgtca 
aagaagccat 
gacttcacca 
taattgcttt 
caacaggcag 
gaagttccag 
gtgtgctttg 
ttactgatat 
tgatactaca 
gaatcttttt 
ctttctgatg 
ctttcaggct 
ccgttgtgta 
tttggataag 
atgtttaagt 
cactgcagtg 
atatcgtggc 
aaattttggg 
ttttatagaa 
ttgtgtcaga 
tattactgtg 
ttttcctaag 
tttcatztaca 



cccttggggt 
aatgctcatt 
gctttacagg 
gccagtcagt 
gaggaaggaa 
attgaaagaa 
agaagagaga 
ctctaaaaag 
caacctgagt 
agcacagaag 
attttgctgt 
ttatggaaaa 
agttgagcat 
gagcactgac 
gttcagttta 
atatgtataa 
tatgcagata 
ggatactcag 
tgctgttctg 
cattatacca 
tatctgatta 
gaatatgttt 
cttaaaaatt 
ttatttaata 
gtgaaacaaa 
gataaagtac 
tacttgttta 



gttgtacaag 
tgtacaaata 
cgctgcaaac 
gttcaagaga 
gaagaaatga 
gctgagagag 
atgaagcttg 
aaagctacct 
aaggacaagg 
gtcatcatca 
tatttgtttt 
gtactttcaa 
ctctaattca 
ttgaccccac 
aacagatttt 
ggtggatgtg 
ttccaaacct 
cttgtaccta 
tgatgaatct 
aagagcgaag 
catttatatt 
tgggatgtat 
ttttatacaa 
tgatgacttc 
atatctttaa 
ctttgagcat 
aactctgtct 



tggaaaatga 
tggaggacct 
tggaggaaat 
cctatgaagc 
aacagatgtt 
agctacaggc 
aagaacaaag 
ccgagatatt 
accataagaa 
caagcaaact 
atcacttcta 
gtacaaggtc 
aaaatctgaa 
aagtggaaaa 
gtttcttgca 
aaacatgaat 
gaaatccaaa 
tatattcata 
aaatcttttc 
tcagtgccac 
ccaagatgaa 
tatggagcta 
ttacccaatt 
atgctttatt 
aagttaaaac 
gagtgtatca 
tccagggtaa 



aaaccactgt 
gcgagagcag 
gggctttaca 
caaaagacat 
tgtgcagcga 
caaatttgag 
aagacttttg 
tcacagccag 
ctccaatttt 
ttattaaaaa 
tatttggtga 
aatacataag 
atccagaagc 
ttccccaccc 
caaaattttt 
tatgtaatta 
acacttctgg 
tatattcact 
tcttgctacc 
tgaaaataca 
ccttttttta 
aaactctaac 
ggtgatatga 
atgccttatt 
atccagatat 
cagctttcat 
aaataataag 
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gttgaatcat tttattaaaa 
1680 

agatataaaa atgcacataa 
1740 

tattctcaga acattttaat 
1800 

tcattttttg tacttgaata 
1860 

tatatttact aaaaaaaaaa 
1920 

tgttaaagga aaaaaaagag 
1980 

aacagctcag gatctcttag 
2040 

aagtttggtt ctgtgtctgt 
2100 

agagaaaaca gaccta^tgc 
2160 

agttgagctc tcggaactgc 
2220 

cactgaattc cattttttca 
2280 

ttgatcagat ctgacatgat 
2340 

tgagtcaggt ttgagtagag 
2400 

tggtctcagt cataatcatt 
2460 

aactggggat tgggtgggca 
2520 

ctgagaagct tttgaataaa 
2570 



atacttttta agaaaataac 
ttcatatttc aggtggtatt 
gatttctaac atttcttaac 
ttctaaataa aactgacatt 
aaaaaaaacc tcgtgccgaa 
gggggaagat caggtcatac 
cattttaatt agatgtaatt 
gttttaataa gacgagagga 
tccttgttcc tagagtagag 
atgctgctgg acagtatcac 
aggtaatttc ttgtgcctct 
tccttcctgt tctgaactgt 
gcttagagac agttgggtga 
agggggaact ctagccaaat 
ggaaaaggtg atatccattc 
aactttgcta aatgaaaaaa 



tatgaacatc tgaatattaa 
tgcattcagt gccttactgg 
agtcatagat atatacattt 
tactcttgac aaataaaaca 
ttcggagagt ctaggaatac 
tatctactct cctcatctct 
gtttgtcttt aactgtcaaa 
cgagcgattg aggtgtatgg 
tggagggagg gtggcctaag 
cgtccttcct agatggcagt 
aatagcccaa gaatgggagg 
ggggtgtgca catctctgct 
gaacaaccaa aatcttatca 
ggtttaactt ctgcctgtgg 
tttctgataa ctagatggtg 
aaaaaaaaaa 



<210> 3218 

<211> 181 

<212> PRT 

<213> Homo sapiens 

<400> 3218 

Gly Val Lys Ala Arg Gin Tyr Pro Trp Gly Val Val Gin Val Glu Asn 

15 10 15 

Glu Asn His Cys Asp Phe Val Lys Leu Arg Glu Met Leu lie Cys Thr 

20 25 30 

Asn Met Glu Asp Leu Arg Glu Gin Thr His Thr Arg His Tyr Glu Leu 

35 40 45 

Tyr Arg Arg Cys Lys Leu Glu Glu Met Gly Phe Thr Asp Val Gly Pro 

50 55 60 

Glu Asn Lys Pro Val Ser Val Gin Glu Thr Tyr Glu Ala Lys Arg His 
65 70 75 80 

Glu Phe His Gly Glu Arg Gin Arg Lys Glu Glu Glu Met Lys Gin Met 

85 90 95 

Phe Val Gin Arg Val Lys Glu Lys Glu Ala He Leu Lys Glu Ala Glu 

100 105 110 

Arg Glu Leu Gin Ala Lys Phe Glu His Leu Lys Arg Leu His Gin Glu 
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115 

Glu Arg Met Lys 
130 

lie Ala Phe Ser 
145 

Ser Phe Leu Ala 

Asn Ser Asn Phe 
180 



120 

Leu Glu Glu Gin 
135 

Lys Lys Lys Ala 
150 

Thr Gly Ser Asn 

165 

Leu 



Arg Arg Leu Leu 
140 

Thr Ser Glu lie 
155 

Leu Ser Lys Asp 
170 



125 

Glu Glu Glu lie 

Phe His Ser Gin 
160 

Lys Asp His Lys 
175 



<210> 3219 

<211> 1241 

<212> DNA 

<213> Homo sapiens 



<400> 3219 
gcgcgccatg 
60 

tcctctggac 
120 

gagcgggaga 
180 

agcatgggca 
240 

gaggccctgt 
300 

aatggaggag 
360 

acggccccca 
420 

gggccccacc 
480 

ggtatgttcc 
540 

cgagggggaa 
600 

cagcagcagc 
660 

cttgtagcca 
720 

gagttcccgc 
780 

ctgatgctgg 
840 

cccggggcct 
900 

cagtcccatc 
960 

acccctgagc 
1020 

ccttatgact 
1080 

gcctcttcct 
1140 



taccacaccc 
gccacgttgt 
cagacatcct 
cactctcttc 
ccccactgac 
gctaccccta 
tgcggccctc 
cagcctggcc 
gctctcaatc 
gcagccggga 
agcagcctcg 
gcaggcccag 
gagcagcctc 
acctggagcc 
ggccaggggc 
cactgaccca 
cagccccacg 
atcagccatg 
ccttgcctgc 



agcacctcag 
cccagcccag 
ggacgatgaa 
tctggacggg 
caacggtctg 
cgagtctgcc 
ctactctgca 
acagccagtg 
cttttcggaa 
ggctgtgcaa 
cccacctcca 
ccctcagcca 
ccagcaggag 
agcctccgct 
ttctccactc 
gtccagatct 
ggcctctctg 
tttggctggg 
cttccttccg 



gtcccgccca 
gttcatgtca 
ttgccaaacc 
gtcaccaaca 
gacaagtcct 
agccgggcgg 
caggagggtt 
accacctccc 
gctgaacccc 
aggggactga 
cgccagcagg 
ttggcagaga 
attgaacagt 
gctgccccac 
tcctcccagc 
ggctatatcc 
gagtctgtcc 
cctaaccagg 
accacccaca 



gcagggggct 
atggtgggng 
aggatggtca 
tcagtgaggg 
accccatgga 
ggcctgccca 
tagctggcta 
actatgccca 
agctgccccc 
attcgtggca 
aaagagccca 
cccccatccc 
ccatcgaaac 
tacacaagtc 
ccctctctgg 
ccagtgggca 
ctcctggcag 
atttccattc 
gccctccagg 



cggctgtgcc 
cgttacacct 
cagtgcgggc 
gggctaccca 
gcctatggtc 
tgctggccac 
ccagagggag 
tgaccccagc 
agctccggtc 
gcagcagcag 
cttggagagt 
cagtctccct 
actcaatatg 
ccagagtgtc 
atcctcccgt 
ttcgttggga 
gtcttactca 
aaagagccca 
gcctcagcaa 
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cccccagcct ctctccctgg cctcactgct cagcctctgc tctcaccaaa ggaagcgact 
1200 

tcagacccct cccggactcc agaggaggag ccattgaatt c 
1241 

<210> 3220 
<211> 413 
<212> PRT 

<213> Homo sapiens 
<400> 3220 

Ala Arg His Val Pro His Pro Ala Pro Gin Val Pro Pro Ser Arg Gly 

15 10 15 

Leu Gly Cys Ala Ser Ser Gly Arg His Val Val Pro Ala Gin Val His 

20 25 30 

Val Asn Gly Gly Xaa Val Thr Ser Glu Arg Glu Thr Asp lie Leu Asp 

35 40 45 

Asp Glu Leu Pro Asn Gin Asp Gly His Ser Ala Gly Ser Met Gly Thr 

50 55 60 

Leu Ser Ser Leu Asp Gly Val Thr Asn lie Ser Glu Gly Gly Tyr Pro 
65 70 75 80 

Glu Ala Leu Ser Pro Leu Thr Asn Gly Leu Asp Lys Ser Tyr Pro Met 

85 90 95 

Glu Pro Met Val Asn Gly Gly Gly Tyr Pro Tyr Glu Ser Ala Ser Arg 

100 105 110 

Ala Gly Pro Ala His Ala Gly His Thr Ala Pro Met Arg Pro Ser Tyr 

115 120 125 

Ser Ala Gin Glu Gly Leu Ala Gly Tyr Gin Arg Glu Gly Pro His Pro 

130 135 140 

Ala Trp Pro Gin Pro Val Thr Thr Ser His Tyr Ala His Asp Pro Ser 
145 150 155 160 

Gly Met Phe Arg Ser Gin Ser Phe Ser Glu Ala Glu Pro Gin Leu Pro 

165 170 175 

Pro Ala Pro Val Arg Gly Gly Ser Ser Arg Glu Ala Val Gin Arg Gly 

180 185 190 

Leu Asn Ser Trp Gin Gin Gin Gin Gin Gin Gin Gin Gin Pro Arg Pro 

195 200 205 

Pro Pro Arg Gin Gin Glu Arg Ala His Leu Glu Ser Leu Val Ala Ser 

210 215 220 

Arg Pro Ser Pro Gin Pro Leu Ala Glu Thr Pro lie Pro Ser Leu Pro 
225 230 235 240 

Glu Phe Pro Arg Ala Ala Ser Gin Gin Glu lie Glu Gin Ser lie Glu 

245 250 255 

Thr Leu Asn Met Leu Met Leu Asp Leu Glu Pro Ala Ser Ala Ala Ala 

260 265 270 

Pro Leu His Lys Ser Gin Ser Val Pro Gly Ala Trp Pro Gly Ala Ser 

275 280 285 

Pro Leu Ser Ser Gin Pro Leu Ser Gly Ser Ser Arg Gin Ser His Pro 

290 295 300 

Leu Thr Gin Ser Arg Ser Gly Tyr He Pro Ser Gly His Ser Leu Gly 
305 310 315 320 

Thr Pro Glu Pro Ala Pro Arg Ala Ser Leu Glu Ser Val Pro Pro Gly 

325 330 335 

Arg Ser Tyr Ser Pro Tyr Asp Tyr Gin Pro Cys Leu Ala Gly Pro Asn 
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340 

Gin Asp Phe His Ser Lys 
355 

Leu Pro Thr Thr His Ser 
370 

Leu Pro Gly Leu Thr Ala 
385 390 
Ser Asp Pro Ser Arg Thr 
405 

<210> 3221 
<211> 1585 
<212> DNA 

<213> Homo sapiens 
<400> 3221 

ctcctggctg tcctccgacc ccggcggtct cgaaagcgac acgtgcagtg ggtggaggag 
60 

ccccaacgct cctgcaccgc gcggagatgg cacatccagg ccaccggtgg ggtcgagccc 
120 

gcaggctgga aggagatgcg atgccacctg cgcgccaacg gctacctgtg caagtaccag 
180 

tttgaggtct tgtgtcctgc gccgcgcccc ggggccgcct ctaacttgag ctatcgcgcg 
240 

cccttccagc tgcacagcgc cgctctggac ttcagtccac ctgggaccga ggtgagtgcg 
300 

ctctgccggg gacagctccc gatctcagtt acttgcatcg cggacgaaat cggcgctcgc 
360 

tgggacaaac tctcgggcga tgtgttgtgt ccctgccccg ggaggtacct ccgtgctggc 
420 

aaatgcgcag agctccctaa ctgcctagac gacttgggag gctttgcctg cgaatgtgct 
480 

acgggcttcg agctggggaa ggacggccgc tcttgtgtga ccagtgggga aggacagccg 
540 

acccttgggg ggaccggggt gcccaccagg cgcccgccgg ccactgcaac cagccccgtg 
600 

ccgcagagaa catggccaat cagggtcgac gagaagctgg gagagacacc acttgtccct 
660 

gaacaagaca attcagtaac atctattcct gagattcctc gatggggatc acagagcacg 
720 

atgtctaccc ttcaaatgtc ccttcaagcc gagtcaaagg ccactatcac cccatcaggg 
780 

agcgtgattt ccaagtttaa ttctacgact tcctctgcca ctcctcaggc tttcgactcc 
840 

tcctctgccg tggtcttcat atttgtgagc acagcagtag tagtgttggt gatcttgacc 
900 

atgacagtac ttgggcttgt caagctctgc tttcacgaaa gcccctcttc ccagccaagg 
960 

aaggagtcta tgggcccgcc gggctgtgat gagtgatcct gagcccgctg ctttgggctc 
1020 

cagtttgcac attgcacaaa caatggggtg aaagtcgggg actgtgatct gcgggacaga 
1080 

gcagagggtg ccctgctgcg gagtccccgt ctttgggctc tagtgatgca tagggaaaca 
1140 



345 

Ser Pro Ala Ser Ser 
360 

Pro Pro Gly Pro Gin 
375 

Gin Pro Leu Leu Ser 
395 

Pro Glu Glu Glu Pro 
410 



350 

Ser Leu Pro Ala Phe 
365 

Gin Pro Pro Ala Ser 
380 

Pro Lys Glu Ala Thr 
400 

Leu Asn 
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ggggacatgg gcactcctgt 
1200 

aacttacttg tgtaactgac 
1260 

tccactgagg agctaaatca 
1320 

tgcctttagg atggtgatac 
1380 

tttattcgga gaatttggag 
1440 

acaatataat ttacattaaa 
1500 

gttcaggcta ggagtatatt 
1560 

aaaggattgt tgataaaaaa 
1585 



gaacagtttt tcacttttga 
aatttctgca gaaatccccc 
gaactgcaca ctccttccct 
tgggggaccg ggtagtgctg 
aagtgattga acttttcaag 
aaataatttc taccaaaatg 
ggttcgaaat cccagggaaa 
aaaaa 



tgaaacgggg aaccaagagg 
ttcctctaaa ttccctttac 
gatgatagag gaagtggaag 
gggagagata ttttcttatg 
acattggaaa caaatagaac 
gaaaggaaat gttctatgtt 
aaaaataaaa ataaaaaatt 



<210> 3222 

<211> 331 

<212> PRT 

<213> Homo sapiens 



<400> 3222 

Leu Leu Ala Val Leu Arg Pro Arg Arg Ser Arg Lys Arg His Val Gin 

1 5 10 15 

Trp Val Glu Glu Pro Gin Arg Ser Cys Thr Ala Arg Arg Trp His lie 

20 25 30 

Gin Ala Thr Gly Gly Val Glu Pro Ala Gly Trp Lys Glu Met Arg Cys 

35 40 45 

His Leu Arg Ala Asn Gly .Tyr Leu Cys Lys Tyr Gin Phe Glu Val Leu 

50 55 60 

Cys Pro Ala Pro Arg Pro Gly Ala Ala Ser Asn Leu Ser Tyr Arg Ala 
65 70 75 80 

Pro Phe Gin Leu His Ser Ala Ala Leu Asp Phe Ser Pro Pro Gly Thr 

85 90 95 

Glu Val Ser Ala Leu Cys Arg Gly Gin Leu Pro He Ser Val Thr Cys 

100 105 110 

He Ala Asp Glu He Gly Ala Arg Trp Asp Lys Leu Ser Gly Asp Val 

115 120 125 

Leu Cys Pro Cys Pro Gly Arg Tyr Leu Arg Ala Gly Lys Cys Ala Glu 

130 135 140 

Leu Pro Asn Cys Leu Asp Asp Leu Gly Gly Phe Ala Cys Glu Cys Ala 
145 150 155 160 

Thr Gly Phe Glu Leu Gly Lys Asp Gly Arg Ser Cys Val Thr Ser Gly 

165 170 175 

Glu Gly Gin Pro Thr Leu Gly Gly Thr Gly Val Pro Thr Arg Arg Pro 

180 185 190 

Pro Ala Thr Ala Thr Ser Pro Val Pro Gin Arg Thr Trp Pro He Arg 

195 200 205 

Val Asp Glu Lys Leu Gly Glu Thr Pro Leu Val Pro Glu Gin Asp Asn 

210 215 220 

Ser Val Thr Ser He Pro Glu He Pro Arg Trp Gly Ser Gin Ser Thr 
225 230 235 240 

Met Ser Thr Leu Gin Met Ser Leu Gin Ala Glu Ser Lys Ala Thr He 
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245 










250 










255 




Thr 


Pro 


Ser 


Gly 


Ser 


Val 


He 


Ser 


Lys 


Phe 


Asn 


Ser 


Thr 


Thr 


Ser 


Ser 








260 










265 










270 






Ala 


Thr 


Pro 


Gin 


Ala 


Phe 


Asp 


Ser 


Ser 


Ser 


Ala 


Val 


Val 


Phe 


He 


Phe 






275 










280 










285 








Val 


Ser 


Thr 


Ala 


Val 


Val 


Val 


Leu 


Val 


He 


Leu 


Thr 


Met 


Thr 


val 


Leu 




290 










295 










300 










Gly Leu Val 


Lys 


Leu 


Cys 


Phe 


His 


Glu 


Ser 


Pro 


Ser 


Ser 


Gin 


Pro 


Arg 


305 










310 










315 










320 


Lys 


Glu 


Ser 


Met 


Gly 


Pro Pro Gly Cys Asp 


Glu 




















325 










330 















<210> 3223 
<211> 985 
<212> DNA 

<213> Homo sapiens 
<400> 3223 

nnacgcgtgg ttcacgggct gcagcctccc cgcttccagg agccgtgcag caaccccgac 
60 

agcctgattt ttggggcact gaccatcatg accggcgtca ttggggtcat cttgggggca 
120 

gaagcttcga ggaggtacaa gaaagtcatt ccaggagctg agcccctcat ctgcgcctcc 
180 

agcctgcttg ccacagcccc ctgcctctac ctggctctcg tcctggcccc gaccaccctg 
240 

ctggcctcct atgtgttcct gggccttggg gagctgcttc tgtcctgcaa ctgggcagtg 
300 

gttgccgaca tcctgctgtc tgtggtggtg cccagatgcc gggggacggc agaggcactt 
360 

cagatcacgg tgggccacat cctgggagac gctggcagcc cctatctcac aggacttatc 
420 

tctagtgtcc tgcggccagg cgccctgact cctctgcagc gcttccgcag cctgcagcag 
480 

agcttcctgt gctgcgcctt tgtcatcgcc ctggggggcg gctgcttcct gctgactgcg 
540 

ctgtacctgg agagagacga gacccgggcc tggcagcctg tcacagggac cccagacagc 
600 

aatgatgtgg acagcaacga cctggagaga caaggcctac tttcgggcgc tggcgcctct 
660 

acagaggagc cctgaggtcc ctgcctacac tcgtcctgcc tgcaagcctc ccgttggtcc 
720 

ccacagcagc agtgcctcgg ttcctctttg gctgtcctcg gggactccgg ctgaggcaca 
780 

tctgccactt ttgaattccc ggctggagag ctggcaggac cctgtggctg ggctgggaat 
840 

ggagctgtca gcactctgcg tgggaggcct gggcctgtgc ctgcatcccg ctcaaggctg 
900 

ccccagcctg gggtccccag cctggctgct gctgggccct gaataaagag aggccagtac 
960 

aaagcccatg gattttgggc ctgta 
985 

<210> 3224 
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<211> 224 
<212> PRT 

<213> Homo sapiens 



<400> 3224 

Xaa Arg Val Val His Gly Leu Gin Pro Pro Cys Phe Gin Glu Pro Cys 

15 10 15 

Ser Asn Pro Asp Ser Leu He Phe Gly Ala Leu Thr He Met Thr Gly 

20 25 30 

Val He Gly Val He Leu Gly Ala Glu Ala Ser Arg Arg Tyr Lys Lys 

35 40 45 

Val lie Pro Gly Ala Glu Pro Leu He Cys Ala Ser Ser Leu Leu Ala 

50 55 60 

Thr Ala Pro Cys Leu Tyr Leu Ala Leu Val Leu Ala Pro Thr Thr Leu 
65 70 75 80 

Leu Ala Ser Tyr Val Phe Leu Gly Leu Gly Glu Leu Leu Leu Ser Cys 

£0" 90 95 

Asn Trp Ala Val Val Ala Asp He Leu Leu Ser Val Val Val Pro Arg 

100 105 110 

Cys Arg Gly Thr Ala Glu Ala Leu Gin He Thr Val Gly His He Leu 

115 120 125 

Gly Asp Ala Gly Ser Pro Tyr Leu Thr Gly Leu He Ser Ser Val Leu 

130 135 140 

Arg Pro Gly Ala Leu Thr Pro Leu Gin Arg Phe Arg Ser Leu Gin Gin 
145 150 155 160 

Ser Phe Leu Cys Cys Ala Phe Val He Ala Leu Gly Gly Gly Cys Phe 

165 170 175 

Leu Leu Thr Ala Leu Tyr Leu Glu Arg Asp Glu Thr Arg Ala Trp Gin 

180 185 190 

Pro Val Thr Gly Thr Pro Asp Ser Asn Asp Val Asp Ser Asn Asp Leu 

195 200 205 

Glu Arg Gin Gly Leu Leu Ser Gly Ala Gly Ala Ser Thr Glu Glu Pro 
210 215 220 

<210> 3225 
<211> 506 
<212> DNA 

<213> Homo sapiens 
<400> 3225 

cgcctgcccc agtccatctg tgacaggcgg gcgtgagtgt agaggaatag ctaggctgta 
60 

gcagtcgaaa ttctttctga accccatata ggatgaaggt tatatttcca aaattaaaac 
120 

agaggaacat tttaaatggc ctacgtccat gcaccttctt tattcaagaa gctaccaaga 
180 

attctgcctg tttcccagtc cctaaaatgc ctgtgccatg tgccctgggt gaagaactag 
240 

tcccatgcca caggggtaca ggccccgctg tagtttggcc agcccaaccg cagcaagggg 
300 

aagtggaacc acagcctcaa cccacacaga ggatggaacc accttctgca gctaaaaata 
360 

accacaccgc ctttgaggtg agccacccaa gatgcaggtg gggctgtatg aaactccacg 
420 
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aacatgggat gagtttcatt ttcagggttc cgaggggcca tgagtggtac caagatccct 
480 

ggaggtgccc ttggtttccc atgtag 
506 

<210> 3226 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 3226 



Met 


Lys 


Val 


He 


Phe 


Pro 


Lys 


Leu 


Lys 


Gin 


Arg Asn 


He 


Leu 


Asn 


Gly 


1 








5 










10 










15 




Leu Arg 


Pro 


Cys 


Thr 


Phe 


Phe 


He 


Gin 


Glu 


Ala 


Thr 


Lys 


Asn 


Ser 


Ala 








20 










25 










30 






Cys 


Phe 


Pro 
35 


Val 


Pro 


Lys 


Met 


Pro 
40 


Val 


Pro 


Cys 


Ala 


Leu 
45 


Gly 


Glu 


Glu 


Leu 


Val 


Pro 


Cys 


His 


Arg Gly 


Thr 


Gly 


Pro 


Ala 


Val 


Val 


Trp 


Pro 


Ala 




50 










55 










60 










Gin 


Pro 


Gin 


Gin 


Gly Glu Val 


Glu 


Pro 


Gin 


Pro 


Gin 


Pro 


Thr 


Gin 


Arg 


65 










70 










75 










80 


Met 


Glu 


Pro 


Pro 


Ser 
85 


Ala 


Ala 


Lys 


Asn 


Asn 
90 


His 


Thr 


Ala 


Phe 


Glu 
95 


Val 


Ser 


His 


Pro 


Arg 
100 


Cys 


Arg 


Trp 


Gly 


Cys 
105 


Met 


Lys 


Leu 


His 


Glu 
110 


His 


Gly 


Met 


Ser 


Phe 
115 


He 


Phe 


Arg 


Val 


Pro 
120 


Arg 


Gly 


His 


Glu 


Trp 
125 


Tyr 


Gin 


Asp 


Pro 


Trp 
130 


Arg 


Cys 


Pro 


Trp 


Phe 
135 


Pro 


Met 

















<210> 3227 

<211> 1623 

<212> DNA 

<213> Homo sapiens 

<400> 3227 

nngtgtaggg gtagattttc gctgcagtgt tccccgagcc tgttagacgc agcggccggg 
60 

agactgagag aggaaaggat agaggaagtg ctgccctagg ctgcatgagt cgaagcaagc 
120 

gtgtttcctt cccgccaggc aagtgccctt agaaaccggg ccccgccccc ttcctggcct 
180 

gcattcccat cccctctccc ggggcggagg tgaggacctc cttggttcct ttggttctgt 
240 

cagtgagccc cttccttggc catgaagctc gtgaggaaga acatcgagaa ggacaatgcg 
300 

ggccaggtga ccctggtccc cgaggagcct gaggacatgt ggcacactta caacctcgtg 
360 

caggtgggcg acagcctgcg cgcctccacc atccgcaagg tacagacaga gtcctccacg 
420 

ggcagcgtgg gcagcaaccg ggtccgcact accctcactc tctgcgtgga ggccatcgac 
480 

ttcgactctc aagcctgcca gctgcgggtt aaggggacca acatccaaga gaatgagtat 
540 
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gtcaagatgg gggcttacca caccatcgag ctggagccca accgccagtt caccctggcc 
600 

aagaagcagt gggatagtgt ggtactggag cgcatcgagc aggcctgtga cccagcctgg 
660 

agcgctgatg tggcggctgt ggtcatgcag gaaggcctcg cccatatctg cttagtcact 
720 

cccagcatga ccctcactcg ggccaaggtg gaggtgaaca tccctaggaa aaggaaaggc 
780 

aattgctctc agcatgaccg ggccttggag cggttctatg aacaggtggt ccaggctatc 
840 

cagcgccaca tacactttga tgttgtaaag tgcatcctgg tggccagccc aggatttgtg 
900 

agggagcagt tctgcgacta catgtttcaa caagcagtga agaccgacaa caaactgctc 
960 

ctggaaaacc ggtccaaatt tcttcaggta catgcctcct ccggacacaa gtactccctg 
1020 

aaagaggccc tttgtgaccc tactgtggct agccgccttt cagacactaa agctgctggg 
1080 

gaagtcaaag ccttggatga cttctataaa atgttacagc atgaaccgga tcgagctttc 
1140 

tatggactca agcaggtgga gaaggccaat gaagccatgg caattgacac attgctcatc 
1200 

agcgatgagc tcttcaggca tcaggatgta gccacacgga gccggtatgt gaggctggtg 
1260 

gacagtgtga aagagaatgc aggcaccgtt aggatattct ctagtcttca cgtttctggg 
1320 

gaacagctca gccagttgac tggggtagct gccattctcc gcttccctgt tcccgaactt 
1380 

tctgaccaag agggtgattc cagttctgaa gaggattaat gattgaaact taaaattgag 
1440 

acaatcttgt gtttcctaaa ctgttacagt acatttctca gcatccttgt gacagaaagc 
1500 

tgcaagaatg gcactttttg attcatacag ggatttctta tgtctttggc tacactagat 
1560 

attttgtgat tggcaagaca tgtatttaaa caataaacta aaaggaaata aaaaaaaaaa 

1620 

aaa 

1623 



<210> 3228 
<211> 385 
<212> PRT 

<213> Homo sapiens 
<400> 3228 

Met Lys Leu Val Arg Lys Asn He 

1 5 
Thr Leu Val Pro Glu Glu Pro Glu 
20 

Val Gin Val Gly Asp Ser Leu Arg 

35 40 
Thr Glu Ser Ser Thr Gly Ser Val 

50 55 
Leu Thr Leu Cys Val Glu Ala He 



Glu Lys Asp Asn Ala Gly Gin Val 

10 15 
Asp Met Trp His Thr Tyr Asn Leu 
25 30 
Ala Ser Thr He Arg Lys Val Gin 
45 

Gly Ser Asn Arg Val Arg Thr Thr 
60 

Asp Phe Asp Ser Gin Ala Cys Gin 



2433 



WO 00/58473 



PCT/US00/08621 



65 










70 








75 










80 


Leu 


Arg 


Val 


Lys 


Gly 


Thr 


Asn 


He Gin 


Glu 


Asn 


Glu 


Tyr 


Val 


Lys 


Met 










85 








90 










95 




Gly 


Ala 


Tyr 


His 


Thr 


He 


Glu 


Leu Glu 


Pro 


Asn Arg 


Gin 


Phe 


Thr 


Leu 








100 








105 










110 






Ala 


Lys 


Lys 


Gin 


Trp 


Asp 


Ser 


Val Val 


Leu 


Glu Arg 


He 


Glu 


Gin 


Ala 






115 










120 








125 








Cys 


Asp 


Pro 


Ala 


Trp 


Ser 


Ala 


Asp Val 


Ala 


Ala 


Val 


Val 


Met 


Gin 


Glu 




130 










135 








140 










Gly 


Leu 


Ala 


His 


lie 


Cys 


Leu 


Val Thr 


Pro 


Ser 


Met 


Thr 


Leu 


Thr 


Arg 


145 










150 








155 










160 


Ala 


Lys 


Val 


Glu 


Val 


Asn 


He 


Pro Arg 


Lys 


Arg 


Lys 


Gly Asn Cys 


Ser 










165 








170 










175 




Gin 


His 


Asp 


Arg 


Ala 


Leu 


Glu 


Arg Phe 


Tyr 


Glu 


Gin 


Val 


Val 


Gin 


Ala 








180 








185 










190 






lie 


Gin 


Arg 


His 


He 


His 


Phe 


Asp Val 


Val 


Lys 


Cys 


He 


Leu 


Val 


Ala 






195 










200 








205 








Ser 


Pro 


Gly 


Phe 


Val 


Arg 


Glu 


Gin Phe 


Cys 


Asp 


Tyr 


Met 


Phe 


Gin 


Gin 




210 










215 








220 










Ala 


Val 


Lys 


Thr 


Asp 


Ash 


Lys 


Leu Leu 


Leu 


Glu 


Asn 


Arg 


Ser 


Lys 


Phe 


225 










230 








235 










240 


Leu 


Gin 


Val 


His 


Ala 


Ser Ser Gly His 


Lys 


Tyr 


Ser 


Leu 


Lys 


Glu 


Ala 










245 








250 










255 




Leu 


Cys 


Asp 


Pro 


Thr 


Val 


Ala 


Ser Arg 


Leu 


Ser Asp 


Thr 


Lys 


Ala 


Ala 








260 








265 










270 






Gly 


Glu 


Val 


Lys 


Ala 


Leu Asp Asp Phe 


Tyr 


Lys 


Met 


Leu 


Gin 


His 


Glu 






275 










280 








285 








Pro 


Asp 


Arg 


Ala 


Phe 


Tyr Gly Leu Lys Gin 


Val 


Glu 


Lys 


Ala 


Asn 


Glu 




290 










295 








300 










Ala 


Met 


Ala 


lie 


Asp 


Thr 


Leu 


Leu He 


Ser 


Asp 


Glu 


Leu 


Phe 


Arg 


His 


305 










310 








315 










320 


Gin 


Asp 


Val 


Ala 


Thr 


Arg 


Ser Arg Tyr 


Val 


Arg 


Leu 


Val 


Asp 


Ser 


Val 










325 








330 










335 




Lys 


Glu 


Asn 


Ala 


Gly 


Thr 


Val 


Arg He 


Phe 


Ser 


Ser 


Leu 


His 


Val 


Ser 








340 








345 










350 






Gly 


Glu 


Gin 


Leu 


Ser 


Gin Leu Thr Gly Val 


Ala 


Ala 


He 


Leu Arg 


Phe 






355 










360 








365 








Pro 


Val 


Pro 


Glu 


Leu 


Ser 


Asp 


Gin Glu Gly 


Asp 


Ser 


Ser 


Ser 


Glu 


Glu 



370 375 380 



Asp 
385 

<210> 3229 
<211> 1008 
<212> DNA 

<213> Homo sapiens 
<400> 3229 

nngcgcgcct cgcgctccag ggagccccgc cctcccgcgg cacctccgca gcaaccgccg 
60 

cctgcactgg gcgcgcgaga gctgctaggg cggtttctct gcctcgggcc tgttgggcag 
120 

ggccggctaa ggtgcgcgtg ctcgctggtt ctaacccttc tgttgggcgt ttctgctgag 
180 
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aggcgggagg cgctgagagt ctgtgcggag gtccgtggac agactgcttt gctcgttgtt 
240 

gctcttcgga ggcggcgatc cccgaaggcg agctgaaata cggctgcagg ctacaatttg 
300 

cagccgacca ttatggaaga cggcaagcgg gagaggtggc ccaccctcat ggagcgcttg 
360 

tgctcggatg gcttcgcatt tccccaatac cccattaaac cgtatcatct gaagaggatc 
420 

cacagagctg tcttacgtgg taatctggag gaactgaagt accttctgct cacgtattat 
480 

gacatcaata agagagacag gaaggaaagg accgccctac atttggcctg tgccactggc 
540 

caaccggaaa tggtacatct cctggtgtcc agaagatgtg agcttaacct ctgcgaccgt 
600 

gaagacagga cacctctgat caaggctgta caactgaggc aggaggcttg tgcaactctt 
660 

ctgctgcaaa atggcgccga tccaaatatt acggatgtct ttggaaggac tgctctgcac 
720 

tacgctgtgt ataatgaaga tacatccatg atagaaaaac ttctttcaca tggtacaaat 
780 

attgaagaat gcagcaagaa tgaatatcag ccactgttac ttgctgtgag tcgaagaaaa 
840 

gtgaaaatgg tggaattttt attaaagaaa aaagcaaatg taaatgccat tgattatctt 
900 

ggcagatcag ccctcatact tgctgttact cttggagaaa aagatatagt cattcttctt 
960 

ctgcagcaca atattgatgt gttttctcga gatgtgtatg gaaagctt 
1008 

<210> 3230 
<211> 232 
<212> PRT 

<213> Homo sapiens 
<400> 3230 

Met Glu Asp Gly Lys Arg Glu Arg Trp Pro Thr Leu Met Glu Arg Leu 

15 10 15 

Cys Ser Asp Gly Phe Ala Phe Pro Gin Tyr Pro lie Lys Pro Tyr His 

20 25 30 

Leu Lys Arg lie His Arg Ala Val Leu Arg Gly Asn Leu Glu Glu Leu 

35 40 45 

Lys Tyr Leu Leu Leu Thr Tyr Tyr Asp lie Asn Lys Arg Asp Arg Lys 

50 55 60 

Glu Arg Thr Ala Leu His Leu Ala Cys Ala Thr Gly Gin Pro Glu Met 
65 70 75 80 

Val His Leu Leu Val Ser Arg Arg Cys Glu Leu Asn Leu Cys Asp Arg 

85 90 95 

Glu Asp Arg Thr Pro Leu He Lys Ala Val Gin Leu Arg Gin Glu Ala 

100 105 110 

Cys Ala Thr Leu Leu Leu Gin Asn Gly Ala Asp Pro Asn He Thr Asp 

115 120 125 

Val Phe Gly Arg Thr Ala Leu His Tyr Ala Val Tyr Asn Glu Asp Thr 

130 135 140 

Ser Met He Glu Lys Leu Leu Ser His Gly Thr Asn He Glu Glu Cys 
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145 

Ser Lys Asn Glu 

Val Lys Met Val 
180 

lie Asp Tyr Leu 
195 

Glu Lys Asp lie 
210 

Ser Arg Asp Val 
225 



150 

Tyr Gin Pro Leu 
165 

Glu Phe Leu Leu 

Gly Arg Ser Ala 
200 

Val lie Leu Leu 
215 

Tyr Gly Lys Leu 
230 



155 

Leu Leu Ala Val 
170 

Lys Lys Lys Ala 
185 

Leu lie Leu Ala 

Leu Gin His Asn 
220 



160 

Ser Arg Arg Lys 
175 

Asn Val Asn Ala 
190 

Val Thr Leu Gly 
205 

He Asp Val Phe 



<210> 3231 

<211> 1367 

<212> DNA 

<213> Homo sapiens 



<400> 3231 
nnacgcgtga 
60 

gccacgtccg 
120 

taacagtcgc 
180 

tgcatcttgg 
240 

ccggcgatca 
300 

ggcctcatca 
360 

atttggaggc 
420 

tatttggtca 
480 

gatgggaggc 
540 

actggcttag 
600 

gtctgggccc 
660 

gcctgctatt 
720 

aatgagctta 
780 

atggacttgg 
840 

agtaggagag 
900 

gatcagaatg 
960 

tgaaggggcg 
1020 

cacttaacaa 
1080 



aggggaagtt 
cccgtctccg 
ggagccggcc 
ctacctgtgg 
cgcgctattg 
gcccggccta 
caatcactgc 
atttatattt 
cagcagacta 
caatggatat 
agctgaacag 
taccctgggt 
ttggaaatct 
gaggaagaaa 
gaggagtatc 
gcggaggcgg 
gcctcgggca 
ctgcgttctg 



tcgcctcaga 
ccttctgcat 
gcgtcgtgag 
gtcgaagatg 
gttcgccgcc 
cctcttcctc 
caccttttat 
cttatatcag 
tttattcatg 
gcagttgctg 
agacatgatt 
tatccttgga 
ggttggacat 
ttttctatcc 
aggatttggt 
gagacacaac 
gccgctcctc 
gctaacactg 



aggctgcctc 
cgcggcttcg 

ggggtcggca 

tcggacatcg 
accgtcgccg 
tggcccgaag 
ttccctgtgg 
tattctacgc 
ctcctcttta 
atgattcctc 
gtatcatttt 
ttcaactata 
ctttattttt 
acacctcagt 
gtgccccctg 
tggggccagg 
tcaagccaca 
ttggacctga 



gctggtccga 
gcggcttcca 
cggggagtcg 
gagactggtt 
tgcccttggt 
ccttccttta 
gtccaggaac 
gacttgaaac 
actggatttg 
tgatcatgtc 
ggtttggaac 
tcatcggagg 
tcctaatgtt 
ttttgtaccg 
ctagcatgag 
gctttcgact 
tttcctccca 
cccacactga 



attcggtggc 
cctagacacc 
ggcggtcttg 
caggagcatc 
cggcaaactc 
tcgctttcag 
tggatttctt 
aggagctttt 
catcgtgatt 
agtactttat 
acgatttaag 
ctcggtaatc 
cagataccca 
ctggctgccc 
gcgagctgct 
tggagaccag 
gtgctgggtg 
atgtagtctt 
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tcagtacgag acaaagtttc ttaaatcccg aagaaaaata taagtgttcc acaagtttca 
1140 

cgattctcat tcaagtcctt actgctgtga agaacaaata ccaactgtgc aaattgcaaa 
1200 

actgactaca ttttttggtg tttttttttt tcccctttcc gttctgaata atgggtttta 
1260 

gcgggtccta gtctgctggc attgagctgg ggctgggtca ccaaaccctt cccaaaagga 
1320 

cccttatctc tttcttgcac acatgcctct ctcccccctt cacgcgt 
1367 

<210> 3232 
<211> 251 
<212> PRT 

<213> Homo sapiens 



<400> 3232 






















Met 


Ser 


Asp lie 


Gly Asp 


Trp Phe 


Arg 


Ser 


He 


Pro 


Ala 


He 


Thr 


Arg 


1 






5 






10 










15 




Tyr 


Trp 


Phe Ala 


Ala Thr 


Val Ala 


Val 


Pro 


Leu 


Val 


Gly 


Lys 


Leu 


Gly 






20 






25 










30 






Leu 


lie 


Ser Pro 


Ala Tyr 


Leu Phe 


Leu 


Trp 


Pro 


Glu 


Ala 


Phe 


Leu 


Tyr 






35 




40 










45 








Arg 


Phe 


Gin lie 


Trp Arg 


Pro He 


Thr 


Ala 


Thr 


Phe 


Tyr 


Phe 


Pro 


Val 




50 






55 








60 










Gly 


Pro 


Gly Thr 


Gly Phe 


Leu Tyr 


Leu 


Val 


Asn 


Leu 


Tyr 


Phe 


Leu 


Tyr 


65 






70 








75 










80 


Gin 


Tyr 


Ser Thr 


Arg Leu 


Glu Thr Gly 


Ala 


Phe 


Asp 


Gly 


Arg 


Pro 


Ala 








85 






90 










95 




Asp 


Tyr 


Leu Phe 


Met Leu 


Leu Phe 


Asn 


Trp 


He 


Cys 


He 


Val 


He 


Thr 






100 






105 










110 






Gly Leu 


Ala Met 


Asp Met 


Gin Leu 


Leu 


Met 


lie 


Pro 


Leu 


He 


Met 


Ser 






115 




120 










125 








Val 


Leu 


Tyr Val 


Trp Ala 


Gin Leu 


Asn 


Arg 


Asp 


Met 


He 


Val 


Ser 


Phe 




130 






135 








140 










Trp 


Phe 


Gly Thr 


Arg Phe 


Lys Ala 


Cys 


Tyr 


Leu 


Pro 


Trp 


Val 


lie 


Leu 


145 






150 








155 










160 


Gly Phe 


Asn Tyr 


He He 


Gly Gly 


Ser 


val 


lie 


Asn 


Glu 


Leu 


lie 


Gly 








165 






170 










175 




Asn 


Leu 


Val Gly 


His Leu 


Tyr Phe 


Phe 


Leu 


Met 


Phe 


Arg 


Tyr 


Pro 


Met 






180 






185 










190 






Asp 


Leu 


Gly Gly 


Arg Asn 


Phe Leu 


Ser 


Thr 


Pro 


Gin 


Phe 


Leu 


Tyr 


Arg 






195 




200 










205 








Trp 


Leu 


Pro Ser 


Arg Arg 


Gly Gly Val 


Ser 


Gly 


Phe 


Gly 


Val 


Pro 


Pro 




210 






215 








220 










Ala 


Ser 


Met Arg 


Arg Ala 


Ala Asp 


Gin 


Asn 


Gly 


Gly 


Gly 


Gly 


Arg 


His 


225 






230 








235 










240 


Asn 


Trp 


Gly Gin 


Gly Phe 


Arg Leu Gly 


Asp 


Gin 













245 250 



<210> 3233 

<211> 975 

<212> DNA 

<213> Homo sapiens 
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<400> 3233 
nacgcgtacg 
60 

accgctgttt 
120 

atgacaattt 
180 

aaggaacgtt 
240 

gcaagagctt 
300 

tgtcagctga 
360 

aagatggatc 
420 

ttcctgctgt 
480 

agtacttaaa 
540 

ttttttcttt 
600 

cactgctggc 
660 

tctccgtgtt 
720 

gctgtctggc 
780 

aaggatcagc 
840 

tgtctttctc 
900 

gtgccttctg 
960 

cttcaaggct 
975 



tggtggagct 
accttgtggc 
tcacatctcc 
atgaaaaaga 
tacctatcta 
ttaaacctga 
atccctgtcc 
ttttattgta 
aaattttgga 
tctttgtgtc 
tttaaacagc 
cctgtgaaga 
tagcccctcc 
acggtctggg 
aaggcttttt 
gggcactgag 
gcccc 



ctgcgtgttt 
tttccatctg 
cgcttccccc 
attcagccaa 
taccacatca 
tcgggcgcat 
ttgggtgaat 
ttccctatta 
cgaaagaacc 
tgcaatgttc 
attgtccaca 
gccttcattg 
acaagtcggt 
gcccaggtgg 
cttgtgcagt 
ctcaggaact 



actatttttg 
ttctttgtta 
tccaaagagt 
gaaagacaac 
gcttcaaaaa 
cactgctcag 
aactgtgtgg 
tattgccttt 
gaccaaaacc 
ttcatcagcg 
gctccgtctg 
gaatcatccc 
cactctgcac 
ggtggaacac 
atgaaatcct 
ccaaaaagac 



gaaatgaaga 
tgtttgtatg 
tctacttgtc 
aagaaatttt 
ctatcagata 
cctgtgactc 
gattttctaa 
tcgtggccgc 
cgggccaaaa 
tcctctcact 
cagggtcagg 
gggacataca 
aaggaatccg 
gcacggtcca 
tcatatttca 
cccttcgggc 



aaatggaaag 
gtcctattgg 
caattctgaa 
gagaagagca 
ttgtgaaaaa 
atgtattctt 
ttacaaattc 
acagttttag 
ttccacgtac 
tttcagctac 
gcatggcctc 
gcttgaatgt 
agagctcatc 
caagcaattc 
tatgaagtat 
cggatcccgg 



<210> 3234 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 3234 

Xaa Ala Tyr Val Val Glu Leu Cys Val Phe Thr He Phe Gly Asn Glu 

15 10 15 

Glu Asn Gly Lys Thr Val Val Tyr Leu Val Ala Phe His Leu Phe Phe 

20 25 30 

Val Met Phe Val Trp Ser Tyr Trp Met Thr He Phe Thr Ser Pro Ala 

35 40 45 

Ser Pro Ser Lys Glu Phe Tyr Leu Ser Asn Ser Glu Lys Glu Arg Tyr 

50 55 60 

Glu Lys Glu Phe Ser Gin Glu Arg Gin Gin Glu He Leu Arg Arg Ala 
65 70 75 80 

Ala Arg Ala Leu Pro He Tyr Thr Thr Ser Ala Ser Lys Thr He Arg 
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85 90 95 



Tyr 


Cys 


Glu 


Lys 


Cys Gin 


Leu 


He 


Lys Pro Asp 


Arg 


Ala 


His 


His 


Cys 








100 








105 






110 






Ser 


Ala 


Cys 


Asp 


Ser Cys 


He 


Leu 


Lys Met Asp 


His 


Pro 


Cys 


Pro 


Trp 






115 








120 






125 








Val 


Asn 


Asn 


Cys 


Val Gly 


Phe 


Ser Asn Tyr Lys 


Phe 


Phe 


Leu 


Leu 


Phe 




130 








135 






140 










Leu 


Leu Tyr 


Ser 


Leu Leu 


Tyr Cys 


Leu Phe Val 


Ala 


Ala 


Gin 


Phe 





145 150 155 

<210> 3235 
<211> 551 
<212> DNA 

<213> Homo sapiens 
<400> 3235 

ntggaaactg agcttcaaac atataagcat 
60 

gaagccagaa ggcagcttcg agatgaatct 
120 

gcagtacaag ttagtatgaa gcatgagatt 
180 

atccatgaga aacaagatac tctgataggc 
240 

attaacatag agatgtatca aaagttgcag 
300 

gaaataattg cccgactaga agaaaaaacc 
360 

gaacaaagat tgcagcaagc agagaaggcg 
420 

tatctacaag aatgtctcag taaatctgat 
480 

aaacagctgg tgcaactgga aactgacttg 
540 

caggaagatc t 
551 

<210> 3236 
<211> 183 
<212> PRT 

<213> Homo sapiens 

<400> 3236 
Xaa Glu Thr Glu Leu 

1 5 
Glu Met Tyr Asn Glu 
20 

Arg Gin Asp Val Glu 
35 

Glu He Glu Leu Ala 
50 

Gin Asp Thr Leu He 
65 

He Asn He Glu Met 



tctcgtcagg 
cagttacgac 
gaacttgcca 
cttcgacaac 
ggttctgaag 
aataaaatta 
caaatggaag 
agtctgcaga 
aagattgaga 



ggctagatga 
aggatgtaga 
tgaagttgct 
aactagagga 
atggcttgaa 
ctgcagccat 
ctgaagatga 
aacaaatctc 
aggaatggag 



aatgtacaat 
gaatgagcta 
ggagaaagat 
agttaaagca 
agaaaaaaat 
gaggcagctg 
ggatgagaaa 
ccaaaaggag 
gcagactttg 



Gin Thr Tyr Lys His Ser Arg Gin Gly Leu Asp 

10 15 
Ala Arg Arg Gin Leu Arg Asp Glu Ser Gin Leu 

25 30 
Asn Glu Leu Ala Val Gin Val Ser Met Lys His 

40 45 
Met Lys Leu Leu Glu Lys Asp He His Glu Lys 

55 60 
Gly Leu Arg Gin Gin Leu Glu Glu Val Lys Ala 
70 75 80 

Tyr Gin Lys Leu Gin Gly Ser Glu Asp Gly Leu 
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Lys Glu Lys Asn 
100 

He Thr Ala Ala 
115 

Lys Ala Gin Met 
130 

Cys Leu Ser Lys 
145 

Lys Gin Leu Val 

Arg Gin Thr Leu 
180 



85 

Glu He He Ala 

Met Arg Gin Leu 
120 

Glu Ala Glu Asp 
135 

Ser Asp Ser Leu 
150 

Gin Leu Glu Thr 
165 

Gin Glu Asp 



90 

Arg Leu Glu Glu 
105 

Glu Gin Arg Leu 

Glu Asp Glu Lys 
140 

Gin Lys Gin He 
155 

Asp Leu Lys He 
170 



95 

Lys Thr Asn Lys 
110 

Gin Gin Ala Glu 
125 

Tyr Leu Gin Glu 

Ser Gin Lys Glu 
160 

Glu Lys Glu Trp 
175 



<210> 3237 
<211> 1323 
<212> DNA 

<213> Homo sapiens 



<400> 3237 
nctctgggct 
60 

cgggcgctgt 
120 

gatgaggacc 
180 

aagcgacgcg 
240 

gaggtgcagg 
300 

ggtgtgctgc 
360 

ttcgctgccg 
420 

gccatcgacg 
480 

cgtgagggca 
540 

cctggacgga 
600 

ggtcctgggg 
660 

gctcctgctg 
720 

attgcccgga 
780 

gcccggccct 
840 

cctggaagtc 
900 

ggtaaccagc 
960 

ctctggagtg 
1020 



gcgacctacc 
ggaccatggc 
gttgggaagt 
cgcggatcaa 
ccaagctgga 
ggggccgggc 
gctacatcca 
ctaccgtcgc 
gcagcttcca 
gtggctggcc 
acgacctgtg 
aggggcccga 
gtgtctggag 
ccctggatct 
tcccaggtct 
ccagtcaggc 
ggtggaggga 



tcgcagaggg 
tccgcccgcg 
acggggggac 
cgagagtctt 
gaacgccgaa 
gcgcgagcgc 
gtgcatgcac 
tgccgagctc 
ggatctgctg 
tgcggggggc 
ctccgacctg 
cttggtgccc 
gccttggtga 
cctccctcct 
tccctccctc 
cccagccccg 
gggagctacg 



gtttgcacta 
gcgcctggcc 
cgcaaggccc 
caggagttgc 
gtgctggagc 
gagcagctgc 
gaggtgcaca 
ctgaaccatc 
ggggacgccc 
gctccgggat 
gaggaggccc 
gcagccctgg 
ccaatgccag 
cccaggggtt 
ctctgatgga 
tttcttaaga 
ggcaggagga 



aggcgctggg 
gggaccgtgt 
ggaagcccct 
ggctgctgct 
tgacggtgcg 
aggcggaagc 
cgttcgtgtc 
tgctcgagtc 
tggcggggcc 
ccccaatacc 
ctgaggctga 
gcagcctgac 
ccagagtcct 
cagatgtggt 
tggcttgcag 
aacttttagg 
agaattttgt 



cgccgggctc 
gggccgtgag 
ggtggagaag 
ggcgggcgcc 
gcgggtccag 
gagcgagcgc 
cacgtgccag 
catgccgctg 
acctagagcc 
cagccccccg 
actgagtcag 
cacagcccaa 
gcgggggtgg 
ggggtagggc 
ggcagcccct 
gaccctgcag 
agagctgcca 
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gcgctctccc aggttcaccc acccaggctt 
1080 

ggtggcagaa atggtgctgg gcactagtgt 
1140 

gaacttgcca cttcagcggg gagatgagag 
1200 

tgtgatgctc tgtacatctt gtttgtagca 
1260 

aatgtgacaa ttttactaaa taaagaattt 

1320 

a eg 

1323 

<210> 3238 
<211> 249 
<212> PRT 

<213> Homo sapiens 



caccagccct gtgegggetc tgggggcaga 
tccaggcagc cctgggctaa acaaaagctt 
geaggtgeae tcagctgcac tgcccagagc 
cacttgagtt tgtgtattcc attgacatca 
tggagttagt tacccttgaa aaaaaagtcg 



<400> 3238 

Xaa Leu Gly Cys Asp Leu Pro Arg Arg Gly Val Cys Thr Lys Ala Leu 

15 10 15 

Gly Ala Gly Leu Arg Ala Leu Trp Thr Met Ala Pro Pro Ala Ala Pro 

20 25 30 

Gly Arg Asp Arg Val Gly Arg Glu Asp Glu Asp Arg Trp Glu Val Arg 

35 40 45 

Gly Asp Arg Lys Ala Arg Lys Pro Leu Val Glu Lys Lys Arg Arg Ala 

50 55 60 

Arg He Asn Glu Ser Leu Gin Glu Leu Arg Leu Leu Leu Ala Gly Ala 
65 70 75 80 

Glu Val Gin Ala Lys Leu Glu Asn Ala Glu Val Leu Glu Leu Thr Val 

85 90 95 

Arg Arg Val Gin Gly Val Leu Arg Gly Arg Ala Arg Glu Arg Glu Gin 

100 105 HO 

Leu Gin Ala Glu Ala Ser Glu Arg Phe Ala Ala Gly Tyr He Gin Cys 

115 120 125 

Met His Glu Val His Thr Phe Val Ser Thr Cys Gin Ala He Asp Ala 

130 135 140 

Thr Val Ala Ala Glu Leu Leu Asn His Leu Leu Glu Ser Met Pro Leu 
145 150 155 160 

Arg Glu Gly Ser Ser Phe Gin Asp Leu Leu Gly Asp Ala Leu Ala Gly 

165 170 175 

Pro Pro Arg Ala Pro Gly Arg Ser Gly Trp Pro Ala Gly Gly Ala Pro 

180 185 190 

Gly Ser Pro He Pro Ser Pro Pro Gly Pro Gly Asp Asp Leu Cys Ser 

195 200 205 

Asp Leu Glu Glu Ala Pro Glu Ala Glu Leu Ser Gin Ala Pro Ala Glu 

210 215 220 

Gly Pro Asp Leu Val Pro Ala Ala Leu Gly Ser Leu Thr Thr Ala Gin 
225 230 235 240 

He Ala Arg Ser Val Trp Arg Pro Trp 
245 

<210> 3239 
<211> 432 
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<212> DNA 

<213> Homo sapiens , 
<400> 3239 

aaaaccaaag attctcctgg agttttctct aaactgggtg ttctcctgag gagagtgaca 
60 

agaaacttgg tgagaaataa gctggcagtg attacgcgtc tccttcagaa tctgatcatg 
120 

ggtttgttcc tccttttctt cgttctgcgg gtccgaagca atgtgctaaa gggtgctatc 
180 

caggaccgcg taggtctcct ttaccagttt gtgggcgcca ccccgtacac aggcatgctg 
240 

aacgctgtga atctgtttcc cgtgctgcga gctgtcagcg accaggagag tcaggacggc 
300 

ctctaccaga agtggcagat gatgctggcc tatgcactgc acgtcctccc cttcagcgtt 
360 

gttgccacca tgattttcag cagtgtgtgc tactggacgc tgggcttaca tcctgaggtt 
420 

gcccgattgg gt 
432 

<210> 3240 
<211> 144 
<212> PRT 

<213> Homo sapiens 

<400> 3240 
Lys Thr Lys Asp Ser 

1 5 
Arg Arg Val Thr Arg 
20 

Arg Leu Leu Gin Asn 
35 

Leu Arg Val Arg Ser 
50 

Gly Leu Leu Tyr Gin 
65 

Asn Ala Val Asn Leu 
85 

Ser Gin Asp Gly Leu 
100 

Leu His Val Leu Pro 
115 

Val Cys Tyr Trp Thr 
130 

<210> 3241 
<211> 492 
<212> DNA 
<213> Homo sapiens 

<40O> 3241 

gtggaatttt tttagacaaa gtctcaaaaa acaaacaaac aaacaaaagg taagataaat 
60 



Pro Gly Val Phe Ser Lys 
10 

Asn Leu Val Arg Asn Lys 
25 

Leu lie Met Gly Leu Phe 
40 

Asn Val Leu Lys Gly Ala 
55 

Phe Val Gly Ala Thr Pro 
70 75 
Phe Pro Val Leu Arg Ala 
90 

Tyr Gin Lys Trp Gin Met 
105 

Phe Ser Val Val Ala Thr 
120 

Leu Gly Leu His Pro Glu 
135 



Leu Gly Val Leu Leu 
15 

Leu Ala Val lie Thr 
30 

Leu Leu Phe Phe Val 
45 

lie Gin Asp Arg Val 
60 

Tyr Thr Gly Met Leu 
80 

Val Ser Asp Gin Glu 
95 

Met Leu Ala Tyr Ala 
110 

Met lie Phe Ser Ser 
125 

Val Ala Arg Leu Gly 
140 
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acgaaataca aaataagagg caggaagagc ccaaagcatc agaaatgtgc cagttataat 
120 

gggccaaaat cccctcttgt gtctccagaa gtatttgaaa aatacgttag gatctgcctc 
180 

acagacatgc tcccaggaca ctcgacagca aggaggtacg gcgggcccag ccagccaagg 
240 

cagaggagga catcactgcc acagcagggg gcctgactgg cagcaaaagg gacgactccg 
300 

gcgaaaagtc agcaggaaac aggacagggg ctggaccaat ggcctccctc agccccacac 
360 

cccacccagg caggagcggt gcctggcccg gggcaggcgg gtgggagagc tcactgagtg 
420 

ggcagcaggg catggcccct gatgctgcag gtacccaggc tgcagctgca gaaacctcag 
480 

tgggaaccca gg 
492 

m 

<210> 3242 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 3242 



Met Gly 


Gin 


Asn 


Pro Leu Leu Cys Leu 


Gin 


Lys Tyr Leu 


Lys 


Asn 


Thr 


1 






5 


10 






15 




Leu Gly 


Ser 


Ala 


Ser Gin Thr Cys Ser 


Gin 


Asp Thr Arg 


Gin 


Gin 


Gly 






20 


25 






30 






Gly Thr 


Ala 


Gly 


Pro Ala Ser Gin Gly 


Arg 


Gly Gly His 


His 


Cys 


His 




35 




40 




45 








Ser Arg 


Gly 


Pro 


Asp Trp Gin Gin Lys 


Gly 


Arg Leu Arg 


Arg 


Lys 


Val 


50 






55 




60 








Ser Arg 


Lys 


Gin 


Asp Arg Gly Trp Thr 


Asn 


Gly Leu Pro 


Gin 


Pro 


His 


65 






70 




75 






80 


Thr Pro 


Pro 


Arg 


Gin Glu Arg Cys Leu 


Ala 


Arg Gly Arg 


Arg Val 


Gly 








85 


90 






95 




Glu Leu 


Thr 


Glu 


Trp Ala Ala Gly His 


Gly 


Pro 









100 105 



<210> 3243 

<211> 944 

<212> DNA 

<213> Homo sapiens 

<400> 3243 

gatctgcatt ttcaagtgag caaagaccgc tatggagggc agccactttt ctcagagaag 
60 

ttccccaccc tttggtctgg ggcaaggagt acttacggag tgacaaaggg aaaagtctgc 
120 

tttgaggcaa aggtaaccca gaatctccca atgaaagaag gctgcacaga ggtctctctc 
180 

cttcgagttg ggtggtctgt tgatttttcc cgtccacagc ttggtgaaga tgaattctct 
240 

tacggtttcg atggacgagg actcaaggca gaaaatggac aatttgagga atttggccag 
300 
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acttttgggg agaatgatgt tattggctgc tttgctaatt ttgagactga agaagtagaa 
360 

ctttccttct ccaagaatgg agaagaccta ggtgtggcat tctggatcag caaggattcc 
420 

ctggcagacc gggcccttct accccatgtc ctctgcaaaa attgtgttgt agaattaaac 
480 

ttcggtcaga aggaggagcc cttcttccca ccaccagaag agtttgtgtt cattcatgct 
540 

gtgcctgttg aggagcgtgt acgcactgca gtccctccca agaccataga ggaatgtgag 
600 

gtgattctga tggtgggact acccggatct ggaaagaccc agtgggcact gaaatatgca 
660 

aaagaaaacc ctgagaaaag atacaatgtc ctgggagctg agactgtgct caatcaaatg 
720 

aggatgaagg gtctcgagga gccagagatg gaccccaaaa gccgagacct tttagttcag 
780 

caagcctccc agtgccttag taagctggtc cagattgctt cccggacaaa gaggaacttt 
840 

attcttgatc agtgtaatgt gtacaattct ggccaacggc ggaagctatt gctgttcaag 
900 

accttctctc ggaaagtggt ggtggttgtc cctaatgagg aaga 
944 

<210> 3244 

<211> 314 

<212> PRT 

<213> Homo sapiens 

<400> 3244 



Asp Leu 


His 


Phe 


Gin 


Val 


Ser 


Lys 


Asp 


Arg 


Tyr 


Gly 


Gly Gin 


Pro 


Leu 


1 






5 










10 








15 




Phe Ser 


Glu 


Lys 


Phe 


Pro 


Thr 


Leu 


Trp 


Ser 


Gly 


Ala 


Arg Ser 


Thr 


Tyr 






20 










25 








30 






Gly Val 


Thr 


Lys 


Gly 


Lys 


Val 


Cys 


Phe 


Glu 


Ala 


Lys 


Val Thr 


Gin 


Asn 




35 










40 










45 






Leu Pro 


Met 


Lys 


Glu 


Gly 


Cys 


Thr 


Glu 


Val 


Ser 


Leu 


Leu Arg 


Val 


Gly 


50 










55 










60 








Trp Ser 


Val 


Asp 


Phe 


Ser 


Arg 


Pro 


Gin 


Leu 


Gly 


Glu 


Asp Glu 


Phe 


Ser 


65 








70 










75 








80 


Tyr Gly 


Phe 


Asp 


Gly 


Arg 


Gly 


Leu 


Lys 


Ala 


Glu 


Asn 


Gly Gin 


Phe 


Glu 








85 










90 








95 




Glu Phe 


Gly 


Gin 


Thr 


Phe 


Gly 


Glu 


Asn 


Asp 


val 


He 


Gly Cys 


Phe 


Ala 






100 










105 








110 






Asn Phe 


Glu 


Thr 


Glu 


Glu 


Val 


Glu 


Leu 


Ser 


Phe 


Ser 


Lys Asn 


Gly 


Glu 




115 










120 










125 






Asp Leu 


Gly 


Val 


Ala 


Phe 


Trp 


He 


Ser 


Lys 


Asp 


Ser 


Leu Ala Asp 


Arg 


130 










135 










140 








Ala Leu 


Leu 


Pro 


His 


Val 


Leu 


Cys 


Lys 


Asn 


Cys 


Val 


Val Glu 


Leu 


Asn 


145 








150 










155 








160 


Phe Gly 


Gin 


Lys 


Glu 


Glu 


Pro 


Phe 


Phe 


Pro 


Pro 


Pro 


Glu Glu 


Phe 


Val 








165 










170 








175 




Phe He 


His 


Ala 


Val 


Pro 


Val 


Glu 


Glu 


Arg 


Val 


Arg 


Thr Ala 


Val 


Pro 






180 










185 








190 






Pro Lys 


Thr 


He 


Glu 


Glu 


Cys 


Glu 


Val 


He 


Leu 


Met 


Val Gly Leu 


Pro 
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195 










200 


Gly Ser 


Gly 


Lys 


Thr 


Gin 


Trp 


Ala 


210 










215 




Glu Lys 


Arg 


Tyr 


Asn 


Val 


Leu 


Gly 


225 








230 






Arg Met 


Lys 


Gly 


Leu 


Glu 


Glu 


Pro 








245 








Leu Leu 


Val 


Gin 


Gin 


Ala 


Ser 


Gin 






260 










Ala Ser 


Arg 


Thr 


Lys 


Arg 


Asn 


Phe 




275 










280 


Asn Ser 


Gly 


Gin 


Arg 


Arg 


Lys 


Leu 


290 










295 




Lys Val 


Val 


Val 


Val 


Val 


Pro 


Asn 


305 








310 







<210> 3245 
<211> 980 
<212> DNA 

<213> Homo sapiens 
<400> 3245 

tggtatgagg gttctccctc caggccggga 
60 

ctcagctgga tgaggatggg gatttggacg 
120 

ccaacccagc agggcctctg agagacaagg 
180 

acgacgtcct gggagaggaa gcacaaggca 
240 

cggggcgccc tgctcctggc agactacatc 
300 

acagcgctgg agctcggggc cggcacgggg 
360 

cggaccgttt attgtacaga tgtcggtgca 
420 

gccctcaaca gccacctggc tgccactgga 
480 

tggctgaagg acgacctctg cacagatccc 
540 

atttctgacc tgtacgatca caccaccatc 
600 

gacttgactg atgctgtgtt taaaacgctc 
660 

tgcacagcca tactgtcggt ggagaagagg 
720 

acatgtgaag cctacgatca cttccgctcc 
780 

ggcaagctgc gcttcgtggt ggagcccgtg 
840 

gagcgcctcc agcagctgga gctctggaag 
900 

gcctccacca ggcgcggcgt ctcgactgtt 
960 











205 








Leu 


Lys 


Tyr 


Ala 

220 


Lys 


Glu 


Asn 


Pro 


Ala 


Glu 


Thr 

235 


Val 


Leu 


Asn 


Gin 


Met 
240 


Glu 


Met 
250 


Asp 


Pro 


Lys 


Ser 


Arg 
255 


Asp 


Cys 


Leu 


Ser 


Lys 


Leu 


Val 


Gin 


He 


265 










270 






He 


Leu 


Asp 


Gin 


Cys 
285 


Asn 


Val 


Tyr 


Leu 


Leu 


Phe 


Lys 
300 


Thr 


Phe 


Ser 


Arg 



Glu Glu 



ctgacaccac tggccaggaa gtggctgaag 
tggtgagaag accacgagcc gcctctgatt 
tacatcccat gattctagca caggaagaag 
gcccgcacga tatcatcaga ataggtgtgg 
ctgttccgac aggacctctt ccgaggatgt 
ctcgctagca tcatcgcagc caccatggca 
gatcttttgt ccatgtgcca gcgaaacatt 
ggtggtatag ttagggtcaa agaactggac 
aaggtcccct tcagttggtc acaagaggaa 
ctgtttgcag ccgaagtgtt ttacgacgac 
tcccgactcg cccacagatt gaaaaatgcc 
ctcaacttca cactgagaca cttggacgtc 
tgcctgcacg cgctggagca gctcacagat 
gaggcctcct tcccacagct cctggtttac 
atcatcgcag aaccagtaac atgacccatc 
cttagagtgt atttctagta aaatcagaag 
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ctcaccaaag caaaaaaaaa 
980 

<210> 3246 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<400> 3246 

Val Trp Arg Gly Ala Leu Leu Leu Ala Asp Tyr lie Leu Phe Arg Gin 

15 10 15 

Asp Leu Phe Arg Gly Cys Thr Ala Leu Glu Leu Gly Ala Gly Thr Gly 

20 25 30 

Leu Ala Ser lie He Ala Ala Thr Met Ala Arg Thr Val Tyr Cys Thr 

35 40 45 

Asp Val Gly Ala Asp Leu Leu Ser Met Cys Gin Arg Asn He Ala Leu 

50 Eo 60 

Asn Ser His Leu Ala Ala Thr Gly Gly Gly He Val Arg Val Lys Glu 
65 70 75 80 

Leu Asp Trp Leu Lys Asp Asp Leu Cys Thr Asp Pro Lys Val Pro Phe 

85 90 95 

Ser Trp Ser Gin Glu Glu He Ser Asp Leu Tyr Asp His Thr Thr He 

100 105 110 

Leu Phe Ala Ala Glu Val Phe Tyr Asp Asp Asp Leu Thr Asp Ala Val 

115 120 125 

Phe Lys Thr Leu Ser Arg Leu Ala His Arg Leu Lys Asn Ala Cys Thr 

130 135 140 

Ala He Leu Ser Val Glu Lys Arg Leu Asn Phe Thr Leu Arg His Leu 
145 150 155 160 

Asp Val Thr Cys Glu Ala Tyr Asp His Phe Arg Ser Cys Leu His Ala 

165 170 175 

Leu Glu Gin Leu Thr Asp Gly Lys Leu Arg Phe Val Val Glu Pro Val 

180 185 190 

Glu Ala Ser Phe Pro Gin Leu Leu Val Tyr Glu Arg Leu Gin Gin Leu 

195 200 205 

Glu Leu Trp Lys He He Ala Glu Pro Val Thr 
210 215 

<210> 3247 
<211> 977 
<212> DNA 

<213> Homo sapiens 
<400> 3247 

ntctagaacc cagccctgtg gaagtatgtg cggcccaggg gctgtgtgct ggagtgggta 
60 

cgcaacatcg tggccaaccg cctggcctcg gatggggcca cctgggcaga catcttcaag 
120 

aggttcaaca gcggcacgta taacaaccag tggatgatcg tggactacaa ggcgttcatc 
180 

ccgggtgggc ccagccccgg gagccgggtg cttaccatcc tggagcagat ccccggcatg 
240 

gtggtggtgg ctgacaagac ctcggagctc taccagaaga cctactgggc cagctacaac 
300 
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ataccgtcct tcgagactgt gttcaatgcc agtgggctgc aggccctagt ggcccagtat 
360 

ggggactggt tttcttatga cgggagcccc cgggcccaga tcttccggcg gaaccagtca 
420 

ctggtacaag acatggactc catggtcagg ctgatgaggt acaatgactt cctccatgac 
480 

cctctgtcac tgtgcaaagc ctgcaacccc cagcccaatg gggagaatgc tatctccgcc 
540 

cgctccgacc tcaacccggc caatggctcc taccccttcc aggccctacg tcagcgctcc 
600 

catgggggta tcgatgtgaa ggtgaccagc atgtcactgg ccaggatcct gagcctgctg 
660 

gcggccagcg gtcccacgtg ggaccaggtg cccccgttcc agtggagcac ctcgcccttc 
720 

agcggcctgc tgcacatggg ccagccagac ctctggaagt tcgcgcctgt caaggtttca 
780 

tgggactgaa gttctgtccc tgctctgctg ctttcgcccc tgctgaccct cgtcagggtc 
840 

acccccgtcc caaggccacc ggacttctaa ctccagcccc tcctgggggc ttegttctct 
900 

gatctggggt ctgagtcatc tcctcctaga gtgggtcacg aacctgatgg ggctcagaac 
960 

tgaccccctc tctcccc 
977 

<210> 3248 
<211> 260 
<212> PRT 

<213> Homo sapiens 
<400> 3248 

Asn Pro Ala Leu Trp Lys Tyr 

1 5 
Trp Val Arg Asn He Val Ala 
20 

Trp Ala Asp lie Phe Lys Arg 
35 

Trp Met He Val Asp Tyr Lys 

50 55 
Gly Ser Arg Val Leu Thr He 
65 70 
Val Ala Asp Lys Thr Ser Glu 
85 

Tyr Asn lie Pro Ser Phe Glu 
100 

Ala Leu Val Ala Gin Tyr Gly 
115 

Arg Ala Gin He Phe Arg Arg 
130 135 
Ser Met Val Arg Leu Met Arg 
145 150 
Ser Leu Cys Lys Ala Cys Asn 
165 

Ser Ala Arg Ser Asp Leu Asn 



Val Arg Pro Arg Gly Cys Val Leu Glu 

10 15 
Asn Arg Leu Ala Ser Asp Gly Ala Thr 

25 30 
Phe Asn Ser Gly Thr Tyr Asn Asn Gin 
40 45 
Ala Phe He Pro Gly Gly Pro Ser Pro 
60 

Leu Glu Gin He Pro Gly Met Val Val 

75 80 
Leu Tyr Gin Lys Thr Tyr Trp Ala Ser 

90 95 
Thr Val Phe Asn Ala Ser Gly Leu Gin 

105 110 
Asp Trp Phe Ser Tyr Asp Gly Ser Pro 
120 125 
Asn Gin Ser Leu Val Gin Asp Met Asp 
140 

Tyr Asn Asp Phe Leu His Asp Pro Leu 
155 160 
Pro Gin Pro Asn Gly Glu Asn Ala He 

170 175 
Pro Ala Asn Gly Ser Tyr Pro Phe Gin 
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180 185 190 

Ala Leu Arg Gin Arg Ser His Gly Gly He Asp Val Lys Val Thr Ser 

195 200 205 

Met Ser Leu Ala Arg He Leu Ser Leu Leu Ala Ala Ser . Gly Pro Thr 

210 215 220 

Trp Asp Gin Val Pro Pro Phe Gin Trp Ser Thr Ser Pro Phe Ser Gly 
225 230 235 240 

Leu Leu His Met Gly Gin Pro Asp Leu Trp Lys Phe Ala Pro Val Lys 
245 250 255 

Val Ser Trp Asp 
260 

<210> 3249 
<211> 4487 
<212> DNA 

<213> Homo sapiens 
<400> 3249 

nngaattctt tgcatttttc tggtggagaa actgaggctc agagattagg taacttgtct 
60 

taatcagcag atggcagcac tggtacttga acccaggctt gtgtgaaccg ccccacccct 
120 

gctcttcact tttatgcttt ccaccagagt aataatggaa atcctggaaa gccttctcct 
180 

ttcccatggg ttcccactga ttgcttttct ctctctctct ccccacccca ctccaggtgc 
240 

tctggggcca ggtgccaccg gccattgtcc aggcagctgt gtgcaagcca aagaagcatg 
300 

tggacactgg aagactcctc ggggacagtc ctgcaccgcc tcatccagga gcagctgcgc 
360 

tacggcaacc tgactgagac gcgcacgctg ctagccatcc agcagcaggc cctgaggggt 
420 

ggggctggaa ctgggggtac agggagcccc caggcctccc tggagatcct ggccccagag 
480 

gacagtcagg tgctgcagca ggccaccagg caggagcccc agggccagga gcaccagggc 
540 

ggtgagaacc acctggcaga gaacaccctc taccggctat gcccacagcc cagcaaggga 
600 

gaggagctgc ccacctatga ggaggccaaa gcccactcgc agtactatgc ggcccagcag 
660 

gcagggaccc ggccacatgc gggggaccga gatccccgtg gggccccggg aggcagtcgg 
720 

aggcaggacg aggccctgcg ggagctgagg icatgggcacg tgcgctcgtt gagtgaacgg 
780 

ctccttcagt tgtccctgga gaggaacggc gcccgggccc ccagccacat gagctcctcc 
840 

cacagcttcc cacagctggc ccgcaaccag cagggccccc cactgagggg cccccctgct 
900 

gagggcccag agtcccgagg acccccacct cagtaccctc atgttgtact agctcatgag 
960 

accaccactg ctgtcactga cccacggtac cgtgcccgcg gcagcccgca cttccagcat 
1020 

gctgaagtca ggatcctgca ggcccaggtg cctcctgtgt tcctccaaca gcagcagcag 
1080 
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taccagtacc 
1140 

catggccccc 
1200 

tcctcagcca 
1260 

gccaggctgc 
1320 

gctggccgca 
1380 

ctgaccagag 
1440 

agtgaaatga 
1500 

aatcgccgcc 
1560 

aagctgcttg 
1620 

gcactgctgc 
1680 

ctgggcaatg 
1740 

tatgtggaga 
1800 

aagcgggagc 
1860 

cgtgcacagc 
1920 

gagctcagcg 
1980 

ctggaggccg 
2040 

tttgccatgg 
2100 

tccccccagc 
2160 

catcaggaga 
2220 

gtgatcaagg 
2280 

ctgcggcctg 
2340 

tggcaagggc 
2400 

gcagacagag 
2460 

cacgggagca 
2520 

ctgccaccgg 
2580 

gactctgtag 
2640 

aggaggtggt 
2700 



tgcagcaatc 
tgagctccct 
cctcgggcag 
agagagacaa 
ttgagaagct 
cctcctccaa 
ggaggctgca 
tggcaagcaa 
ctcaga^fea 
gcggcgccat 
cgcagggccg 
aagtggagcg 
agctggagct 
agagacaggc 
ccctgcgact 
acatgaccaa 
atgcggctgc 
cctcacccag 
tggaaagcag 
tccttcagca 
ccaagtcggt 
tctcttctag 
cacccacaga 
gagatgggag 
agcctgacag 
ctacatccag 
gcttcaggac 



tcaggagcac 
cagtccacct 
tgcccacctg 
tgagcggctg 
ggaaagcgaa 
gcgtgaggcc 
agacttcaac 
gacacaggag 
cgaacagcag 
cgaggaccag 
ggcagctcga 
gctgcagcag 
gcgtctgcgg 
aggtgcccca 
gtcagaacaa 
gtgggagcag 
cacggctgct 
cagcagcttc 
gttaaaggtg 
gcgctccagg 
gccatctgtt 
tgagcgacaa 
ggagccagtg 
cacccagact 
ccttctgggg 
agtccaggac 
tctgagccat 



ccccctcccc 
gctgtggagg 
gcccagatgg 
cagagggagc 
atccagcggc 
ctggagaaga 
cgggatctta 
gcccaggccg 
caggagcaag 
cggcggcgtg 
gccgaagagg 
gcgctcgggc 
actcgcctgg 

ggtggtagca 

ctgcgagaga 
aagtatttgg 
gctcagcgtg 
aatgagggtc 
ctccatgccc 
agagaccctg 
ttcgcggctg 
acagcagacg 
gtcacagctc 
gacggccccc 
tgcagcagta 
ttgtcagaca 
tctctcccct 



cacatccagc 
ggccagtgag 
aggccgtgct 
tggagagctc 
tctctgaggc 
ccatgcggaa 
gagagagatt 
gcagtcagga 
agaagctgga 
ccgagctgct 
agctgcgcaa 
agctgcaggc 
agcaggaact 
gtggcagtgg 
aggaggagca 
aggaacgtgc 
acaccactct 
tgctcactgg 
agatcctgga 
gcaaggccat 
cggcagcagg 
cccctgctcg 
cccctgctgc 
cagacagcac 
gccagagagc 
tggtggagat 
cctctgccct 



tgctctcggc 
tgcccaggcc 
gagggagaat 
tgcggagaag 
ccatgagagc 
caagatggac 
ggaatctgca 
catggtggcc 
gcgagagatg 
ggagcaggct 
gaagcaggcc 
agcctgtgag 
caaggccctg 
tgggtctcca 
gatcctggcg 
catgaggcag 
catccgacat 
tggccacagg 
gaaggatgca 
ccagggctcc 
aacccagggc 
gctgactaca 
ccatgccaaa 
ctccacctgc 
agcctctctg 
actgatctga 
gtgccactct 
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cagccatttc 
2760 

tcccattgac 
2820 

tgagagcacc 
2880 

ggagaatgag 
2940 

cagctcagaa 
3000 

gtggctgtgt 
3060 

actggttcac 
3120 

tcatctgctc 
3180 

actattaagg 
3240 

aggggccatt 
3300 

ggaacagaag 
3360 

cctactgtca 
3420 

ctggcccgtg 
3480 

ttgagcccta 
3540 

tcctgtccct 
3600 

accgtgaaca 
3660 

ttctctctga 
3720 

gtttgggaga 
3780 

ctctgaatgg 
3840 

tgcccagcgc 
3900 

agcctgctag 
3960 

ggagctattg 
4020 

tgttttcttc 
4080 

aagtttcctt 
4140 

cctacccctg 
4200 

aagaaaaaag 
4260 

ttttggatta 
4320 



agcagccccg 
catctggtcc 
ggcaccccca 
gattcagcct 
aggagctgag 
tggtttgggg 
taatcaagtc 
ttcagttcct 
gtgttagtct 
taagtggact 
actgaggcct 
gtttctgaaa 
gatgttaaag 
taaatgccca 
ggaacatcct 
gacatctgcc 
gaaactggag 
ggagcaaagc 
agcccccatc 
cctaaagcag 
cagcagtgac 
gtgggtttta 
ctttatcgtt 
tttaaacatt 
tttaaagctg 
aggaaaaaaa 
atatttggta 



tcaaccgctg 
caggagctca 
gaagactctg 
tgacttcttg 
ctccctctgc 
aactaatttc 
agccatattg 
cactgccttc 
tggagaagac 
gggagacagt 
gcaggttccg 
cttctgactg 
ctgctcgatt 
cgggaccccc 
gtcagtttgg 
atgcccccag 
atgtcttgtt 
agttgaaaac 
acaaaacagt 
gaccagatgc 
tttgacttct 
gcagttttgt 
tttaggtttg 
tgcatttgct 
aaaaatacat 
ggcaaaaaat 
tttcttttaa 



ctccgtccct 
ggaggaggac 
cttcttagcc 
cccaaggcct 
cctgccagtt 
caaggacggc 
ttctctggct 
ttgggatact 
acagcctcac 
gcgcagtttg 
atgtgtctcc 
gcctcccagt 
cccaggatct 
accaccagcc 
tcataaaccc 
gtgggcttcg 
agcataagtg 
tagttaatga 
gcccaggagg 
tttggaattg 
ggtcttaaag 
ctttaccgtt 
gtatgtgttg 
ggacaattgc 
ttggttcatg 
attgtgaaag 
agtatttttt 



ttccccagcc 
cccaggggag 
cacattcctc 
gctactgggg 
gtcagtcagg 
tgcccgtgga 
aagtttggtt 
aagacttgaa 
cttctcactt 
tatataattc 
atgggctgtg 
tatgcctcct 
cggctgcctt 
tcttgaagtg 
tgagccagat 
gtggccctac 
tcttcattcc 
gctacaagag 
ctggctcctc 
gggtgaaaca 
agtccctcac 
tttagttctc 
ttttatttcc 
aatttttttt 
tgcattgttt 
aaaaaaaaca 
gtgctgtgaa 



agacactcat 
aggagagctg 
cgggccttat 
tagcaactga 
cagggaggga 
caccaggtgg 
ccagccaacg 
ttttttgggg 
gctgtgggtg 
cctttcttgt 
ctcccctctt 
cctcaagttc 
ttcctctatc 
gctccacagc 
gaaatgagcc 
ccggtaccag 
cacctggagg 
tcaaatagtc 
aagctaccca 
cccacatggc 
ttcagcccca 
cttgattctt 
atggttcctc 
aaaaaattcc 
acaaagcaaa 
acttaatata 
cattttctgc 
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caaagaccat gatgtgtgtc tgtatgttta agttatcgta aatatttaaa atgtaaacat 
4380 

ggctgttttg ttatgccacc ctgtaccagg attgctgccg cattccactg ggtataacag 
4440 

tattttaatt aaaaaataat aattaaaagt gaaaaaaaaa aaaaaaa 
4487 

<210> 3250 

<211> 849 

<212> PRT 

<213> Homo sapiens 

<400> 3250 

Thr Gin Ala Cys Val Asn Arg Pro- Thr Pro Ala Leu His Phe Tyr Ala 

15 10 15 

Phe His Gin Ser Asn Asn Gly Asn Pro Gly Lys Pro Ser Pro Phe Pro 

20 25 30 

Trp Val Pro Thr Asp Cys Phe Ser Leu Ser Leu Ser Pro Pro His Ser 

35 40 45 

Arg Cys Ser Gly Ala Arg Cys His. Arg Pro Leu Ser Arg Gin Leu Cys 

50 55 60 

Ala Ser Gin Arg Ser Met Trp Thr Leu Glu Asp Ser Ser Gly Thr Val 
65 70 75 80 

Leu His Arg Leu lie Gin Glu Gin Leu Arg Tyr Gly Asn Leu Thr Glu 

85 90 95 

Thr Arg Thr Leu Leu Ala He Gin Gin Gin Ala Leu Arg Gly Gly Ala 

100 105 110 

Gly Thr Gly Gly Thr Gly Ser Pro Gin Ala Ser Leu Glu He Leu Ala 

115 120 125 

Pro Glu Asp Ser Gin Val Leu Gin Gin Ala Thr Arg Gin Glu Pro Gin 

130 135 140 

Gly Gin Glu His Gin Gly Gly Glu Asn His Leu Ala Glu Asn Thr Leu 
145 150 155 160 

Tyr Arg Leu Cys Pro Gin Pro Ser Lys Gly Glu Glu Leu Pro Thr Tyr 

165 170 175 

Glu Glu Ala Lys Ala His Ser Gin Tyr Tyr Ala Ala Gin Gin Ala Gly 

180 185 190 

Thr Arg Pro His Ala Gly Asp Arg Asp Pro Arg Gly Ala Pro Gly Gly 

195 200 205 

Ser Arg Arg Gin Asp Glu Ala Leu Arg Glu Leu Arg His Gly His Val 

210 215 220 

Arg Ser Leu Ser Glu Arg Leu Leu Gin Leu Ser Leu Glu Arg Asn Gly 
225 230 235 240 

Ala Arg Ala Pro Ser His Met Ser Ser Ser His Ser Phe Pro Gin Leu 

245 250 255 

Ala Arg Asn Gin Gin Gly Pro Pro Leu Arg Gly Pro Pro Ala Glu Gly 

260 265 270 

Pro Glu Ser Arg Gly Pro Pro Pro Gin Tyr Pro His Val Val Leu Ala 

275 280 285 

His Glu Thr Thr Thr Ala Val Thr Asp Pro Arg Tyr Arg Ala Arg Gly 

290 295 300 

Ser Pro His Phe Gin His Ala Glu Val Arg He Leu Gin Ala Gin Val 
305 310 315 320 

Pro Pro Val Phe Leu Gin Gin Gin Gin Gin Tyr Gin Tyr Leu Gin Gin 
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325 330 335 

Ser Gin Glu His Pro Pro Pro Pro His Pro Ala Ala Leu Gly His Gly 

340 345 350 

Pro Leu Ser Ser Leu Ser Pro Pro Ala Val Glu Gly Pro Val Ser Ala 

355 360 365 

Gin Ala Ser Ser Ala Thr Ser Gly Ser Ala His Leu Ala Gin Met Glu 

370 375 380 

Ala Val Leu Arg Glu Asn Ala Arg Leu Gin Arg Asp Asn Glu Arg Leu 
385 390 395 400 

Gin Arg Glu Leu Glu Ser Ser Ala Glu Lys Ala Gly Arg lie Glu Lys 

405 410 415 

Leu Glu Ser Glu He Gin Arg Leu Ser Glu Ala His Glu Ser Leu Thr 

420 425 430 

Arg Ala Ser Ser Lys Arg Glu Ala Leu Glu Lys Thr Met Arg Asn Lys 

435 440 445 

Met Asp Ser Glu Met Arg Arg Leu Gin Asp Phe Asn Arg Asp Leu Arg 

450 ^55 460 

Glu Arg Leu Glu Ser Ala Asn Arg Arg Leu Ala Ser Lys Thr Gin Glu 
465 470 475 480 

Ala Gin Ala Gly Ser Gin Asp Met Val Ala Lys Leu Leu Ala Gin Ser 

485 490 495 

Tyr Glu Gin Gin Gin Glu Gin Glu Lys Leu Glu Arg Glu Met Ala Leu 

500 505 510 

Leu Arg Gly Ala He Glu Asp Gin Arg Arg Arg Ala Glu Leu Leu Glu 

515 520 525 

Gin Ala Leu Gly Asn Ala Gin Gly Arg Ala Ala Arg Ala Glu Glu Glu 

530 535 540 

Leu Arg Lys Lys Gin Ala Tyr Val Glu Lys Val Glu Arg Leu Gin Gin 
545 550 555 560 

Ala Leu Gly Gin Leu Gin Ala Ala Cys Glu Lys Arg Glu Gin Leu Glu 

565 570 575 

Leu Arg Leu Arg Thr Arg Leu Glu Gin Glu Leu Lys Ala Leu Arg Ala 

580 585 590 

Gin Gin Arg Gin Ala Gly Ala Pro Gly Gly Ser Ser Gly Ser Gly Gly 

595 600 605 

Ser Pro Glu Leu Ser Ala Leu Arg Leu Ser Glu Gin Leu Arg Glu Lys 

610 615 620 

Glu Glu Gin He Leu Ala Leu Glu Ala Asp Met Thr Lys Trp Glu Gin 
625 630 635 640 

Lys Tyr Leu Glu Glu Arg Ala Met Arg Gin Phe Ala Met Asp Ala Ala 

645 650 655 

Ala Thr Ala Ala Ala Gin Arg Asp Thr Thr Leu He Arg His Ser Pro 

660 665 670 

Gin Pro Ser Pro Ser Ser Ser Phe Asn Glu Gly Leu Leu Thr Gly Gly 

675 680 685 

His Arg His Gin Glu Met Glu Ser Arg Leu Lys Val Leu His Ala Gin 

690 695 700 

He Leu Glu Lys Asp Ala Val He Lys Val Leu Gin Gin Arg Ser Arg 
705 710 715 720 

Arg Asp Pro Gly Lys Ala He Gin Gly Ser Leu Arg Pro Ala Lys Ser 

725 730 735 

Val Pro Ser Val Phe Ala Ala Ala Ala Ala Gly Thr Gin Gly Trp Gin 

740 745 750 

Gly Leu Ser Ser Ser Glu Arg Gin Thr Ala Asp Ala Pro Ala Arg Leu 
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755 760 
Thr Thr Ala Asp Arg Ala Pro Thr 

770 775 
Pro Ala Ala His Ala Lys His Gly 
785 790 
Asp Gly Pro Pro Asp Ser Thr Ser 
805 

Ser Leu Leu Gly Cys Ser Ser Ser 
820 

Val Ala Thr Ser Arg Val Gin Asp 
835 840 

He 



765 

Glu Glu Pro Val Val Thr Ala Pro 
780 

Ser Arg Asp Gly Ser Thr Gin Thr 
795 800 
Thr Cys Leu Pro Pro Glu Pro Asp 

810 815 
Gin Arg Ala Ala Ser Leu Asp Ser 
825 830 
Leu Ser Asp Met Val Glu He Leu 
845 



<210> 3251 

<211> 2595 

<212> DNA 

<213> Homo sapiens 



<400> 3251 
acgcgtggaa 
60 

ctttgatgcc 
120 

tatgctgagt 
180 

cttaacacag 
240 

tttgctattg 
300 

tttggaaccc 
360 

agaaattatg 
420 

caggcagcca 
480 

gagggagtgc 
540 

aacaggtacc 
600 

gagcggctga 
660 

cccgatttcc 
720 

ctcccaaccg 
780 

ccccacctcc 
840 

gacggccaat 
900 

tttttccaca 
960 

tccaagcatt 
1020 



cggcgtagag 
gaaaggccgt 
ctgtggggcg 
aagtgtcact 
tcatcaccca 
cgcaagagca 
agcgttacaa 
agatggccga 
gtgggggcca 
tcactgctga 
tgaggagcag 
cgccaaccac 
ctccagagcg 
cagcaagagc 
agcagctctg 
gcagcaaaca 
ttgggacagg 



aagagcttta 
tgattgttct 
gaaggtgcga 
gtcacaagcc 
gcaacaccag 
tcgcaacatg 
gaatgagtgc 
tgaagccatc 
ccctccagcc 
agagactgac 
caccgactct 
tcggggcgac 
gccaagtgct 
ttcaggccaa 
catccccctc 
gccagcctca 
gaggatctgc 



tcgtcaatat 
gtgattgtgg 
gacctaggca 
ttggaggatg 
attcaccgct 
ccccaagcag 
cgggagaagg 
ctgcaggaaa 
atccagagcc 
aagatcatca 
ctgcctggtg 
ctcgggtgcc 
cccctctgct 
aatcctcagc 
ggttgctgcc 
acaaagatca 
tcagaacatg 



tttgaggaaa 
tcaacaaaca 
tggtagtgga 
ttagcagggg 
cctgcacagt 
atgccatggt 
aacgtgagga 
gagagagagg 
tcatcaacct 
actacctgcg 
agctacgtgg 
tcgctgaaga 
acacccactc 
ctcttcaata 
ggaaacaccc 
caggcttctg 
ggccccagac 



tccagagacg 
gacaaaagac 
cttgatcttc 
aggttctcct 
caacatcatg 
gctggtggcc 
gattgccaga 
aggccctgag 
gctggcagac 
agagcggaag 
caggccgagg 
cacagccaag 
catctgcacc 
gtggcacagt 
caaaccagaa 
gcaatcagcc 
ctggggctcc 
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ttcccaaggg ctttttggcc agccttccag tcgcctggca cctgctagca acatgactag 
1080 

ccagaggcct gtgtcttcca caggtatcaa ctttgacaat ccaagtgtac agaaggctct 
1140 

ggataccctg atccagagtg gccctgctct ctcccacctg gttagccaga ccacagcaca 
1200 

gatggggcag ccacaggccc ccatgggatc ttaccagagg cattactgaa gctaaatctt 
1260 

tcaactctcc ccagtcccct catcccctgg cctcctccca cttacttgtt ctaaatagag 
1320 

ctgtttggag gatgttctct gcgctcccag gccggcatcg agtgtcatca atttctacca 
1380 

cctgctctct cttctgccca aggctgtgtt gcttattcct tacaaagttt atactgcatt 
1440 

tggggctgta tctttttttg ttttttgttt tgtagaaaat aaatatctcc gggggcagta 
1500 

caggtgtctg ggcttgtatt tgatggggtt tctccggtcc ctgtttctac tggatttgga 
1560 

gccaggccca gctagccaag tttggaatgg catttgtcat gtcagtagcc accacctttg 
1620 

ttcattgtga acctaccaag gctttccagc ttcatacaca ttgaccagag ctcaagctcc 
1680 

tgcctgcaac tcctgcctag agttgaagaa aagcaaactg gccttggcag gcacagtgtc 
1740 

atcataccct caccccatat gtttggggtc tgcttgagga ttcataaatc agccactctg 
1800 

gattgttgag gaatggccat ggcagccaca gaaaaaagaa tttttctctc tgagccaagg 
1860 

ttgttttttg tttttttctc ttttcttttt tgttttcatt tcattggaag atctccaatg 
1920 

gactgaacag ctccagtcag cagcagttac cacaaactgt gaatctgggc cccaccactc 
1980 

ttccctgtta accagttctg tcagcatccc cctctccagc agcacttcca tgaagttggt 
2040 

tctgagactc tggccgtgaa cacccgtttc ttcagtgatt tgttttgggc ttttggctca 
2100 

aaaccccagg ctcttgtttt tgtctagact cttattctgt ttcctgagca gcaggaggta 
2160 

gggaccactt tgatgtcaga cttctggtag ctggacatgt tctcgagatg ggtggctgtt 
2220 

cgcgactttt gtaccagagt gaaattgtta gaaggagggt ttctggctgt ggttctaaat 
2280 

ggagccccag gaagctgccc tctccccagg gtttgtgctc agtagagccc tgtggatcac 
2340 

agtcttgagg tcctctagca ggggtgaggg agagcagcga cttcagctga gtccctgcca 
2400 

gtggttaagc aaacaatggt ttcaaaattc aaggtcccca aatggcagca ttttatgttc 
2460 

tgacctgttt gtgttatata gtggtttttt ttttcctctt tggaactctt gtgttgttaa 
2520 

taaaatgaaa tgattacttt ttaattaaaa tgaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2580 

aaaaaaaaaa aaaaa 
2595 
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<210> 3252 
























<211> 254 
























<212> PRT 
























<213> Homo sapiens 




















<400> 3252 
























Cys Arg 


Lys 


Ala 


Val 


Asp 


Cys 


Ser 


Val 


He 


Val 


Val 


Asn 


Lys Gin Thr 


1 






5 










10 








15 


Lys Asp 


Tyr 


Ala 


Glu 


Ser 


Val 


Gly Arg 


Lys 


Val 


Arg 


Asp 


Leu Gly Met 
















25 










30 


Val Val 


Asp 


T.oii 


He 


Phe 


Leu 


Asn 


Thr 


Glu 


Val 


Ser 


Leu 


Ser Gin Ala 




35 










40 










45 




Leu Glu 


Asp 


vdl 


Ser Arg Gly Gly Ser 


Pro 


Phe 


Ala 


He 


Val He Thr 


50 










55 










60 






Gin Gin 


His 


m n 


He 


His 


Arg 


Ser 


Cys 


Thr 


Val 


Asn 


He Met Phe Gly 


65 






'«&»." 


70 










75 






80 


Thr Pro 


Gin 




His 


Arg 


Asn 


Met 


Pro 


Gin 


Ala 


Asp 


Ala 


Met Val Leu 








85 










30 








95 


Val Ala 


Arg 


Asn 


Tyr Glu Arg Tyr Lys 


Asn 


Glu 


Cys 


Arg Glu Lys Glu 






1UU 










105 










110 


Arg Glu 


Glu 


Tip 

lie 


Ala Arg Gin Ala Ala Lys 


Met 


Ala 


Asp 


Glu Ala He 




115 










120 










125 




Leu Gin 


Glu 




Glu Arg Gly Gly 


Pro 


Glu 


Glu Gly Val 


Arg Gly Gly 


130 










135 










140 






His Pro 


Pro 


Ala 


He 


Gin 


Ser 


Leu 


He 


Asn 


Leu 


Leu 


Ala 


Asp Asn Arg 


145 








150 










155 






160 


Tyr Leu 


Thr 


Ala 


Glu 


Glu 


Thr 


Asp 


Lys 


He 


He 


Asn Tyr 


Leu Arg Glu 








165 










170 








175 


Arg Lys 


Glu 


Arg 


Leu 


Met 


Arg 


Ser 


Ser 


Thr 


Asp 


Ser 


Leu 


Pro Gly Glu 






180 










185 










190 


Leu Arg 


Gly 


Arg 


Pro 


Arg 


Pro 


Asp 


Phe 


Pro 


Pro Thr Thr Arg Gly Asp 




195 










200 










205 




Leu Gly 


Cys 


Leu 


Ala 


Glu 


Asp 


Thr 


Ala 


Lys 


Leu 


Pro 


Thr 


Ala Pro Glu 


210 










215 










220 






Arg Pro 


Ser 


Ala 


Pro 


Leu 


Cys 


Tyr 


Thr 


His 


Ser 


He 


Cys 


Thr Pro His 


225 








230 










235 






240 


Leu Pro 


Ala 


Arg 


Ala 


Ser Gly Gin Asn 


Pro 


Gin 


Pro 


Leu 


Gin 



245 250 



<210> 3253 

<211> 686 

<212> DNA 

<213> Homo sapiens 

<400> 3253 

ttttgcagtt ggaacatctt tccagtttta ttttcagttc tcctctctgc actccaaggt 
60 

cataggattt ccacatgccc ttggaagagc ctttggaagg tattttcatc cttcctactg 
120 

gtaaaatggc atcaagggtc cccaccggtt caagatgggg accttgacta tatggcaatg 
180 

aagacaggga caccctggca gtagcaggta gcctttggcc atetctgeag caggctggtg 
240 
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tttgggatcc acgaggcacg gaaagtcagc actctggagg acctggttgg ggtcaccctg 
300 

ggccaggtgc agatcgtggg aagctggata tgtgaaatgg caggtgctgg tgaacttgcg 
360 

ctcgtcctcc ctcgtggcct catgttcctg tgatgggaag aagccgggga gtcccaggtc 
420 

tttggcagtc atgtggggtc ttttgaaagc agggtaccca tctgttagct tggggttggg 
480 

gttagggatg ggcctgtaaa actctttgtc ccggagttga gcatcgagct ttgcctgctc 
540 

ttgcggcgtg accctggagt atttgtgctt cctgtagggc tgatagtcga ccatgtggga 
600 

gctttggtat atgtctaaat ccacagggtc ctgtcccggg tatttcacac ctgccatggc 
660 

aaacgacaga cagcttctct cctagg 
686 

<210> 3254 
<211> 180 
<212> PRT 

<213> Homo sapiens 



<400> 3254 



Met Ala 


Gly 


Val 


Lys 


Tyr Pro Gly Gin 


Asp 


Pro 


Val 


Asp 


Leu 


Asp 


He 


1 






5 










10 










15 




Tyr Gin 


Ser 


Ser 
20 


His 


Met 


Val 


Asp 


Tyr 
25 


Gin 


Pro 


Tyr 


Arg 


Lys 
30 


His 


Lys 


Tyr Ser 


Arg 
35 


Val 


Thr 


Pro 


Gin 


Glu 
40 


Gin 


Ala 


Lys 


Leu 


Asp 
45 


Ala 


Gin 


Leu 


Arg Asp 


Lys 


Glu 


Phe 


Tyr Arg 


Pro 


He 


Pro 


Asn 


Pro 


Asn 


Pro 


Lys 


Leu 


50 










55 










60 










Thr Asp 


Gly 


Tyr 


Pro 


Ala 


Phe 


Lys 


Arg 


Pro 


His 


Met 


Thr 


Ala 


Lys 


Asp 


65 








70 










75 










80 


Leu Gly 


Leu 


Pro 


Gly 
85 


Phe 


Phe 


Pro 


Ser 


Gin 
90 


Glu 


His 


Glu 


Ala 


Thr 

95 


Arg 


Glu Asp 


Glu 


Arg 
100 


Lys 


Phe 


Thr 


Ser 


Thr 
105 


Cys 


His 


Phe 


Thr 


Tyr 
110 


Pro 


Ala 


Ser His 


Asp 


Leu 


His 


Leu 


Ala 


Gin Gly 


Asp 


Pro 


Asn 


Gin 


Val 


Leu 


Gin 




115 










120 










125 








Ser Ala 


Asp 


Phe 


Pro 


Cys 


Leu 


Val 


Asp 


Pro 


Lys 


His 


Gin 


Pro 


Ala 


Ala 


130 










135 










140 










Glu Met 


Ala 


Lys 


Gly 


Tyr 


Leu 


Leu 


Leu 


Pro 


Gly 


Cys 


Pro 


Cys 


Leu 


His 


145 








150 










155 










160 


Cys His 


lie 


Val 


Lys 
165 


Val 


Pro 


He 


Leu 


Asn 
170 


Arg 


Trp 


Gly 


Pro 


Leu 
175 


Met 



Pro Phe Tyr Gin 
180 

<210> 3255 
<211> 724 
<212> DNA 

<213> Homo sapiens 
<400> 3255 
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nntgtacatg cgtgtgcgtc tgtgattgtg tgggtgtgtg atagtgtagg ggagccagga 
60 

gcgagaggag aggacggcga tcgtagggga cacctgagag tcagaggccc gagggggctg 
120 

ggactcatgt cgaggtcggg gaaggatgta aaacccggac ggacatcact gtaggccgca 
180 

cctgctgaga ggccagagct gcctccttga gagtgaagtt gtttacagac aagagaagag 
240 

atcttggcgg acacatcaca gctagccgcg aatcccgaag ggtcagcaga gcctagaaag 
300 

gaatatgagg ggggtcggaa tgaggcaggc gaaaggcacg gacgtgggag ggcacggcta 
360 

cccaacgggg acacctacga agggagctac gaattcggta aaagacatgg ccaggggatc 
420 

tacaaattta aaaatggtgc tcgatatatc ggagaatatg ttagaaataa aaagcacggt 
480 

caaggcactt ttatatatcc agatggatcc agatatgaag gagagtgggc aaatgacctg 
540 

cggcacggcc atggcgtata ctactacatc aataatgaca cctacactgg agagtggttt 
600 

gctcatcaaa ggcatgggca aggcacctat ttatacgcag agacgggcag taagtatgtt 
660 

ggcacctggg tgaacggaca gcaggagggc acggccgagc tcattcacct gaaccacagg 

720 

tacc 

724 

<210> 3256 
<211> 169 
<212> PRT 

<213> Homo sapiens 



<400> 3256 



Ser 


Cys 


Leu 


Gin 


Thr Arg Glu Glu 


He 


Leu 


Ala 


Asp 


Thr 


Ser 


Gin 


Leu 


1 








5 




10 










15 




Ala 


Ala 


Asn 


Pro 


Glu Gly Ser Ala 


Glu 


Pro 


Arg 


Lys 


Glu 


Tyr 


Glu 


Gly 








20 




25 










30 






Gly 


Arg 


Asn 


Glu 


Ala Gly Glu Arg 


His 


Gly 


Arg 


Gly 


Arg 


Ala 


Arg 


Leu 






35 




40 










45 








Pro 


Asn 


Gly 


Asp 


Thr Tyr Glu Gly 


Ser 


Tyr 


Glu 


Phe 


Gly 


Lys 


Arg 


His 




50 






55 








60 










Gly 


Gin 


Gly 


He 


Tyr Lys Phe Lys 


Asn 


Gly 


Ala 


Arg 


Tyr 


He 


Gly 


Glu 


65 








70 






75 










80 


Tyr 


Val 


Arg 


Asn 


Lys Lys His Gly 


Gin 


Gly 


Thr 


Phe 


He 


Tyr 


Pro 


Asp 










85 




90 










95 




Gly 


Ser 


Arg 


Tyr 


Glu Gly Glu Trp 


Ala 


Asn 


Asp 


Leu 


Arg 


His 


Gly 


His 








100 




105 










110 






Gly 


Val 


Tyr 


Tyr 


Tyr lie Asn Asn 


Asp 


Thr 


Tyr 


Thr 


Gly 


Glu 


Trp 


Phe 






115 




120 










125 








Ala 


His 


Gin 


Arg 


His Gly Gin Gly 


Thr 


Tyr 


Leu 


Tyr 


Ala 


Glu 


Thr 


Gly 




130 






135 








140 










Ser 


Lys 


Tyr 


Val 


Gly Thr Trp Val 


Asn 


Gly 


Gin 


Gin 


Glu 


Gly 


Thr 


Ala 


145 








150 






155 










160 


Glu 


Leu 


He 


His 


Leu Asn His Arg 


Tyr 
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165 

<210> 3257 
<211> 368 
<212> DNA 

<213> Homo sapiens 
<400> 3257 

nncccggggt acatagactc ccccacctac agccggcagg gcatgtcccc caccttctcc 
60 

cgctcacctc accactacta ccgctctggt gatttgtcta cagcaaccaa gagcgaaaca 
120 

agtgaagaca tcagccagac ctccaagtac agtcccatct actcgccaga cccctactat 
180 

gcttcggagt ctgagtactg gacctaccat gggtccccca aagtgccccg agccagaagg 
240 

ttctcgtctg gaggagagga gg=;tgatttt gaccgcagca tgcacaagct ccaaagtgga 
300 

attggccggc tgattctgaa ggaagaaatg aaggcccggt cgagctccta tgcagatccc 
360 

tggcgcgc 
368 

<210> 3258 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 3258 



Xaa 


Pro 


Gly 


Tyr 


lie Asp Ser 


Pro 


Thr 


Tyr 


Ser 


Arg 


Gin 


Gly 


Met 


Ser 


1 








5 






10 










15 




Pro 


Thr 


Phe 


Ser 


Arg Ser Pro 


His 


His 


Tyr 


Tyr 


Arg 


Ser 


Gly 


Asp 


Leu 








20 






25 










30 






Ser 


Thr 


Ala 


Thr 


Lys Ser Glu 


Thr 


Ser 


Glu 


Asp 


He 


Ser 


Gin 


Thr 


Ser 






35 






40 










45 








Lys 


Tyr 


Ser 


Pro 


lie Tyr Ser 


Pro 


Asp 


Pro 


Xyr 


Tyr 


Ala 


Ser 


Glu 


Ser 




50 






55 










60 










Glu 


Tyr 


Trp 


Thr 


Tyr His Gly 


Ser 


Pro 


Lys 


Val 


Pro 


Arg 


Ala 


Arg 


Arg 


65 








70 








75 










80 


Phe 


Ser 


Ser 


Gly 


Gly Glu Glu 


Asp 


Asp 


Phe 


Asp 


Arg 


Ser 


Met 


His 


Lys 










85 






90 










95 




Leu 


Gin 


Ser 


Gly 


lie Gly Arg 


Leu 


He 


Leu 


Lys 


Glu 


Glu 


Met 


Lys 


Ala 








100 






105 










110 






Arg 


Ser 


Ser 


Ser 


Tyr Ala Asp 


Pro 


Trp 


Arg 















115 120 



<210> 3259 

<211> 747 

<212> DNA 

<213> Homo sapiens 

<400> 3259 

acgcgtgaag ggcgcaccct ctgctgcagc actggccacc ccggacacgc tgcagggcca 
60 
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gtgctcagcc ttcgtacagc tctgggccgg cctgcagccc atcttgtgtg gcaacaaccg 
120 

caccattgaa cccggagcgc tgcggcgggg caacatgagc tccctgggct ttacgagcaa 
180 

ggagcagcgg aacctgggcc ttctcgtgca cctcatgacc agcaacccca aaatcctgta 
240 

cgcgcctgcg ggctctgagg tcgaccgcgt catcctcaag gccaacgaga cttttgcttt 
300 

tgtgggcaac gtgactcact atgcccaggt ctggctcaac atctcggcgg agatccgcag 
360 

cttcctggag cagggcaggc tgcagcaaca cctgcgctgg ctgcagcagt atgtagcaga 
420 

gctgcggctg caccccgagg cactgaacct gtcactggat gagctgccgc cggccctgag 
480 

acaggacaac ttctcgctgc ccagtggcat ggccctcctg cagcagctgg ataccattga 
540 

caacgcggcc tgcggctgga tccagttcat gtccaaggtg agcgtggaca tcttcaaggg 
600 

cttccccgac gaggagagca ttgtcaacta caccctcaac caggcctacc aggacaacgt 
660 

cactgttttt gccagtgtga tcttccagac ccggaaggac ggctcgtccc gcctcacgtg 
720 

cactacaaga tccgccagaa ctccagc 
747 

<210> 3260 
<211> 197 
<212> PRT 
<213> Homo sapiens 

<400> 3260 

Met Ser Ser Leu Gly Phe 

1 5 
Leu Val His Leu Met Thr 
20 

Gly Ser Glu Val Asp Arg 
35 

Phe Val Gly Asn Val Thr 
50 

Ala Glu lie Arg Ser Phe 
65 70 
Arg Trp Leu Gin Gin Tyr 
85 

Leu Asn Leu Ser Leu Asp 
100 

Phe Ser Leu Pro Ser Gly 
115 

Asp Asn Ala Ala Cys Gly 
130 

Asp lie Phe Lys Gly Phe 
145 150 
Leu Asn Gin Ala Tyr Gin 
165 

Phe Gin Thr Arg Lys Asp 



Thr Ser Lys Glu Gin Arg Asn Leu Gly Leu 

10 15 
Ser Asn Pro Lys He Leu Tyr Ala Pro Ala 

25 30 
Val He Leu Lys Ala Asn Glu Thr Phe Ala 

40 45 
His Tyr Ala Gin Val Trp Leu Asn lie Ser 
55 60 

Leu Glu Gin Gly Arg Leu Gin Gin His Leu 

75 80 
Val Ala Glu Leu Arg Leu His Pro Glu Ala 

90 95 
Glu Leu Pro Pro Ala Leu Arg Gin Asp Asn 

105 110 
Met Ala Leu Leu Gin Gin Leu Asp Thr He 

120 125 
Trp He Gin Phe Met Ser Lys Val Ser Val 
135 140 

Pro Asp Glu Glu Ser He Val Asn Tyr Thr 
155 160 
Asp Asn Val Thr Val Phe Ala Ser Val He 

170 175 
Gly Ser Ser Arg Leu Thr Cys Thr Thr Arg 
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180 

Ser Ala Arg Thr Pro 
195 

<210> 3261 

<211> 1323 

<212> DNA 

<213> Homo sapiens 

<400> 3261 

nnacgcgtac agccaccttc 
60 

gcacctcatt gctttcctca 
120 

tgctgtgcca attgtgtttt 
180 

tgatgatttc ctttgttccg 
240 

gcccgctgct tgccgcctcc 
300 

gaggtgtggc tcaggaccga 
360 

gagtttgata aattccttga 
420 

tcgcccccca tggaggctcc 
480 

cggtcagagg atgccctctt 
540 

gggtccccgc ttgcaccccg 
600 

cacggcctgc acacctgtgt 
660 

ctagtcagga ccagcttcag 
720 

gactctctcc cctcccacca 
780 

agagtggccc agccccaggc 
840 

cccgcccatg gagaaagagc 
900 

tgaccttctc aggcattctg 
960 

tctctggaag agcagggtgt 
1020 

ccttgtgaca tttggcttac 
1080 

tctctcacct tcttgaccct 
1140 

gctggctcag cagccgagcc 
1200 

ggccaaggac aattgggagg 
1260 

ctgagacgac actaccaata 
1320 



185 



cttaccgccg gccctgccgg 
cctgccatct cacacgtggc 
tttgctctgt gtacattttg 
gtgttctgtc tcccctcgct 
atagatcccc gttgcgcagc 
cctgaagggt gatgatctgg 
agaaagagcc aaagctgctg 
tgccccagcc tcaaaccctt 
cgccctgtga gcagctctgt 
tggacaccgg gcactggcca 
ttccatggaa atgccaccgt 
ccacttcttt tctctgagtg 
tgggcccctc tgcccatgtt 
agtgcttcct gagcagacca 
acgcccggcc ccgccctgtg 
ccctcctggg cccctctctc 
gctgcactca tgggcctggt 
cagcatttga gaaggctctg 
ctctccatca ttcagctgcc 
tggcaccgag ggtccctgca 
gcagcaggca gcccgcagat 
aaccaaactg ccacgcacaa 



190 



gagcctgctt cttatcattt 
tgccctgtgt tgcccctgtg 
gttttatttg gggttgctgt 
ggctgtgtgg gggctgcctg 
catctgtcat ggacgacatt 
aggagggtgt cacaagtgaa 
aaatggttcc cgacctcccc 
ctggccggaa gaagccagag 
ggtttgcctc cccagatggc 
ctcctacatc cccagctcca 
gtctgctccc aggcctccca 
gtgggacaac tgcagccaga 
tcctcccagg aagagcgggc 
cccggactgt ctttcctcca 
ctcacctctg cctggctcag 
cctgaagggg ctttgtggca 
ctcactcctt ggacttgtca 
ctgggtctcc atggtggggg 
agcccaggct tcacacccaa 
ggctccctgg gcagggagag 
ggtggccatg tggcacgctg 
aaaaaaaaaa aaaaaaaaaa 
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aaa 
1323 



<210> 3262 

<211> 81 

<212> PRT 

<213> Homo sapiens 



<400> 3262 
He Pro Val Ala 
1 

Arg Thr Asp Leu 
20 

Glu Phe Asp Lys 
35 

Pro Asp Leu Pro 
50 

Pro Ser Gly Arg 

65 

Leu 



Gin Pro Ser Val 
5 

Lys Gly Asp Asp 

Phe Leu Glu Glu 
40 

Ser Pro Pro Met 

m 55 

Lys Lys Pro Glu 
70 



Met Asp Asp He 
10 

Leu Glu Glu Gly 
25 

Arg Ala Lys Ala 

Glu Ala Pro Ala 
60 

Arg Ser Glu Asp 
75 



Glu Val Trp Leu 
15 

Val Thr Ser Glu 
30 

Ala Glu Met Val 
45 

Pro Ala Ser Asn 

Ala Leu Phe Ala 
80 



<210> 3263 

<211> 1128 

<212> DNA 

<213> Homo sapiens 



<400> 3263 

agccgctacc gccgcagcag cggggacgag 
60 

cggggacgca agggccgggg ccggggtccc 
120 

gagctggaga gagaggccaa gaaatcagcg 
180 

gccaggaaac ctggccagaa ggagaagaga 
240 

cccgtgaagg tggagcggac ccggaagcgg 
300 

gagaagaaga aagagccctc cgtggaggag 
360 

tttgccctaa aggtcgacag cccggacgtg 
420 

ggaaccctgc aggtgacctc tcagatcctc 
480 

aagaagattc gccgttacaa agcgaacaag 
540 

acccggctca agtcgcgggt cctcggccca 
600 

gctgggatgg agaaggagaa ggccgaggag 
660 

gaggcccccc aggagaaggc ggaggacaag 
720 

ggcgaggcca catcacagaa gggggagagc 
780 



ctcagggagg acgatgagcc cgtcaagaag 
ccgtcctcct ctgactccga gcccgaggcc 
aagaagccgc agtcctcaag cacagagccc 
gtgcggcccg aggagaagca acaagccaag 
tccgagggct tctcgatgga caggaaggta 
aagctgcaga agctgcacag tgagatcaag 
aaggggtgcc tgaatgccct agaggagctg 
cagaagaaca cagacgtggt ggccaccttg 
gacgtaatgg agaaggcagc agaagtctat 
aagatcgagg cggtgcagaa agtgaacaag 
aagctggccg gggaggagct ggccggggag 
cccagcaccg atctctcagc cccagtgaat 
gcagaggaca aggagcacga ggagggtcgg 



2461 



WO 00/58473 



PCT/USOO/08621 



gactcggagg aggggccaag gtgtggctcc tctgaagacc tgcacgacag cgtacgggag 
840 

ggtcccgacc tggacaggcc tgggagcgac cggcaggagc gcgagagggc acggggggac 
900 

tcggaggccc tggacgagga gagctgagcc gcgggcagcc aggcccagcc cccgcccgag 
960 

ctcaggctgc ccctctcctt ccccggctcg caggagagca gagcagagaa ctgtggggaa 
1020 

cgctgtgctg tttgtatttg ttcccttggg tttttttttc ctgcctaatt tctgtgattt 
1080 

ccaaccaaca tgaaatgact ataaatggtt tttttaatga aaaaaaaa 
1128 



<210> 3264 

<211> 308 

<212> PRT 

<213> Homo sapiens 



<400> 3264 

Ser Arg Tyr Arg Arg Ser Ser Gly Asp Glu Leu Arg Glu Asp Asp Glu 

1 5 10 15 

Pro Val Lys Lys Arg Gly Arg Lys Gly Arg Gly Arg Gly Pro Pro Ser 

20 25 30 

Ser Ser Asp Ser Glu Pro Glu Ala Glu Leu Glu Arg Glu Ala Lys Lys 

35 40 45 

Ser Ala Lys Lys Pro Gin Ser Ser Ser Thr Glu Pro Ala Arg Lys Pro 

50 55 60 

Gly Gin Lys Glu Lys Arg Val Arg Pro Glu Glu Lys Gin Gin Ala Lys 
65 70 75 80 

Pro Val Lys Val Glu Arg Thr Arg Lys Arg Ser Glu Gly Phe Ser Met 

85 90 95 

Asp Arg Lys Val Glu Lys Lys Lys Glu Pro Ser Val Glu Glu Lys Leu 

100 105 110 

Gin Lys Leu His Ser Glu lie Lys Phe Ala Leu Lys Val Asp Ser Pro 

115 120 125 

Asp Val Lys Gly Cys Leu Asn Ala Leu Glu Glu Leu Gly Thr Leu Gin 

130 135 140 

Val Thr Ser Gin He Leu Gin Lys Asn Thr Asp Val Val Ala Thr Leu 
145 150 155 160 

Lys Lys He Arg Arg Tyr Lys Ala Asn Lys Asp Val Met Glu Lys Ala 

165 170 175 

Ala Glu Val Tyr Thr Arg Leu Lys Ser Arg Val Leu Gly Pro Lys He 

180 185 190 

Glu Ala Val Gin Lys Val Asn Lys Ala Gly Met Glu Lys Glu Lys Ala 

195 200 205 

Glu Glu Lys Leu Ala Gly Glu Glu Leu Ala Gly Glu Glu Ala Pro Gin 

210 215 220 

Glu Lys Ala Glu Asp Lys Pro Ser Thr Asp Leu Ser Ala Pro Val Asn 
225 230 235 240 

Gly Glu Ala Thr Ser Gin Lys Gly Glu Ser Ala Glu Asp Lys Glu His 

245 250 255 

Glu Glu Gly Arg Asp Ser Glu Glu Gly Pro Arg Cys Gly Ser Ser Glu 

260 265 270 

Asp Leu His Asp Ser Val Arg Glu Gly Pro Asp Leu Asp Arg Pro Gly 
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275 280 285 

Ser Asp Arg Gin Glu Arg Glu Arg Ala Arg Gly Asp Ser Glu Ala Leu 

290 295 300 

Asp Glu Glu Ser 
305 

<210> 3265 
<211> 524 
<212> DNA 

<213> Homo sapiens 

tcatgacagt gtggtcctct gaagatttgt tcagactccc tggaactgtt ctttgtggtc 
60 

ctttttcgtg gttttcaaaa tgtttccatt gagggcgtat tacttttata atcaacaaaa 
120 

gagaaagtat aacttcattt tagaaattct cacctaaggc atttgaaaaa taatccaaaa 
180 

ggtacattat tgttgatttt tcttccttct agaaaggatc ttgttcgagt agaagccaca 
240 

gtcattgaaa agacagaatc atggccaaga atcattatga gattcaggaa aaggaaaaac 

ttcaagaaga aaagaagtaa gttagagaaa gtaccgctgg gccctgttgc acggtgctgg 
360 

ttgcccaggc gcatgcggac ggagggtgtg gggcacgtgg gtctcgggac aggaagccca 
420 

ggcaggtctc aacctggctg ccactgccca cttgccaccc tcatcctaga gggagcaccc 
480 

agagggtcca gcctcgctcc ccttctcctc cacgctccac gcgt 
524 

<210> 3266 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 3266 

Met Arg Phe Arg Lys Arg Lys Asn Phe Lys Lys Lys Arg Ser Lys Leu 

1 5 10 15 

Glu Lys Val Pro Leu Gly Pro Val Ala Arg Cys Trp Leu Pro Arg Arg 

25 30 



20 



Met Arg Thr Glu Gly Val Gly His Val Gly Leu Gly Thr Gly Ser Pro 

35 40 45 

Gly Arg Ser Gin Pro Gly Cys His Cys Pro Leu Ala Thr Leu lie Leu 

50 55 60 

Glu Gly Ala Pro Arg Gly Ser Ser Leu Ala Pro Leu Leu Leu His Ala 
65 70 75 80 

Pro Arg 



<210> 3267 

<211> 393 

<212> DNA 

<213> Homo sapiens 
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<400> 3267 

gtcgaatatg catgcagagt acagggttta gaacatgaca tggaagagat caatgctcga 
60 

tggaatacat tgaataaaaa ggtcgcacaa agaattgcac agctacagga agctttgttg 
120 

cattgtggga agtttcaaga tgccttggag ccattgctca gctggttggc agataccgag 
180 

gagctcatag ccaatcagaa acctccatct gctgagtata aagtggtgaa agcacagatc 
240 

caagaacaga agttgctcca gcggctccta gatgatcgaa aggccacagt agacatgctt 
300 

caagcagaag gaggcagaat agcccagtca gcagagctgg ctgatagaga gaaaatcact 
360 

ggacagctgg agagtcttga aagtagatgg act 
393 

<210> 3268 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 3268 



Val 


Glu 


Tyr 


Ala 


Cys 


Arg 


Val Gin 


Gly 


Leu 


Glu His 


Asp 


Met 


Glu 


Glu 


1 








5 








10 








15 




He 


Asn 


Ala 


Arg 


Trp 


Asn 


Thr Leu 


Asn 


Lys 


Lys Val 


Ala 


Gin 


Arg 


He 








20 








25 








30 






Ala 


Gin 


Leu 


Gin 


Glu 


Ala 


Leu Leu 


His 


Cys 


Gly Lys 


Phe 


Gin 


Asp 


Ala 






35 








40 








45 








Leu 


Glu 


Pro 


Leu 


Leu 


Ser 


Trp Leu 


Ala 


Asp 


Thr Glu 


Glu 


Leu 


He 


Ala 




50 










55 






60 










Asn 


Gin 


Lys 


Pro 


Pro 


Ser 


Ala Glu 


Tyr 


Lys 


Val Val 


Lys 


Ala 


Gin 


He 


65 










70 








75 








80 


Gin 


Glu 


Gin 


Lys 


Leu 


Leu 


Gin Arg 


Leu 


Leu 


Asp Asp 


Arg 


Lys 


Ala 


Thr 










85 








90 








95 




Val 


Asp 


Met 


Leu 


Gin 


Ala 


Glu Gly 


Gly 


Arg 


He Ala 


Gin 


Ser 


Ala 


Glu 








100 








105 








110 






Leu 


Ala 


Asp 


Arg 


Glu 


Lys 


He Thr 


Gly 


Gin 


Leu Glu 


Ser 


Leu 


Glu 


Ser 






115 








120 








125 









Arg Trp Thr 
130 



<210> 3269 
<211> 1423 
<212> DNA 

<213> Homo sapiens 
<400> 3269 

ctgtatcaaa aataatagta actttttgaa tatacacaat ttatctagaa tctattttcc 
60 

tttgaagctg taactttatg agcgattatt tactaccttt gagaaatgtg ttttagtata 
120 

aaatatagga tgtggaagcg aaaaaatatc tgggtagcaa gtgaggtgta ctcaaaaata 
180 
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agcaaaagtc acgtgggtct 
240 

tgttactgca agtgtgtgtg 
300 

tagactttga ggtggaccct 
360 

tgctcagact gaacaagtgg 
420 

atttgaagac aagaaggttg 
480 

gaaaatgatt gaaaacgaaa 
540 

acctatcatg accagaaagt 
600 

gaggaggaaa cctgctccag 
660 

ggatctgaga acattaaata 
720 

tgagcacttg cctgcaacac 
780 

agatggcaaa ctgtattatg 
840 

gtcaaaggac aaccagaaac 
900 

ggtgaggaag acaagtgaca 
960 

gctcttcgtg atccgccggc 
1020 

ctttttctgg agtgggtttt 
1080 

taacttactg ggaatagcta 
1140 

gggcactttt gtggccggat 
1200 

agacatcagt caccatgaga 
1260 

tccttttatt tctttatttt 
1320 

gggacagcta tttttattga 
1380 

gatacactct ccagtgcatt 
1423 



gattttatac cctcgctgga 
agggggaaac tctcacacac 
ggctcccagg gctgtgtact 
aacgaaatta cattaaagaa 
agctgaaaga gaacctgatt 
tgctgacaat ggaactgaat 
tgcggaggcg accaaatgat 
cccagctaaa ctatttgtta 
agcttaagtc acccaagaga 
ccgcggaatc tccagcacag 
acaaaagatg gtaccacaag 
tgagctgcgt gatcagttct 
gcaccaagat gaggatctac 
gctcagctgc ttgactttct 
atttttgttt tgtttcgttt 
ctcagccttg gaaatggaga 
gcttccaact ttgtcagtct 
ctgttttact ttcaggcgta 
ttgcttatac ttgtttttga 
ttatctttaa gtctctctac 
ttcatgtttt gaatcggatt 



aagcttgttc tcagacacac 
tttgcagttg aggacagggc 
cccagcccgt gtttctcttt 
aagaaggcag cagtgaaaga 
gctgagctag aagaaaagaa 
ggagattcta tggaggtgaa 
cccgtcccca tcccagacaa 
acagatgaac agatcatgga 
ccagcatctc catcctctcc 
agatttgagg cgcggataga 
agccaggcca tctatctgga 
gtaggagcca atgagatctg 
ctgggtcagc ttcagcgcgg 
acagtgctct tctcttgacc 
tctccttaat agaaaaatgt 
gcactgcagt gaattcttta 
tttctgcctc aacttcttcc 
ttggggggtt tgatttactt 
aaacctcctc tgagtttgaa 
catggagaag agcaggaagg 
agt 



<210> 3270 
<211> 169 
<212> PRT 

<213> Homo sapiens 



<400> 3270 

Met lie Glu Asn Glu Met Leu Thr 

1 5 
Glu Val Lys Pro lie Met Thr Arg 
20 

Pro Val Pro He Pro Asp Lys Arg 



Met Glu Leu Asn Gly Asp Ser Met 

10 15 
Lys Leu Arg Arg Arg Pro Asn Asp 
25 30 
Arg Lys Pro Ala Pro Ala Gin Leu 
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35 

Asn Tyr Leu Leu Thr 
50 

Asn Lys Leu Lys Ser 
65 

His Leu Pro Ala Thr 
85 

Arg lie Glu Asp Gly 
100 

Ser Gin Ala lie Tyr 
115 

Val He Ser Ser Val 
130 

Asp Ser Thr Lys Met 
145 

Phe Val He Arg Arg 
165 



40 

Asp Glu Gin He Met Glu 
55 

Pro Lys Arg Pro Ala Ser 
70 75 
Pro Ala Glu Ser Pro Ala 
90 

Lys Leu Tyr Tyr Asp Lys 
105 

Leu Glu Ser Lys Asp Asn 
120 

Gly Ala Asn Glu He Trp 
135 

Arg He Tyr Leu Gly Gin 
150 155 
Arg Ser Ala Ala 



45 

Asp Leu Arg Thr Leu 
60 

Pro Ser Ser Pro Glu 
80 

Gin Arg Phe Glu Ala 
95 

Arg Trp Tyr His Lys 
110 

Gin Lys Leu Ser Cys 
125 

Val Arg Lys Thr Ser 
140 

Leu Gin Arg Gly Leu 
160 



<210> 3271 

<211> 464 

<212> DNA 

<213> Homo sapiens 



<400> 3271 

tcatgagcag ggcccaattc 
60 

gaaggcactg gggatacagc 
120 

ggcagtctgt ggctctggcc 
180 

atgagaaggg ccccggcagc 
240 

gtgggcaggt gtgtactggg 
300 

gccttcatag tccattcaga 
360 

ggctgggcgc ggcgcagcag 
420 

atggcactgc catccctctg 
464 



tggcttctct gtggtcgcca 
cgagcacaag atggacagag 
cctccagttc cttgtcacca 
aagagatcca atgatggtgg 
cagctcctta ttcttttcag 
gttgatggta atggctactt 
catggaacca ttggggaagc 
aggccgttgt atccccaggg 



tccatgtgct gggcgtcact 
atccctggcc cctcggagca 
ggagataggc aatgcagctg 
ccgccaggat cccagcgttg 
ctacctggac ctcagtcttg 
ggtaggtgcc actgtctgta 
ccacgatgtc tcgctgtccc 
atgt 



<210> 3272 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 3272 

Met Gly Gin Arg Asp He Val Gly Phe Pro Asn Gly Ser Met Leu Leu 

15 10 15 

Arg Arg Ala Gin Pro Thr Asp Ser Gly Thr Tyr Gin Val Ala He Thr 

20 25 30 

He Asn Ser Glu Trp Thr Met Lys Ala Lys Thr Glu Val Gin Val Ala 

35 40 45 

Glu Lys Asn Lys Glu Leu Pro Ser Thr His Leu Pro Thr Asn Ala Gly 
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50 

He Leu Ala Ala 
65 

He Ser Cys He 

Ser His Arg Leu 
100 

Cys Ser Ala Val 
115 

Ala Thr Thr Glu 
130 



55 

Thr He He Gly 
70 

Ala Tyr Leu Leu 
85 

Pro Ala Pro Arg 

Ser Pro Val Pro 
120 

Lys Pro Glu Leu 
135 



60 

Ser Leu Ala Ala 

75 

Val Thr Arg Asn 
90 

Gly Gin Gly Ser 
105 

Ser Val Thr Pro 

Gly Pro Ala His 
140 



Gly Ala Leu Leu 
80 

Trp Arg Gly Gin 
95 

Leu Ser He Leu 
110 

Ser Thr Trp Met 
125 



<210> 3273 
<211> 387 
<212> DNA 

<213> Homo sapiens 
<400> 3273 

ngcgcgccag ggatggaaaa 
60 

gttgtctata aagggcgacg 
120 

aagtgcagaa ggcctgaaat 
180 

aatattgtaa cttttcatga 
240 

ctccgcacag gtggttcctt 
300 

gttgtgagag aatttggaat 
360 

attctctttg tgacatttct 
387 



ctttattctg tatgaggaga 
gaagggaaca atcaattttg 
aaccaactgg gtccgtctca 
atggtatgaa acaagcaacc 
aaaaacagtt attgctcaag 
tgacctgatt agtggattac 
cctagga 



tcggaagagg aagcaagact 
tagccattct ttgtactgat 
cccgtgaaat aaaacacaag 
acctctggct agtggtggaa 
atgaaaacct cccagaagat 
atcatcttca taaacttggc 



<210> 3274 

<211> 129 

<212> PRT 

<213> Homo sapiens 



<400> 3274 

Xaa Ala Pro Gly Met Glu Asn Phe He Leu Tyr Glu Glu He Gly Arg 

15 10 15 

Gly Ser Lys Thr Val Val Tyr Lys Gly Arg Arg Lys Gly Thr He Asn 

20 25 30 

Phe Val Ala He Leu Cys Thr Asp Lys Cys Arg Arg Pro Glu lie Thr 

35 40 45 

Asn Trp Val Arg Leu Thr Arg Glu He Lys His Lys Asn He Val Thr 

50 55 60 

Phe His Glu Trp Tyr Glu Thr Ser Asn His Leu Trp Leu Val Val Glu 
65 70 75 80 

Leu Arg Thr Gly Gly Ser Leu Lys Thr Val He Ala Gin Asp Glu Asn 

85 90 95 

Leu Pro Glu Asp Val Val Arg Glu Phe Gly lie. Asp Leu He Ser Gly 

100 105 HO 

Leu His His Leu His Lys Leu Gly He Leu Phe Val Thr Phe Leu Leu 
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115 120 125 

Gly 



<210> 3275 

<211> 1266 

<212> DNA 

<213> Homo sapiens 

<400> 3275 

ttttttttaa tcagttaaga ttcttgttga cacaaattgt tttacatcaa ctgttgttat 
60 

agaacacatg aaaggaatac atggggaaga aataaagtag aacccaagag ttcttttaag 
120 

ttttctttta tagagacatg aataacagat acactgaagt ataaacaaaa attggcctga 
180 

agcgtccggt ggccggctta gttaggagct atggctaaac atcatcctga tttgatcttt 
240 

tgccgcaagc aggctggtgt tgccatcgga agactgtgtg aaaaatgtga tggcaagtgt 
300 

gtgatttgtg actcctatgt gcgtccctgc actctggtgc gcatatgtga tgagtgtaac 
360 

tatggatctt accaggggcg ctgtgtgatc tgtggaggac ctggggtctc tgatgcctat 
420 

tattgtaagg agtgcaccat ccaggagaag gacagagatg gctgcccaaa gattgtcaat 
480 

ctggggagct ctaagacaga cctcttctat gaacgcaaaa aatacggctt caagaagagg 
540 

tgattggtgg gtggcccctt cctcccccca acatcagtct gctgcagctg ccagaaaaca 
600 

tgcctactac taccagcaga aagggagcag agcccagagc atcaccagga gtgcctgcta 
660 

gtgtactggc agcttgccac cccctcctct cccttcaccc agacacgtgg tagggatgga 
720 

aaaggattct tcacagagca ctctggcaca ccatatcgga gaaaaattga tagattagtt 
780 

aatggttttt cttgaattcg agaagcatag atctgttctc catattggta tgttctccct 
840 

caaccaagat cttctaaaaa gaaataatat tttagtcttc tgcttgagga actgactgtg 
900 

aagcgacgcc cagtgaaaaa catgatcttg cagcagctct ggtggcagct gtccttgagg 
960 

aacctttggt gtgtggtggg aagctatcag aacaagaaat gtaggcattt cccgtttttt 
1020 

ttgggggggg ggtggggggg cagggctctg ccctcttgaa aggcatttac ttgtttaaca 
1080 

cttgtccagc tacagtgggg tacagtagct ggctattcac aggcatcatc atagcccact 
1140 

agtctcatat tattttcctt ttgagaaatt ggaaactctt tctgttgcta ttatattaat 
1200 

aaagttggtg tttattttct ggtaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1260 

aaaaaa 

1266 
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<210> 3276 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 3276 



Met 


Ala 


Lys 


His 


His Pro Asp 


Leu 


lie Phe Cys 


Arg Lys Gin 


Ala Gly 


i 








5 




10 




15 


Val 


Ala 


lie 


Gly 


Arg Leu Cys 


Glu 


Lys Cys Asp 


Gly Lys Cys 


Val He 








20 






25 


30 




Cys 


Asp 


Ser 


Tyr 


Val Arg Pro 


Cys 


Thr Leu Val 


Arg lie Cys 


Asp Glu 






35 






40 




45 




Cys 


Asn 


Tyr 


Gly 


Ser Tyr Gin Gly Arg Cys Val 


lie Cys Gly Gly Pro 




50 






55 






60 




Gly Val 


Ser 


Asp 


Ala Tyr Tyr 


Cys 


Lys Glu Cys 


Thr He Gin 


Glu Lys 


65 








70 




75 




80 


Asp 


Arg 


Asp 


Gly 


Cys Pro Lys 


lie 


Val Asn Leu 


Gly Ser Ser 


Lys Thr 










85 




90 




95 


Asp 


Leu 


Phe 


Tyr 


Glu Arg Lys 


Lys 


Tyr Gly Phe 


Lys Lys Arg 










100 






105 


110 





<210> 3277 

<211> 1435 

<212> DNA 

<213> Homo sapiens 

<400> 3277 

ncctccgtct ccgagaacaa caacaacagc aacaagaaaa caacaataaa aaaaataagg 
60 

ctgcgtggga ggcagaaaga gctaatgcgg ccacgcttgt ccctcggcca ccgtcccacc 
120 

cagacttccg tctccttaaa atgttcatgc gtaagtgcgt ggcagaagcg gctcaagcgc 
180 

actcgtgcgt cattgctgtc agggccgagg gagcggtgca aggccgccgc gtgacgtcag 
240 

gacgccgcgg tcaggacgtc gaagccaaag aagaccagag ccagccgggt ggcacagcgg 
300 

tgtcgtggcc gtgttgctga tcgcctgggt ggttgttggc gtgtccctgc agcgaaggat 
360 

cctggttggc agtgaaaaag cagtctggct cccgaggtcc accccttata ccccaaggtc 
420 

cagatggcgg ccaacgtggg tgatcaacgt agcacagatt ggtcttctca gtacagcatg 
480 

gtggctgggg caggccgaga gaatggcatg gagacgccga tgcacgagaa cccggagtgg 
540 

gagaaggccc gtcaggccct ggccagcatc agcaagtcag gagctgccgg cggctctgcc 
600 

aagtccagca gcaatgggcc tgtggccagt gcaagtacgt gtcccaggca gaagcctcag 
660 

ctttgcagca gcagcagtac taccagtggt accagcagta caactatgcc tacccctaca 
720 

gctactacta tcccatgagc atgtaccaga gctatggctc cccttcccag tatgggatgg 
780 
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ccggctccta tggctagcca caccccagca gccatccgca ccccaacacc aagggactct 
840 

gaaccagccc ccagtccccg gcatggatga gagcatgtcc taccaggctc cccctcagca 
900 

gctgccgtcg gctcagcccc ctcagccctc aaatccccca catggggctc acacgctgaa 
960 

cagtggccct cagcctggga cagctccagc cacacagcan ncagccaggc ggggcccgcc 
1020 

acgggccagg cctatgggcc acacacctac accgaacctg ccaagcccaa gaagggccaa 
1080 

cagctgtgga accgcatgaa acccgcccct gggactggag gttcaagttc aacatccaga 
1140 

agcgaccctt tgctgttacc acccagagct ttggctccaa cgcagagggc cagcacagtg 
1200 

gttttggccc ccagcccaac cctgagaaag ttcagaacca cagcgggtcc tctgcccggg 
1260 

ggaacctgtc tgggaagccc g^.tgactggc cccaggacat gaaagagtat gtggagcgct 
1320 

gcttcaccgc ccgtgagtcg gaggaggaca aggaccgcac ggaaaagctg ctcaaggagg 
1380 

tgctgcaggc gcggctgcag gacggctcgg cctataccat tgactggagc cggga 
1435 

<210> 3278 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 3278 



Met 


Ala 


Ala 


Asn 


Val 


Gly 


Asp 


Gin 


Arg 


Ser 


Thr 


Asp 


Trp 


Ser 


Ser 


Gin 


1 








5 










10 










15 




Tyr 


Ser 


Met 


Val 


Ala 


Gly 


Ala 


Gly 


Arg 


Glu 


Asn 


Gly Met Glu Thr 


Pro 








20 










25 










30 






Met 


His 


Glu 


Asn 


Pro 


Glu 


Trp 


Glu 


Lys 


Ala 


Arg 


Gin 


Ala 


Leu 


Ala 


Ser 






35 










40 










45 








He 


Ser 


Lys 


Ser 


Gly 


Ala 


Ala 


Gly 


Gly 


Ser 


Ala 


Lys 


Ser 


Ser 


Ser 


Asn 




50 










55 










60 










Gly Pro 


Val 


Ala 


Ser 


Ala 


Ser 


Thr 


Cys 


Pro Arg 


Gin 


Lys 


Pro 


Gin 


Leu 


65 










70 










75 










80 


Cys 


Ser 


Ser 


Ser 


Ser 


Thr 


Thr 


Ser 


Gly 


Thr 


Ser 


Ser 


Thr 


Thr 


Met 


Pro 










85 










90 










95 




Thr 


Pro 


Thr 


Ala 


Thr 


Thr 


He 


Pro 



















100 



<210> 3279 
<211> 1130 
<212> DNA 

<213> Homo sapiens 
<400> 3279 

nngcgcgccc accgcgccgc atccatgttc gacaccacac cccactctgg ccggagcacg 
60 

ccaagcagct ccccatcgct ccggaaacgg ctgcagctcc tgcccccaag ccggccccca 
120 
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cctgagccag 
180 

ggggtgcctg 
240 

aagaagatgc 
300 

ttccggaaac 
360 

gccctgcagc 
420 

ttctacagca 
480 

tgtctgaaga 
540 

agcgagaagc 
600 

cgcctctggc 
660 

gtgcatcagt 
720 

cccttgcagc 
780 

gacatcacct 
840 

cgtggccatg 
900 

gaggacaagg 
960 

ccggtggctg 
1020 

cccttggatc 
1080 

actggggagg 
1130 



aaccaggcac 
ggacccccag 
agagctggta 
tgttcagcaa 
gtgagatcct 
acatcttccg 
aggaaaagac 
atttcttcac 
agaatgcact 
gctacggctc 
tgaacggtct 
cctcgggggc 
tcacgcccaa 
aggagcaggt 
aacccccgag 
tgctgcccag 
aagcggactt 



catggtggag 
cacccagagc 
cagtatgctg 
actccccgaa 
gctccagggc 
ctgggagacc 
ggccaagctg 
ttcctttggg 
gcttgaaaag 
agagctgggc 
ggggaccccc 
agctgaccgc 
cctttcccga 
agacagccag 
cacagagccc 
tgaggagcta 
ggctgccctg 



aagggatcag 
ctaggcagcc 
agccccactt 
gcagaacgcc 
cgcctctacc 
acgatctcca 
atccccaacg 
gcccgtgacc 
acgctgagtc 
ctcaccagtg 
aaggaagtgg 
agccaggagc 
gccagcagcg 
ccagacgcct 
acccagcctg 
ttgacagaca 
cttcccgacc 



atagctcctc 
ggaacttcat 
ataagcagcg 
tcattgtgga 
tctctgagaa 
tccagctgaa 
ccatccagat 
gctgcttcct 
cccgcgagct 
aggatgagga 
gagatgtgat 
caagcccagt 
acgcagacca 
cctccagcca 
acgggcccac 
caagtaactc 
tctccggccg 



agagaagggt 
ccgcaacagc 
taatgaggac 
ttactcctgc 
ctggatctgc 
ggaagtgaca 
ctgcacggag 
cctcatcttc 
ctggcacctg 
ctatgtctcc 
cgccctgagc 
gggttcgcgc 
tggggcagag 

gacagtgacc 
caccctgggc 
ctcttcatcc 



<210> 3280 

<211> 376 

<212> PRT 

<213> Homo sapiens 



<400> 3280 
Xaa Arg Ala His 
1 

Gly Arg Ser Thr 
20 

Leu Leu Pro Pro 
35 

Val Glu Lys Gly 
50 

Thr Pro Ser Thr 
65 

Lys Lys Met Gin 
Arg Asn Glu Asp 



Arg Ala Ala Ser 

5 

Pro Ser Ser Ser 

Ser Arg Pro Pro 
40 

Ser Asp Ser Ser 
55 

Gin Ser Leu Gly 
70 

Ser Trp Tyr Ser 
85 

Phe Arg Lys Leu 



Met Phe Asp Thr 
10 

Pro Ser Leu Arg 
25 

Pro Glu Pro Glu 

Ser Glu Lys Gly 
60 

Ser Arg Asn Phe 
75 

Met Leu Ser Pro 
90 

Phe Ser Lys Leu 



Thr Pro His Ser 
15 

Lys Arg Leu Gin 
30 

Pro Gly Thr Met 
45 

Gly Val Pro Gly 

lie Arg Asn Ser 
80 

Thr Tyr Lys Gin 
95 

Pro Glu Ala Glu 
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100 105 HO 

Arg Leu lie Val Asp Tyr Ser Cys Ala Leu Gin Arg Glu He Leu Leu 

115 120 125 

Gin Gly Arg Leu Tyr Leu Ser Glu Asn Trp He Cys Phe Tyr Ser Asn 

130 135 140 

He Phe Arg Trp Glu Thr Thr He Ser He Gin Leu Lys Glu Val Thr 
145 150 155 160 

Cys Leu Lys Lys Glu Lys Thr Ala Lys Leu He Pro Asn Ala He Gin 

165 170 175 

He Cys Thr Glu Ser Glu Lys His Phe Phe Thr Ser Phe Gly Ala Arg 

180 185 190 

Asp Arg Cys Phe Leu Leu He Phe Arg Leu Trp Gin Asn Ala Leu Leu 

195 200 205 

Glu Lys Thr Leu Ser Pro Arg Glu Leu Trp His Leu Val His Gin Cys 

210 215 220 

Tyr Gly Ser Glu Leu Gly Leu Thr Ser Glu Asp Glu Asp Tyr Val Ser 
225 230 235 240 

Pro Leu Gin Leu Asn Gly Leu Gly Thr Pro Lys Glu Val Gly Asp Val 

245 250 255 

He Ala Leu Ser Asp He Thr Ser Ser Gly Ala Ala Asp Arg Ser Gin 

260 265 270 

Glu Pro Ser Pro Val Gly Ser Arg Arg Gly His Val Thr Pro Asn Leu 

275 280 285 

Ser Arg Ala Ser Ser Asp Ala Asp His Gly Ala Glu Glu Asp Lys Glu 

290 295 300 

Glu Gin Val Asp Ser Gin Pro Asp Ala Ser Ser Ser Gin Thr Val Thr 
305 310 315 320 

Pro Val Ala Glu Pro Pro Ser Thr Glu Pro Thr Gin Pro Asp Gly Pro 

325 330 335 

Thr Thr Leu Gly Pro Leu Asp Leu Leu Pro Ser Glu Glu Leu Leu Thr 

340 345 350 

Asp Thr Ser Asn Ser Ser Ser Ser Thr Gly Glu Glu Ala Asp Leu Ala 

355 360 365 

Ala Leu Leu Pro Asp Leu Ser Gly 
370 375 

<210> 3281 
<211> 842 
<212> DNA 

<213> Homo sapiens 
<400> 3281 

gaattctgcc ttgccgtgtg cctcattggc caaaggaaag caacagagtc tgcagccagg 
60 

gcaggacccg caggaggggc ctggacccgg ggggctcctg gcagcgctgt gcctttctga 
120 

ggcaaggagg tagagccagc ggctgaggac ctgtcagggc cagtcccagc tctgcagctt 
180 

gctgtgtgac ctggcacaca tcctctccct gcctccctca gtctcttccc ctgcaagacg 
240 

gggtcctgac acggatctca tgggattgct ctgaggccca ggcagtccca ggctcaacca 
300 

ctggttcaca aagtgtgttg tttccaggaa gaacagatgg gggcgcctga gggcaaaggg 
360 
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cctgagtgtg ggtcgaggat 
420 

tgtcttgaca gggtgtgaca 
480 

ccacatgatg ttcctttcct 
540 

ccccaggttg cctgggccac 
600 

tcgtgtctgg gacagatact 
660 

ctagctggtc cctgagagag 
720 

actccagagg cccttgtgct 
780 

gctcctccac actgagcctc 

840 

tc 

842 



atgccggctg ctcgctcagg 
cttggcacca cactgttccc 
cttgcaaaag aagttgctgg 
ggtgcctttg tgggcccagc 
ggcgccaggg ccaagtgaag 
ggtggagggt gctgacaggc 
tgcagcaggg aggtcaaggc 
ctgcacgtgc tcacaggtag 



ggctgggttt tcatcttgtg 
tgtcccttca tggatgtggc 
aaggcccact gtccagcagc 
tacaaggagg acttgcaggc 
cccgggattg gtgggcatct 
cttggcgctt tcatctgtca 
cagggcgtct gaccccggcc 
agaagcggcg ggtcaatctg 



<210> 3282 

<211> 146 

<212> PRT 

<213> Homo sapiens 



<400> 3282 

Met Pro Thr Asn Pro Gly Leu His Leu Ala Leu Ala Pro Val Ser Val 

15 10 15 

Pro Asp Thr Ser Leu Gin Val Leu Leu Val Ala Gly Pro Thr Lys Ala 

20 25 30 

Pro Trp Pro Arg Gin Pro Gly Gly Cys Trp Thr Val Gly Leu Pro Ala 

35 40 45 

Thr Ser Phe Ala Arg Gly Lys Glu His His Val Gly His He His Glu 

50 55 60 

Gly Thr Gly Asn Ser Val Val Pro Ser Val Thr Pro Cys Gin Asp Thr 
65 70 75 80 

Gin Asp Glu Asn Pro Ala Pro Glu Arg Ala Ala Gly He Ser Ser Thr 

85 90 95 

His Thr Gin Ala Leu Cys Pro Gin Ala Pro Pro Ser Val Leu Pro Gly 

100 105 110 

Asn Asn Thr Leu Cys Glu Pro Val Val Glu Pro Gly Thr Ala Trp Ala 

115 120 125 

Ser Glu Gin Ser His Glu He Arg Val Arg Thr Pro Ser Cys Arg Gly 

130 135 140 

Arg Asp 
145 



<210> 3283 

<211> 3268 

<212> DNA 

<213> Homo sapiens 



<400> 3283 

nggatcagag cggctgtggt gctccagaaa cattaccgca tgcagagggc ccgccaggcc 
60 
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taccagaggg tccgcagagc tgccgttgtt 
120 

gcggagaacc taccgccagt cctcatggag 
180 

cggggctgga tggcacgcag gcacttccag 
240 

tgtgccttcc ggatgctcaa ggccaggcgg 
300 

tcagcagagc atctgaaacg tctcaacgtg 
360 

cggaagatcg atgagcagaa caaagagttc 
420 

acctcaacat acaccatgga ggtagagcgg 
480 

agcccaggtg aggacaccag cctcaggctg 
540 

ctgcagaggg cccactcgga gcgcaagatc 
600 

gagctgagga agcgagttgc agacctggag 
660 

gaacagctca acaaccaaat cctgtgccag 
720 

aaggaaaatc tcctcatgaa gaaagaactg 
780 

gtgaaggaat attcacagtt ggagcagaga 
840 

ataaagcaaa ctccaggtca taggcggaac 
900 

tccaattacc cctccatctc cacatctgag 
960 

gtggaggaaa ttggcctgga gaaggcagcc 
1020 

aagagagtac gggagctgga gcaggagagg 
1080 

gaacagcagg acagcaagaa agtccaggcg 
1140 

ccgaatgcag atctggccta caatagtctg 
1200 

aagctgaaga atgacctgaa tgagctgagg 
1260 

aactccagcc acggctcccc agatagctac 
1320 

cacgaggagc tcgaggtgcg caaggaggag 
1380 

gccgaccagc ggcgactcgc cggcaggaac 
1440 

tggcctaaca gtgaaaggca tgttgaccag 
1500 

tgccagacaa acaggctgct ggaggctcag 
1560 

gaggtggagc atctcaaggc tcagctcgag 
1620 

cagaccttct gccagacgct actgctctcc 
1680 



atccaggcct tcacccggng ccatgtttgt 
cacaaggcca ccaccatcca gaagcacgtg 
cggctgcggg atgcagccat tgtcatccag 
gagctgaagg ccctcaggat tgaggcccgc 
ggcatggaga acaaggtggt ccagctgcag 
aagacacttt cagagcagtt gtccgtgacc 
ctgaagaagg agctggtgca ctaccagcag 
caggaggagg tggagagcct gcgcacagag 
ttggaggacg cccacagcag ggagaaagat 
caagaaaatg ctctcttgaa agatgagaaa 
tctaaagatg aatttgccca gaactctgtg 
gaggaggagc gatcccggta ccagaacctt 
tacgacaacc. ttcgggatga aatgaccatc 
ccatcaaacc aaagtagctt agaatctgac 
atcggagaca ctgaggatgc cctccagcag 
atggacatga cggtcttcct gaagctgcag 
aaaaagctgc aagtgcagct ggagaagaga 
gaaccaccac agactgacat agatttggac 
aagaggcaag agctggagtc agagaacaaa 
aaagccgtgg ccgaccaagc cacgcagaat 
agcctcctgc tgaaccagct caagctggcc 
gtgctcatcc tcaggaccca gatcgtgagc 
gcggagccga acattaatgc cagatcaagt 
gaggatgcca ttgaggccta tcacggggtc 
ctgcaggccc agagcctgga gcatgaggag 
gccctgaagg aggagatgga caaacagcag 
ccagaggccc aggtggaatt cggcgttcag 
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caggaaatat cccggctgac 
1740 

gaaaagaatg agaggaagct 
1800 

ctagaagctg cccaggcatt 
1860 

gtcacggtcc agcggaaaga 
1920 

gaggccctcc tcatccggaa 
1980 

gtgccctgtc tccccgccta 
2040 

gacgatctca aggtgcactc 
2100 

aaaaagcaca atgatgactt 
2160 

cttcactgtc tgaagcagta 
2220 

cagaatgaac actgtcttaa 
2280 

ctttccattc agatctacca 
2340 

atagtttctg ccatgttgga 
2400 

ggctaccgga agcgctcctc 
2460 

atcatccgcc agatgaatgc 
2520 

atcatcctgc aggtattcaa 
2580 

ctgctcttgc ggaaggacgt 
2640 

agtcagcttg aggagtggct 
2700 

atggaacctc tgatccaagc 
2760 

gcagaggcta tctgctccct 
2820 

aacctttata ctcccctgaa 
2880 

atccaggcac aactacaaga 
2940 

atgtttcctg ttttgtttcc 
3000 

ccagcgtgtc tcaatctgga 
3060 

gtttgattcc caatgtgagc 
3120 

ttaaatctgg taaaagtaga 
3180 

tacagaatta gacacaacta 
3240 

ttgaaatatg aaaaaaaaaa 
3268 



caacgagaat ctggacctta 
caaaaagcaa ctgaagattt 
ggcccagagt gagaggaagc 
gaaggatttc cagggcatgc 
cctggtgaca gacttgaagc 
catcctctac atgtgcatcc 
cctgctgacc tccaccatca 
tgagatgacg tcattctggt 
cagcggggat gagggcttca 
gaattttgac ctcaccgaat 
gcagctcatt aaaattgccg 
aaatgagagc attcagggtc 
cagcatggca gatggggata 
ctttcataca gtcatgtgtg 
acagctcttc tacatgatca 
ctgctcttgg agcacaggca 
tcggggaaga aaccttcacc 
agcccagctc ctgcaattaa 
gtgtacctcc ctcagcaccc 
tgaatttgaa gaacgggtaa 
gcggaatgac cctcagcaac 
atttaatcca tcttctctaa 
attcctcaat gaagtctgaa 
aagaaggaag tatatacagt 
tcaaatcaga gattgacagc 
tgtcattatt ttttgtacct 
aaaaaaaa 



aagaactggt agaaaagctg 
acatgaagaa agcccaggac 
gccatgagct caacaggcag 
tggagtacca caaagaggac 
cccagatgct gtcgggcaca 
ggcacgcgga ctacaccaac 
acggcattaa gaaagtcctg 
tatccaacac ctgccgcctt 
tgactcagaa cactgcaaag 
accgtcaggt gctgagtgac 
agggcgtgtt acagccgatg 
tatctggtgt gaagcccacc 
actcatactg cctggaagct 
accagggctt ggaccctgag 
acgcagtgac tcttaacaac 
tgcaactcag gtacaatata 
agagtggagc agttcagacc 
agaagaaaac ccaggaggac 
agcagattgt caaaatttta 
cagtggcctt tatacgaaca 
tgctattaga tgccaagcac 
ccatggactc aatccacatc 
gatgcatgtt tccagcatta 
aaagtaaatt caaggatctg 
ctgtggaggg tgctgaacta 
actgctcaga ataaaaacac 
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<210> 3284 

<211> 1012 

<212> PRT 

<213> Homo sapiens 



<400> 3284 



Xaa 


lie 


Arg 


Ala 


Ala 


Val Val Leu Gin Lys His Tyr Arg Met Gin Arg 


1 






5 








10 




15 


Ala 


Arg 


Gin 


Ala 


Tyr 


Gin Arg Val Arg Arg Ala Ala Val 


Val 


He Gin 








20 










25 


30 




Ala 


Phe 


Thr 


Arg 


Xaa 


His 


Val 


Cys 


Ala Glu Asn Leu Pro 


Pro 


Val Leu 






35 










40 


45 






Met 


Glu 


His 


Lys 


Ala 


Thr 


Thr 


He Gin Lys His Val Arg Gly Trp Met 




50 










55 




60 






Ala 


Arg 


Arg 


His 


Phe 


Gin 


Arg 


Leu Arg Asp Ala Ala He 


Val 


He Gin 


65 










70 






75 




80 


Cys 


Ala 


Phe 


Arg 


Met 


Leu 


Lys 


Ala 


Arg Arg Glu Leu Lys 


Ala 


Leu Arg 










85 








90 




95 


lie 


Glu 


Ala 


Arg 


Ser 


Ala Glu His Leu Lys Arg Leu Asn Val Gly Met 








100 










105 


110 




Glu 


Asn 


Lys 


Val 


Val 


Gin 


Leu 


Gin 


Arg Lys He Asp Glu 


Gin Asn Lys 






115 










120 


125 






Glu 


Phe 


hys 


Thr 


Leu 


Ser 


Glu 


Gin 


Leu Ser Val Thr Thr 


Ser 


Thr Tyr 




130 










135 




140 






Thr 


Met 


Glu 


Val 


Glu 


Arg 


Leu 


Lys 


Lys Glu Leu Val His 


Tyr 


Gin Gin 


145 










150 






155 




160 


Ser 


Pro 


Gly 


Glu 


Asp 


Thr 


Ser 


Leu 


Arg Leu Gin Glu Glu 


Val 


Glu Ser 










165 








170 




175 


Leu Arg 


Thr 


Glu 


Leu 


Gin Arg Ala 


His Ser Glu Arg Lys 


He 


Leu Glu 








180 










185 


190 




Asp 


Ala 


His 


Ser 


Arg 


Glu 


Lys 


Asp 


Glu Leu Arg Lys Arg 


Val 


Ala Asp 




195 










200 


205 






Leu 


Glu 


Gin 


Glu 


Asn 


Ala 


Leu 


Leu 


Lys Asp Glu Lys Glu 


Gin 


Leu Asn 




210 










215 




220 






Asn 


Gin 


He 


Leu 


Cys 


Gin 


Ser 


Lys 


Asp Glu Phe Ala Gin 


Asn 


Ser Val 


225 










230 






235 




240 


Lys 


Glu 


Asn 


Leu 


Leu 


Met 


Lys 


Lys 


Glu Leu Glu Glu Glu Arg Ser Arg 










245 








250 




255 


Tyr 


Gin 


Asn 


Leu 


Val 


Lys 


Glu 


Tyr 


Ser Gin Leu Glu Gin 


Arg 


Tyr Asp 






260 










265 


270 




Asn 


Leu 


Arg 


Asp 


Glu 


Met 


Thr 


He 


He Lys Gin Thr Pro Gly His Arg 






275 










280 


285 






Arg 


Asn 


Pro 


Ser 


Asn 


Gin 


Ser 


Ser 


Leu Glu Ser Asp Ser 


Asn 


Tyr Pro 




290 










295 




300 






Ser 


He 


Ser 


Thr 


Ser 


Glu 


He Gly Asp Thr Glu Asp Ala 


Leu 


Gin Gin 


305 










310 






315 




320 


Val 


Glu 


Glu 


He 


Gly 


Leu 


Glu 


Lys 


Ala Ala Met Asp Met 


Thr 


Val Phe 










325 








330 




335 


Leu 


Lys 


Leu 


Gin 


Lys 


Arg Val Arg Glu Leu Glu Gin Glu Arg Lys Lys 








340 










345 


350 




Leu 


Gin 


Val 


Gin 


Leu 


Glu 


Lys 


Arg 


Glu Gin Gin Asp Ser 


Lys 


Lys Val 






355 










360 


365 






Gin 


Ala 


Glu 


Pro 


Pro 


Gin 


Thr 


Asp 


lie Asp Leu Asp Pro 


Asn 


Ala Asp 
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370 

Leu Ala Tyr Asn 
385 

Lys Leu Lys Asn 

Ala Thr Gin Asn 
420 

Leu Leu Asn Gin 
435 

Glu Glu Val Leu 
450 

Arg Leu Ala Gly 
465 

Trp Pro Asn Ser 

Tyr His Gly Val 
500 

Ala Gin Ser Leu 
515 

Leu Glu Ala Leu 
530 

Gin Thr Leu Leu 
545 

Gin Glu lie Ser 

Val Glu Lys Leu 
580 

lie Tyr Met Lys 
595 

Gin Ser Glu Arg 
610 

Arg Lys Glu Lys 
625 

Glu Ala Leu Leu 

Leu Ser Gly Thr 
660 

He Arg His Ala 
675 

Leu Thr Ser Thr 
690 

Asp Asp Phe Glu 
705 

Leu His Cys Leu 

Asn Thr Ala Lys 
740 

Glu Tyr Arg Gin 
755 

Leu He Lys He 
770 

Met Leu Glu Asn 
785 

Gly Tyr Arg Lys 



375 

Ser Leu Lys Arg 
390 

Asp Leu Asn Glu 
405 

Asn Ser Ser His 

Leu Lys Leu Ala 
440 

He Leu Arg Thr 
455 

Arg Asn Ala Glu 
470 

Glu Arg His Val 
485 

Cys Gin Thr Asn 

Glu His Glu Glu 
520 

Lys Glu Glu Met 
535 

Leu Ser Pro Glu 
550 

Arg Leu Thr Asn 
565 

Glu Lys Asn Glu 

Lys Ala Gin Asp 
600 

Lys Arg His Glu 
615 

Asp Phe Gin Gly 
630 

He Arg Asn Leu 
645 

Val Pro Cys Leu 

Asp Tyr Thr Asn 
680 

He Asn Gly He 
695 

Met Thr Ser Phe 
710 

Lys Gin Tyr Ser 
725 

Gin Asn Glu His 

Val Leu Ser Asp 
760 

Ala Glu Gly Val 
775 

Glu Ser He Gin 
790 

Arg Ser Ser Ser 



380 

Gin Glu Leu Glu 
395 

Leu Arg Lys Ala 
410 

Gly Ser Pro Asp 
425 

His Glu Glu Leu 

Gin He Val Ser 
460 

Pro Asn He Asn 
475 

Asp Gin Glu Asp 
490 

Arg Leu Leu Glu 
505 

Glu Val Glu His 

Asp Lys Gin Gin 
540 

Ala Gin Val Glu 
555 

Glu Asn Leu Asp 
570 

Arg Lys Leu Lys 
585 

Leu Glu Ala Ala 

Leu Asn Arg Gin 
620 

Met Leu Glu Tyr 
635 

Val Thr Asp Leu 
650 

Pro Ala Tyr He 
665 

Asp Asp Leu Lys 

Lys Lys Val Leu 
700 

Trp Leu Ser Asn 
715 

Gly Asp Glu Gly 
730 

Cys Leu Lys Asn 
745 

Leu Ser He Gin 

Leu Gin Pro Met 
780 

Gly Leu Ser Gly 
795 

Met Ala Asp Gly 



Ser Glu Asn Lys 
400 

Val Ala Asp Gin 
415 

Ser Tyr Ser Leu 
430 

Glu Val Arg Lys 
445 

Ala Asp Gin Arg 

Ala Arg Ser Ser 
480 

Ala He Glu Ala 
495 

Ala Gin Leu Gin 
510 

Leu Lys Ala Gin 
525 

Gin Thr Phe Cys 

Phe Gly val Gin 
560 

Leu Lys Glu Leu 
575 

Lys Gin Leu Lys 
590 

Gin Ala Leu Ala 
605 

Val Thr Val Gin 

His Lys Glu Asp 
640 

Lys Pro Gin Met 
655 

Leu Tyr Met Cys 
670 

Val His Ser Leu 
685 

Lys Lys His Asn 

Thr Cys Arg Leu 
720 

Phe Met Thr Gin 
735 

Phe Asp Leu Thr 
750 

He Tyr Gin Gin 
765 

He Val Ser Ala 

Val Lys Pro Thr 
800 

Asp Asn Ser Tyr 
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805 810 815 

Cys Leu Glu Ala He He Arg Gin Met Asn Ala Phe His Thr Val Met 

820 825 830 

Cys Asp Gin Gly Leu Asp Pro Glu He He Leu Gin Val Phe Lys Gin 

835 840 845 

Leu Phe Tyr Met He Asn Ala Val Thr Leu Asn Asn Leu Leu Leu Arg 

850 855 860 

Lys Asp Val Cys Ser Trp Ser Thr Gly Met Gin Leu Arg Tyr Asn He 
865 870 875 880 

Ser Gin Leu Glu Glu Trp Leu Arg Gly Arg Asn Leu His Gin Ser Gly 

885 890 895 

Ala Val Gin Thr Met Glu Pro Leu lie Gin Ala Ala Gin Leu Leu Gin 

900 905 910 

Leu Lys Lys Lys Thr Gin Glu Asp Ala Glu Ala He Cys Ser Leu Cys 

915 . 920 925 

Thr Ser Leu Ser Thr Gin Gin He Val Lys He Leu Asn Leu Tyr Thr 

930 935 940 

Pro Leu Asn Glu Phe Glu Glu Arg Val Thr Val Ala Phe lie Arg Thr 
945 950 955 960 

lie Gin Ala Gin Leu Gin Glu Arg Asn Asp Pro Gin Gin Leu Leu Leu 

965 970 975 

Asp Ala Lys His Met Phe Pro Val Leu Phe Pro Phe Asn Pro Ser Ser 

980 985 990 

Leu Thr Met Asp Ser He His lie Pro Ala Cys Leu Asn Leu Glu Phe 

995 1000 1005 

Leu Asn Glu Val 
1010 

<210> 3285 

<211> 1518 

<212> DNA 

<213> Homo sapiens 

<400> 3285 

ctggcactaa actgttagct aatcatccgg tgttccatgt gaatgacaga acacggaata 
60 

aacctgatga caccaccact ttattttgag ctaaatcctc atttaagtga gaacaggaca 
120 

ggtttcacca ctgcctcctt tggcaacttg agtggtggtg ttcccaccga gtttatggct 
180 

gcaaagatag gtcttttctc gtatttatgt ataaacaggt accagttttg attttattta 
240 

atcatttcat acattaacat acatgacaca tcaaaatgag aaatgcacag tttaaccgtt 
300 

caacagctgg ccttacttca aaagaacact atattcatat taaacattta cagtctttcc 
360 

atctaacttt acacatgtcc taaatcattt tccagcactt ctcacataga agtctagttt 
420 

tgctctttaa aatcaccatc tgtatcaccc ctagtagacg cgagggtttc cccaattaca 
480 

tgctgaagag agccagccac caccccacct aaagacatcc aagcagctcc agagcctgcc 
540 

tccgaggcca ccccttcgcc acggcagtct cgattccaag aactgattat ctgacactag 
600 



2478 



WO 00/58473 



PCT/US00/08621 



tgaaccagca ctaaaggctg taggatgtga 
660 

atggccaaga gaagccctaa atgacagaag 
720 

gaaacatcgt tagcaaggag ctactgcttt 
780 

cactctggaa gtggtgaact gttacacatt 
840 

ctgtgtgaaa cttgagaatg tctgattaaa 
900 

aatcgttgac cagcactttc ccagtatcat 
960 

ctttacaccc catcatagca cattatttgt 
1020 

atccccataa ccaagtcggt ctgtgttgag 
1080 

accataggaa acatgaagfPo acatcctggt 
1140 

aaaaacctga gatacgaggc agcaactagc 
1200 

aacacccgcc cagccccacc cccaaaaagc 
1260 

acccacactg tagctgataa aactcaagcc 
1320 

tcacttgttc cagtgacctc ctatgttcag 
1380 

aggttgagga ctgaggacgc ccctttgctc 
1440 

aagacacgcc ggccagcgtt tccaaaaaca 
1500 

actgatcaaa actcaatt 
1518 



ctacatcaca gttccagaag gaaggggacc 
ctcattaaaa ccaagtcccc caaacctcct 
cctttcttaa acatgttttg ggcatgacca 
tggtgtgtgt gtacataaca tcaaaaacta 
gatttcaatg tatatctaaa aactaactca 
aacaatgcgg ctgaccctct tctgccttca 
gcacaactag tgaggtctgt gcggctcatc 
tcatatcatt ctgtgctggt tttagaagtc 
caaaaaactg tccatttctc aaaaacagag 
gacacttaca ggaagggaaa gaacaatgac 
tgctgttgtg aattaaggct tcaaaagagg 
aggaggatgt ttgaaagcca atctgcacta 
ctgccaggac cgattccata cagtgattgt 
tcgctccatt ttgatttgct ttttccactg 
gcttggccat ggctttgcac tctattcaca 



<210> 3286 

<211> 142 

<212> PRT 

<213> Homo sapiens 



<400> 3286 
Met Lys Ser His 
1 

Lys Asn Leu Arg 
20 

Lys Asn Asn Asp 
35 

Cys Glu Leu Arg 
50 

Gin Ala Arg Arg 
65 

Val Thr Ser Tyr 

Arg Leu Arg Thr 
100 

Leu Phe Pro Leu 



Pro Gly Gin Lys 
5 

Tyr Glu Ala Ala 

Asn Thr Arg Pro 
40 

Leu Gin Lys Arg 
55 

Met Phe Glu Ser 
70 

Val Gin Leu Pro 
85 

Glu Asp Ala Pro 
Lys Thr Arg Arg 



Thr Val His Phe 
10 

Thr Ser Asp Thr 
25 

Ala Pro Pro Pro 

Thr His Thr Val 
60 

Gin Ser Ala Leu 
75 

Gly Pro lie Pro 
90 

Leu Leu Ser Leu 
105 

Pro Ala Phe Pro 



Ser Lys Thr Glu 
15 

Tyr Arg Lys Gly 
30 

Lys Ser Cys Cys 
45 

Ala Asp Lys Thr 

Ser Leu Val Pro 
80 

Tyr Ser Asp Cys 
95 

His Phe Asp Leu 
110 

Lys Thr Ala Trp 
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115 120 125 

Pro Trp Leu Cys Thr Leu Phe Thr Thr Asp Gin Asn Ser lie 
130 135 140 

<210> 3287 

<211> 921 

<212> DNA 

<213> Homo sapiens 

<400> 3287 

gtcgactcct tcgagaagca gtgagacgtg gcggggtggg ggagggtccc cggggttggg 
60 

gagcgcgcgg cttggcggag tagggggcac ggccagcgca gtcagagctg gcgccctcct 
120 

gcgtaagccc aatccgggaa actcgttgcc cctctcctgg gaaaggaacg tccctcccca 
180 

gggttgcgag tgactcgggc accatcaccc tgtgctgtaa agacctgcga gtgctgcagc 
240 

tggaaataga gggcgcggaa gcgacgctgg gcatcgcccg ccccatcgag gtgtgccgag 
300 

ggagctcccg agccctttaa gctctccctg tctcgcgtag aggggaataa aaaggtgctt 
360 

ctgttcaaag aggctccgca gccgcagcta aatggcaggg ggatgcaggg tggtccgggg 
420 

tacttggaga ggccgaagct gaagctacag gactgagggg ctggaaaggg cgcgggcgag 
480 

acaattccga ccctccccag agcccctgac ttccttctcc ggacgctgtc ctccctggaa 
540 

tcagtcatca cctccttccc tttattctac cgtcccaagg gcctgagatt gggcgactcc 
600 

tggcacttcc tcccgcccga actctactgc aagagagtag ctcgcgaagt gggcgcggtc 
660 

gtaggggccc gggaaggtgg aagcgccggg cctggaagag gcgcggggac agggcactcc 
720 

ctgggtgccc tagacctggc ctctctcctc cctgcgctgc agaccaacgc ggccggaaaa 
780 

aggctggagg gggcttggca gccaagctaa ttcgggcgaa tttctatgat tatgattttt 
840 

ttattaaata gttataaaaa aatagggtat acaatttaaa ggactcttag tttaaaacaa 
900 

aatctattct gagaactctt c 
921 

<210> 3288 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 3288 

Met Thr Asp Ser Arg Glu Asp Ser Val Arg Arg Arg Lys Ser Gly Ala 

15 10 15 

Leu Gly Arg Val Gly He Val Ser Pro Ala Pro Phe Pro Ala Pro Gin 

20 25 30 

Ser Cys Ser Phe Ser Phe Gly Leu Ser Lys Tyr Pro Gly Pro Pro Cys 
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35 










40 45 




lie Pro 


Leu 


Pro 


Phe 


Ser 


Cys 


Gly Cys Gly Ala Ser Leu 


Asn Arg Ser 


50 










55 


60 




Thr Phe 


Leu 


Phe 


Pro 


Ser 


Thr 


Arg Asp Arg Glu Ser Leu 


Lys Gly Ser 


65 








70 




75 


80 


Gly Ala 


Pro 


Ser 


Ala 


His 


Leu Asp Gly Ala Gly Asp Ala 


Gin Arg Arg 








85 






90 


95 


Phe Arg 


Ala 


Leu 


Tyr 


Phe 


Gin 


Leu Gin His Ser Gin Val 


Phe Thr Ala 






100 








105 


110 


Gin Gly 


Asp Gly 


Ala 


Arg 


val 


Thr Arg Asn Pro Gly Glu 


Gly Arg Ser 




115 










120 125 




Phe Pro 


Arg 


Arg 


Gly Ala 


Thr 


Ser Phe Pro Asp Trp Ala 


Tyr Ala Gly 


130 










135 


140 




Gly Arg 


Gin 


Leu 













145 

<210> 3289 

<211> 554 

<212> DNA 

<213> Homo sapiens 

<400> 3289 

acgcgtagtg atctgtgcga ggtcacacag caaatctgtg ggaggctagg gttcaaacct 
60 

cacagcatgg actcttccct gtgtcccgtt cctgccttcg cctcctccca gctcttctct 
120 

cccagcctcc tagcccaata tcagggccgg aggcactgga gaacttccgg ctaaggcagg 
180 

cctcccctcc cattcacaga gccctgccag ggtggctggc aatggtgaag tccagggcag 
240 

agatggggac agaggggacg ccttggattc gactctgtgg tgggtggacc acctccctga 
300 

gaccaggcat ccacgtcggg cagcacatgc tacccagtcc acagaagagg aaacagaggc 
360 

tccgagagga agggactgtg tccagggcgg gacccaggcc cttctgcact gggtcaatga 
420 

gccaagcaca tcaccccagc ccttggggag caggagccgg gccttgcagg gtgaggagct 
480 

gggaaaagca aagctccatg gaaggcaacc gggaatcatc acaaatagga cataactagt 
540 

ataagctgca attg 
554 

<210> 3290 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 3290 

Met lie Pro Gly Cys Leu Pro Trp Ser Phe Ala Phe Pro Ser Ser Ser 

15 10 15 

Pro Cys Lys Ala Arg Leu Leu Leu Pro Lys Gly Trp Gly Asp Val Leu 

20 25 30 

Gly Ser Leu Thr Gin Cys Arg Arg Ala Trp Val Pro Pro Trp Thr Gin 
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35 40 
Ser Leu Pro Leu Gly Ala Ser Val 

50 55 
Cys Ala Ala Arg Arg Gly Cys Leu 
65 70 
His Arg Val Glu Ser Lys Ala Ser 
85 

Thr Ser Pro Leu Pro Ala Thr Leu 
100 

Arg Pro Ala Leu Ala Gly Ser Ser 
115 120 

Gly 



45 

Ser Ser Ser Val Asp Trp Val Ala 
60 

Val Ser Gly Arg Trp Ser Thr His 

75 80 
Pro Leu Ser Pro Ser Leu Pro Trp 

90 95 
Ala Gly Leu Cys Glu Trp Glu Gly 
105 110 
Pro Val Pro Pro Ala Leu lie Leu 
125 



<210> 3291 

<211> 1075 

<212> DNA 

<213> Homo sapiens 

<400> 3291 

nngcntatgg ggtgcgcttt acgcgactgc cgctggagcg cggtgtgggt ggctgcactt 
60 

ggctggaggc ccccgcgcgt gccttcgcct gcgccgtgga gcgcgacgcc cgggccgccg 
120 

tgggcccctt ctcccgccac gcctgcggtg aggctccccg ccccgtctcc taccatagct 
180 

gcctctgtcc ctccgcactg gctgttcacc tggctagctg tgtccgtttc tcaacccgga 
240 

agcgagtctn ggcgtcgacc gctgccgcca ccccagttac cccctcccac cccgccgtcc 
300 

cttccctagc ctacatagcc cttggccatg gcccggcctg gtcccacctc tgatgtcccg 
360 

ccccccacag gtggacagac gccttcgnnt gggcctgagc acttgcggcc ggcacatgtc 
420 

cgctcaccgc gtgtccgggg ccctggcgcg ggtcctggaa gtaccctagc gggccacacc 
480 

ctgacagccg agctgatggc gcaccccggc taccccagtg tgcctccacc ggcggctgcg 
540 

gtgaaggccc cgacgctttc tcttgctctt gggagcggct gcatgagctg cgcgtcctca 
600 

ccgcgcccac gctgcgggcc cagcttgccc aggatggcgt gcagctttgc gccctcgacg 
660 

acctggactc caagaggcca ggggaggagg tcccctgtga gcccactctg gaacccttcc 
720 

tggaaccctc ccnntactct gaccccctac agacaaccaa gcactaatcc ccttagtacc 
780 

aagaaagggg agccaggatt tagtcctggc ccagcccaga gctgggacct ggagcacgat 
840 

ctgttgactt ccctgggtag gacactgcca cctctgggct caggtcctca tgcctccaaa 
900 

tggcatctag agtttgagca gccttcttgg ctgcaggcag gcctagcctg tggcagcggg 
960 

ctagggcccg cagagcattt ggtgcccctc catgttgcaa tgcaaacacc ttcaccactg 
1020 
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gggcagtggg gagagatggc tatattaata aaataacgtg tgtctttcaa aaaaa 
1075 



<210> 3292 

<211> 102 

<212> PRT 

<213> Homo sapiens 



<400> 3292 



Xaa 


Xaa 


Met 


Gly 


Cys 


Ala 


Leu 


Arg 


Asp 


Cys 


Arg 


Trp 


Ser 


Ala 


Val 


Trp 


1 








5 










10 










15 




Val 


Ala 


Ala 


Leu 
20 


Gly 


Trp 


Arg 


Pro 


Pro 
25 


Arg 


Val 


Pro 


Ser 


Pro 
30 


Ala 


Pro 


Trp 


Ser 


Ala 
35 


Thr 


Pro 


Gly 


Pro 


Pro 
40 


Trp 


Ala 


Pro 


Ser 


Pro 
45 


Ala 


Thr 


Pro 


Ala 


Val 
50 


Arg 


Leu 


Pro 


Ala 


Pro 
55 


Ser 


Pro 


Thr 


He 


Ala 
60 


Ala 


Ser 


Val 


Pro 


Pro 


His 


Trp 


Leu 


Phe 


Thr 


Trp 


Leu 


Ala 


Val 


Ser 


Val 


Ser 


Gin 


Pro 


Gly 


65 










70 










75 










80 


Ser 


Glu 


Ser 


Xaa 


Arg 
85 


Arg 


Pro 


Leu 


Pro 


Pro 
90 


Pro 


Gin 


Leu 


Pro 


Pro 
95 


Pro 


Thr 


Pro 


Pro 


Ser 


Leu 


Pro 























100 



<210> 3293 

<211> 2362 

<212> DNA 

<213> Homo sapiens 

<400> 3293 

nnctcaccga agccggcgct ccccgccgga 
60 

atggcttgct cgaggccccc cagccagtgt 
120 

gcaggacgcc gacacctacc cctcagcaga 
180 

cagcggtcag cagtgttcgt gatcctcttt 
240 

tccaacagtg ccaatgaggt cttccattac 
300 

gtcaacctca agaagtggag catcactgac 
360 

ctgccctctc ggtgccacca gtgtgtgatt 
420 

aagctgggcc ctgagatcga gcgggctgag 
480 

actggctact cagctgatgt gggcaacaag 
540 

gtgttccgcg tgctgaggag gccccaggag 
600 

atcttctggg ggcccccgag caagatgcag 
660 

cagcgagcgg gcctggtgtt ccccaacatg 
720 



gatgaggaaa ctgaggctca gagaggtcac 
gaacccacat ccctgccccc agggccacct 
cgccggagag aaatgagtag caacaaagag 
gccctcatca ccatcctcat cctctacagc 
ggctccctgc ggggccgtag ccgccgacct 
ggctatgtcc ccattctcgg caacaagaca 
gtcagcagct ccagccacct gctgggcacc 
tgtacaatcc gcatgaatga tgcacccacc 
accacctacc gcgtcgtggc ccattccagt 
tttgtcaacc ggacccctga aaccgtgttc 
aagccccagg gcagcctcgt gcgtgtgatc 
gaagcatatg ccgtctctcc cggccgcatg 
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cggcaatttg acgacctctt 
780 

tggttgagca caggctggtt 
840 

gtctatggca tggtcccccc 
900 

taccactact acgagcccaa 
960 

agtcgcaagg gcaaccacca 
1020 

cagctgtatg gcatcacctt 
1080 

cctcaggagg gtcagaggag 
1140 

ggccaatcaa ggcttgctgg 
1200 

ctccagccaa tcagggcctg 
1260 

gttaatcagg ggtgtctttc 
1320 

ggggtatttc tgagtcaatc 
1380 

agagccccag gaatggaccc 
1440 

cccaaggagc tgggaacttg 
1500 

t g t 99ggg ta gaagctgtct 
1560 

gggggcggtg gggaggtccc 
1620 

agaccttgga caaacccttc 
1680 

gcggagtctg agaccctttc 
1740 

tggaccctcc cagccactat 
1800 

acctccccac ctcctggaaa 
1860 

gactctgaag gaaacgggac 
1920 

attagcttgg ctcttaaagg 
1980 

aactgttgga ggcgcctttg 
2040 

gtctccctcg accctctgtc 
2100 

gtcccctggc tctgtatcag 
2160 

tcctgctctt ctggagcctg 
2220 

accagatgga ggaggccagc 
2280 

actgccccag acttggtttt 
2340 



ccggggtgag acgggcaagg 
taccatggtg atcgcggtgg 
caactactgc agccagcggc 
ggggccggac gaatgtgtca 
ccgcttcatc accgagaaaa 
ctcccacccc tcctggacct 
aagcagcctc cgcccagccg 
agtgtctccc agccaatcag 
gggaatctgt tggcgaatca 
ttgtgcagtc agggtctgcg 
tgaggctaag gacatgtcct 
cccaatcact ccccactctg 
gtgttgcccc ctcaatttcc 
ggaggcccgg ccagagaatt 
agaggtggga ggctggcatc 
cccctctctg ggcacccttc 
cacctcccct acaagtgccc 
cccttgctgg aaggctcagc 
actttagggt atttttgcgc 
aaaaccttaa gctgttttct 
gccaggcctc cttttctgcc 
gggctgcccc tttgtctgga 
gtcctgggat ggctgtcggg 
gcactttatt aaagctgggc 
gaaggaaagg gcttcaggag 
agctagccat tgcacactgg 
gtaatgattt gtacaggaat 



acagggagaa gtctcattcg 
agttgtgtga ccacgtgcat 
cccgcctcca gcgcatgccc 
cctacatcca gaatgagcac 
gggtcttctc atcgtgggcc 
aggccaccca gcctgtggga 
ctaggccagg gaccatcttt 
ggccttgagg aggatgtatc 
gggatttggg agtctatgtg 
cacagtcaat cagggtagag 
ttcccatgag gccttggttc 
ctgggataat ggggtcctgt 
agcaccagaa agagagattg 
tgtggggttg tggaggttgt 
caggtcttgg ctctgccctg 
tgcccacacc agtttccagt 
tcgggtctgt cctccccgtc 
tctttggggg gtctggggtg 
aaactccttc agggttgggg 
tagcccctca gccagctgcc 
ctctagcagg gaggttttcc 
gtcactgggg gcttccgagg 
agctgtatca cctgggttct 
ctcagtgggg tgtgtttgtc 
gaggctgtga ggctggaggg 
ggtgatgggt gggggcggtg 
aaacacacct acgctccgaa 
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aaaaaaaaaa aaaaaaaaaa aa 
2362 

<210> 3294 
<211> 353 
<212> PRT 

<213> Homo sapiens 



<400> 3294 

Xaa Ser Pro Lys Pro Ala Leu Pro Ala Gly Asp Glu Glu Thr Glu Ala 

15 10 15 

Gin Arg Gly His Met Ala Cys Ser Arg Pro Pro Ser Gin Cys Glu Pro 

20 25 30 

Thr Ser Leu Pro Pro Gly Pro Pro Ala Gly Arg Arg His Leu Pro Leu 

35 40 45 

Ser Arg Arg Arg Arg Glu Met Ser Ser Asn Lys Glu Gin Arg Ser Ala 

50 55 60 

Val Phe Val He Leu Phe Ala Leu He Thr He Leu He Leu Tyr Ser 
65 70 75 80 

Ser Asn Ser Ala Asn Glu Val Phe His Tyr Gly Ser Leu Arg Gly Arg 

85 90 95 

Ser Arg Arg Pro Val Asn Leu Lys Lys Trp Ser He Thr Asp Gly Tyr 

100 105 110 

Val Pro He Leu Gly Asn Lys Thr Leu Pro Ser Arg Cys His Gin Cys 

115 120 125 

Val He Val Ser Ser Ser Ser His Leu Leu Gly Thr Lys Leu Gly Pro 

130 135 140 

Glu He Glu Arg Ala Glu Cys Thr He Arg Met Asn Asp Ala Pro Thr 
145 150 155 160 

Thr Gly Tyr Ser Ala Asp Val Gly Asn Lys Thr Thr Tyr Arg Val Val 

165 170 175 

Ala His Ser Ser Val Phe Arg Val Leu Arg Arg Pro Gin Glu Phe Val 

180 185 190 

Asn Arg Thr Pro Glu Thr Val Phe He Phe Trp Gly Pro Pro Ser Lys 

195 200 205 

Met Gin Lys Pro Gin Gly Ser Leu Val Arg Val He Gin Arg Ala Gly 

210 215 220 

Leu Val Phe Pro Asn Met Glu Ala Tyr Ala Val Ser Pro Gly Arg Met 
225 230 235 240 

Arg Gin Phe Asp Asp Leu Phe Arg Gly Glu Thr Gly Lys Asp Arg Glu 

245 250 255 

Lys Ser His Ser Trp Leu Ser Thr Gly Trp Phe Thr Met Val lie Ala 

260 265 270 

Val Glu Leu Cys Asp His Val His Val Tyr Gly Met Val Pro Pro Asn 

275 280 285 

Tyr Cys Ser Gin Arg Pro Arg Leu Gin Arg Met Pro Tyr His Tyr Tyr 

290 295 300 

Glu Pro Lys Gly Pro Asp Glu Cys Val Thr Tyr He Gin Asn Glu His 
305 310 315 320 

Ser Arg Lys Gly Asn His His Arg Phe He Thr Glu Lys Arg Val Phe 

325 330 335 

Ser Ser Trp Ala Gin Leu Tyr Gly He Thr Phe Ser His Pro Ser Trp 
340 345 350 

Thr 
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<210> 3295 
<211> 690 
<212> DNA 

<213> Homo sapiens 
<400> 3295 

cacagggaag agagatttga tcatctagtc ccggttttgc ctggatgtga gatgggctca 
60 

gggcagggag ggggtgatgc tgtcatcctt ctcggctgga gcaggaagat gaaggacgat 
120 

gtcagactca ttttcagcct cattaggcag cagacggaga tggagggagg agagcaggag 
180 

gctgggggat gggctctgca ctgcagagac cagcagggac taaagaagag aggacatggg 
240 

gaactggaaa aataagcctt ccaggattgt ggggagaaag acgctgtggg agaggccagg 
300 

atgctgcatt aggcacagga taacctggga acccaggcac atgggtcctg ctctccgaag 
360 

tctgcaagtc aagaagggaa cagagcacgc cgaccctctc cctttcccct ctgtctctct 
420 

tagtggcttt acagtgggta ccctgtcaga aaccagcact gggggccctg ccacccccac 
480 

atggaaggag tgtcctatct gtaaggagcg ctttcctgct gagagtgaca aggatgccct 
540 

ggaggaccac atggatggac acttcttttt cagcacccag ggaccccttc acctttgagt 
600 

gatcttactc cctcgtacat gcacaaatac acactcatgc acacacacac tcacacacat 
660 

gcatacactt aggtttcatg cccattttct 
690 

<210> 3296 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 3296 

Met Gly Asn Trp Lys Asn Lys Pro Ser Arg He Val Gly Arg Lys Thr 

15 10 15 

Leu Trp Glu Arg Pro Gly Cys Cys He Arg His Arg lie Thr Trp Glu 

20 25 30 

Pro Arg His Met Gly Pro Ala Leu Arg Ser Leu Gin Val Lys Lys Gly 

35 40 45 

Thr Glu His Ala Asp Pro Leu Pro Phe Pro Ser Val Ser Leu Ser Gly 

50 55 60 

Phe Thr Val Gly Thr Leu Ser Glu Thr Ser Thr Gly Gly Pro Ala Thr 
65 70 75 80 

Pro Thr Trp Lys Glu Cys Pro He Cys Lys Glu Arg Phe Pro Ala Glu 

85 90 95 

Ser Asp Lys Asp Ala Leu Glu Asp His Met Asp Gly His Phe Phe Phe 

100 105 110 

Ser Thr Gin Gly Pro Leu His Leu 
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115 

<210> 3297 
<211> 3176 
<212> DNA 

<213> Homo sapiens 
<400> 3297 

ncgctttttt nttttttttt 
60 

gagacagtgg tgtgatcttg 
120 

ctgcctcagc ctcccaagta 
180 

ttgtattttt agtaaagatg 
240 

cctcaactga actgccccca 
300 

gggcccgggc aaacttggaa 
360 

aaaatgggaa taaaatatct 
420 

acattatctc atttaatctt 
480 

tacagttgag tgaaagtgag 
540 

tggcagagcc aagatttaaa 
600 

ttctgtaatg tctcatttct 
660 

ctctgaggtg cctctgacaa 
720 

gtggctcttc ctgctgcagc 
780 

ttatctgggg attctcattg 
840 

acaggctttg gagtcaggca 
900 

aggacttttg gtgagcaggc 
960 

gggggcacac aagtaggcca 
1020 

tactctcccc aagaggctgc 
1080 

gagtctgggc tttgtgggaa 
1140 

aatcttccag ttagaacttt 
1200 

atttttctca ttgctgctct 
1260 

ctttgttgag ttcagtaaac 
1320 

atacagggat gaaataggga 
1380 



120 



tttttttttg agacggagtc 
gctcactgca gtctccacct 
gctgggatta taggtgcccg 
gggttttgta acattggcca 
tcgggcttcc aaagtgttgg 
acattttttt ccttcctagt 
accttgtaag acttttgtga 
cacaacaacc tttaaaatag 
gcagttcaga tggcttgact 
cccagctctg tctgatgcta 
aggaatgaat gaaggaatgt 
ccataattgc ctcctcatga 
cgtgggcctt gctctcctgg 
ctgacggtgc tggaggctgt 
aacctgggtt tcaatatggc 
actgtctgat aatggtgttt 
aagatgatct gggaacctcc 
agccaagaga ataggggcca 
aggaagtggg gagggtctca 
atatgcagga tttaatcaga 
aagtggctgc tctaagcagt 
atttattgtg cacatactgt 
cagtgcccat gcctgagggc 



ttgcactgtt gcccaggctg 
ctcaaattca agtgattctc 
ccaccctgcc tggctaattt 
ggctggtctc aaactcctga 
gattagaggt ctgagctact 
gcctcagttt tctcaaatgt 
gggtctaata actgttatat 
ggatacgatc attctcaatt 
aaggttacct ggcatttgag 
gaccctttgc ttcaaccata 
tcacacatgt atcatccagc 
aaccgagccc agttcctcct 
ctggaagcgc tgttttcatc 
ggggcacagt ggtttcaagc 
tcaggaagct gttgggcagg 
cccaggatcc caggtttctt 
cagagaattg cctcatactg 
cgtcacgggg gctcatgatg 
gaaatgtttt tacaatgtaa 
aggaaatttg gacaggactc 
ctggactgtc tcccctgtgg 
gtgcaggcac tttgctgggg 
attgccctga agctggatgc 
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taaggccatc 
1440 

tgtgtctgtg 
1500 

gtttgtgtgt 
1560 

ttctgtatgt 
1620 

cattttgttt 
1680 

gtgtgtctgt 
1740 

gtgtgtgtgt 
1800 

gcatggaagg 
1860 

caagaccaac 
1920 

ggtttgcatt 
1980 

ccttttgtga 
2040 

gttggggata 
2100 

ggaaccagtc 
2160 

agtcttttgt 
2220 

gctgacctgc 
2280 

tcatagcata 
2340 

accaggtatc 
2400 

gatttctttg 
2460 

tctgaagggc 
2520 

agcctgacag 
2580 

acgactactc 
2640 

aaccccacca 
2700 

accgtgcgtg 
2760 

aatgaaatta 
2820 

gaataagcca 
2880 

taatgtcaat 
2940 

tccagcgacc 
3000 



tgtgtgtgtg 
ctctgtgtct 
gtatctgtgt 
gtctctgtgt 
gtttctgggt 
gtgtgtgtat 
gtgtgtgtat 
tgtatcctca 
tctggtggtg 
tcctaggaaa 
ttgagagagc 
gccacagaga 
tgcctttagg 
ttgttcataa 
tgctcccagg 
gcacaaaccc 
ttcaggagtg 
ttaaagtctg 
caaaggcaga 
tggctgcctt 
accaatggga 
ccacccagta 
acatcgaccc 
tggttgcacc 
ctctcttggc 
catgtcagtg 
gtgtgtgggc 



tctgtgtgtc 
atgtgtatgt 
gtgtgttnct 
gtgtctatat 
gtgtctatct 
ttgtnngtgt 
tgagagggag 
ttcacagccc 
cctggctgac 
agaatgtagg 
acagccttgt 
agagacagag 
cccaaacccc 
aaaaccaatc 
ttaatgtgat 
ttagagattc 
aggaccacaa 
aaggagagaa 
agtgctgggg 
atgtggcagt 
ccaggtggcc 
tgccagcctc 
ccagaacgat 
agataaagac 
tccctgtgtc 
gactagcaca 
tggcggctct 



tgcatgtatc 
ctgtgtgagt 
ctgtgtgcct 
gtgtgtatct 
gcgtgtctct 
ctctgtatgt 
ggagaaagaa 
tgggaggaat 
agtgggaatg 
agttggagtc 
gtgcattggc 
ggaaccgcag 
caactatgaa 
tgggaaccag 
cttggctggt 
cccttgccct 
aaaattggag 
gactcagggg 
gagtgtcaag 
gagtttcagt 
atagagggct 
atgcacagct 
ctcaccttcc 
tatttcctga 
attccttaat 
tggcagtcgc 
tctcccccac 



tctgtgtctg 
gtctgtgggt 
gtatgtgtct 
gtgtctatgt 
gtatacctgt 
gcgtccgtgg 
agggagcgac 
cagtcaatcc 
tgacttttca 
tcaaggagtg 
tgacagttac 
acagtgagca 
tacctcacct 
aggtggacag 
gttgacaagt 
caccggggtc 
atctcaccag 
catctctctg 
ttttcattta 
caacagtcaa 
ggggagtgca 
tcatcctgaa 
ttcgaattcg 
ttgtgattca 
ttaatgcccc 
ttggaaccca 
caacggaacc 



cgtgtgtctc 
ctctttttgt 
tgatgtgtgt 
atgtgtgtgt 
atctccgtgt 
gtgtgtgtct 
agatgggtca 
acctactggt 
tttaagaatg 
tttttttttt 
caatctgcgt 
ggagtctggt 
tagggagctc 
gaaagaggag 
gtattatggt 
accacaccaa 
ggtgggcaga 
gctccaaatc 
caacagggac 
cagaggccca 
gagcaaggac 
ggcacggagc 
ctccaagaaa 
gaatccaacc 
ccaagaatgt 
ctcacaccaa 
cctgtgtgca 
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ccaaccttcc ccagagctcc ggagcgccct ctcctcactt ccaggttttg gagcaagagc 
3060 

ttgcaggaag cccgcaccca gcttccttct gaccttcagt tcactttgtc gcccttggag 
3120 

aaagctgttt ttctttaact aaaaataacc aaaatgctaa aaaaaaaaaa aaaaaa 
3176 

<210> 3298 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 3298 

Gly His Leu Cys Val Cys Leu Cys Val Cys Met Tyr Leu Cys Val Cys 

15 10 15 

Val Cys Leu Cys Val Cys Ala Leu Cys Leu Cys Val Cys Leu Cys Glu 

20 25 30 

Cys Leu Trp Val Ser Phe Cys Val Cys Val Cys He Cys Val Cys Val 

35 40 45 

Xaa Leu Cys Ala Cys Met Cys Leu Asp Val Cys Phe Cys Met Cys Leu 

50 55 60 

Cys Val Cys Leu Tyr Val Cys He Cys Val Tyr Val Cys Val Cys His 
65 70 75 80 

Phe Val Cys Phe Trp Val Cys Leu Ser Ala Cys Leu Cys He Pro Val 

85 90 95 

Ser Pro Cys Val Cys Leu Cys Val Cys He Cys Xaa Cys Leu Cys Met 

100 105 HO 

Cys Val Arg Gly Cys Val Ser Val Cys Val Cys Val Cys He Glu Arg 

115 120 125 

Glu Gly Glu Arg Lys Gly Ala Thr Asp Gly Ser Ala Trp Lys Val Tyr 

130 135 140 

Pro His Ser Gin Pro Trp Glu Glu Ser Val Asn Pro Pro Thr Gly Gin 
145 150 155 160 

Asp Gin Leu Trp Trp Cys Leu Ala Asp Ser Gly Asn Val Thr Phe His 

165 170 175 

Leu Arg Met Gly Leu His Phe Leu Gly Lys Glu Cys Arg Ser Trp Ser 

180 185 190 

Leu Lys Glu Cys Phe Phe Phe Pro Phe Val He Glu Arg Ala Gin Pro 

195 200 205 

Cys Val His Trp Leu Thr Val Thr Asn Leu Arg Val Gly Asp Ser His 

210 215 220 

Arg Glu Glu Thr Glu Gly Thr Ala Asp Ser Glu Gin Glu Ser Gly Gly 
225 230 235 240 

Thr Ser Leu Pro Leu Gly Pro Asn Pro Gin Leu 
245 250 



<210> 3299 
<211> 1387 
<212> DNA 

<213> Homo sapiens 
<400> 3299 

nnaccggtaa ttcctcctat tggtgtgcag cagccacatt gaaggataga gtggcagcag 
60 
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aggccaagga tcgtgagttg atggagtttg ctgctgaaaa tgaagggaag tctgggggag 
120 

gtctccacag cgtagcttaa gggggtgcgg ctaagtccag agcctggcag ggagggagta 
180 

agggacttag caggggcgga ggagttcggc ggcggagagg aggggacagg gctgacaggg 
240 

ataaaggaga taggggatgg agaggaagga agtggacaaa ggccagagga aataccgatg 
300 

gacctaacgg tagtgaagca ggaaattata gactggccag gtacagaagg caggttggct 
360 

ggccagtggg tagaacagga ggtggaggat aggcctgagg tgaaggatga gaacgcaggc 
420 

gtattggagg tgaagcagga gacggatagt agtttagtgg taaaagaagc gaaggtgggt 
480 

gaaccagagg taaaggaaga gaaggtaaag gaagaggtaa tggactggtc agaagtgaag 
540 

gaagagaagg ataacttgga gataaaacag gaggagaagt ttgttggtca atgcataaaa 
600 

gaggaattga tgcattgaga gtgtgtaaaa gaagagaagg atttcctgaa gaaagaaatc 
660 

gtggatgata caaaggtgaa agaagagcct ccgataaatc acccggtggg ctgcaagcgg 
720 

aaactggcca tgtcaaggtg tgagacttgt ggtacagaag aagcaaagta cagatgtcca 
780 

cgttgtatgc gatattcctg cagtttgccc tgtgtaaaga aacacaaagc agaactgaca 
840 

tgtaatggag ttcgagataa aactgcatac atttcaatac aacagtttac tgaaatgaat 
900 

ctcctaagtg attatcgatt tttggaagat gtggcaagaa cagcggacca tatttctaga 
960 

gatgcttttt tgaagagacc aataagcaat aaatatatgt actttatgaa aaatcgtgcc 
1020 

cggagcaaag gtattaactt aaaacttcta cccaatggat tcaccaagag gaaggagaat 
1080 

tcaacctttt ttgataagaa aaaacaacag ttttgttggc atgtgaagct ccagtttcct 
1140 

caaagtcaag ctgagtacat agaaaaaaga gtaccagatg ataaaactat taatgaaatc 
1200 

ctaaaacctt acattgatcc tgaaaagtct gatcctgtaa ttcgtcaaag gttgaaagcc 
1260 

tacattcgct ctcagactgg ggttcagatt ttaatgaaga ttgaatatat gcagcaaaat 
1320 

ttagtaagat attatgaact agatccttat aaaagtctcc tagacaattt gaggaacaaa 

1380 

gtgatca 

1387 

<210> 3300 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<400> 3300 

Met Ser Arg Cys Glu Thr Cys Gly Thr Glu Glu Ala Lys Tyr Arg Cys 



2490 



WO 00/58473 



PCT/US00/08621 



15 10 15 

Pro Arg Cys Met Arg Tyr Ser Cys Ser Leu Pro Cys Val Lys Lys His 

20 25 30 

Lys Ala Glu Leu Thr Cys Asn Gly Val Arg Asp Lys Thr Ala Tyr lie 

35 40 45 

Ser He Gin Gin Phe Thr Glu Met Asn Leu Leu Ser Asp Tyr Arg Phe 

50 55 60 

Leu Glu Asp Val Ala Arg Thr Ala Asp His He Ser Arg Asp Ala Phe 
65 70 75 80 

Leu Lys Arg Pro He Ser Asn Lys Tyr Met Tyr Phe Met Lys Asn Arg 

85 90 95 

Ala Arg Ser Lys Gly He Asn Leu Lys Leu Leu Pro Asn Gly Phe Thr 

100 105 110 

Lys Arg Lys Glu Asn Ser Thr Phe Phe Asp Lys Lys Lys Gin Gin Phe 

115 120 125 

Cys Trp His Val Lys Leu Gin Phe Pro Gin Ser Gin Ala Glu Tyr He 

130 ^ 135 140 

Glu Lys Arg Val Pro Asp Asp Lys Thr He Asn Glu He Leu Lys Pro 
145 150 155 160 

Tyr He Asp Pro Glu Lys Ser Asp Pro Val He Arg Gin Arg Leu Lys 

165 170 175 

Ala Tyr He Arg Ser Gin Thr Gly Val Gin He Leu Met Lys He Glu 

180 185 190 

Tyr Met Gin Gin Asn Leu Val Arg Tyr Tyr Glu Leu Asp Pro Tyr Lys 

195 200 205 

Ser Leu Leu Asp Asn Leu Arg Asn Lys Val He 
210 215 

<210> 3301 

<211> 2109 

<212> DNA 

<213> Homo sapiens 

<400> 3301 

ctgatggccc ggcatgggtt accgctgctg cccctgctgt cgctcctggt cggcgcgtgg 
60 

ctcaagctag gaaatggaca ggctactagc atggtccaac tgcagggtgg gagattcctg 
120 

atgggaacaa attctccaga cagcagagat ggtgaagggc ctgtgcggga ggcgacagtg 
180 

aaaccctttg ccatcgacat atttcctgtc accaacaaag atttcaggga ttttgtcagg 
240 

gagaaaaagt atcggacaga agctgagatg tttggatgga gctttgtctt tgaggacttt 
300 

gtctctgatg agctgagaaa caaagccacc cagccaatga aggtcaagtt tacccatggg 
360 

ggaactggtt ccagccaaac cgcaccaacc tgtggcaggg aaagttcccc aagggagaca 
420 

aagctgagga tggcttccat ggagtctccc ncagtgaatg ctttccccgc ccagaacaac 
480 

tacgggctct atgacctcct ggggaacgtg tgggagtgga cagcatcacc gtaccaggct 
540 

gctgagcagg acatgcgcgt cctccggggg catcctggat cgacacagct gatggctctg 
600 
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ccaatcaccg ggcccgggtc 
660 

acctcggttt ccgctgtgct 
720 

ggtggtgaca aggagaaaag 
780 

agcgcaattc caagctcgag 
840 

catccctctg tggcaggcgc 
900 

ggagaagggg cccaatgtgt 
960 

aagtattatt gacacaggat 
1020 

ccatttttta agcattttaa 
1080 

gctgacattg tttcctcaag 
1140 

ggaaggagaa tgctttcttt 
1200 

agtttccact gtgtaacagg 
1260 

ggtctgggag aaccagatga 
1320 

aatagtactc cagaaagaca 
1380 

tttttgagac agggtctttc 
1440 

ctctagcctt gaattcctgg 
1500 

gactacaagt gtgcaccacc 
1560 

tcgctctgtt gcccagggtg 
1620 

ctcccaaagt gctgggatta 
1680 

cctccaaaaa catgtccctg 
1740 

gccaataaaa tctcctgcaa 
1800 

tgaccctaag ggaagaaagc 
1860 

gagatggtgg ctcatctagg 
1920 

tgatctctgc ccacccaggg 
1980 

ccacttccct tgtgcacagc 
2040 

ccagggccaa gtgctccttc 
2100 

tccatggct 
2109 

<210> 3302 



accaccagga tgggcaacac 
gcagacgcag gccggccgcc 
ccttctaggg tcactgtcat 
agcttcagcc tcaggaaaga 
ctctcaccag ggcaggagag 
gttgacgatg gctgggggcc 
tgcaaacaca caaacaattg 
aatctattct ctcccccttt 
gcagaatttt cctggttctg 
gtggcctcat ctgtggtttc 
cagacatgta actatttaaa 
tgtactaggt gaagcattgc 
aatatcagaa gcttcctatt 
tctgttgccc aggctagagt 
gcccaagcaa ttctcccacc 
atgcctggct aattttttga 
gtctcgaact cctggcctca 
caggtgtgag ccacctcgcc 
gagagtagcc tgctcccaca 
ttgtgtatct cagacatttg 
ctgagtgtca gtaactctgg 
aagtagagga gcagggggtt 
cctgccccag cctgcaggta 
ctttgagagg ggatcgtggc 
tgcagaggcc tgcacgcatc 



tccagattca 


gcctcagaca 


aggggagctg 


taagcagccg 


tccctggcca 


tgttgcaaac 


acttcccctt 


ccctgtctcc 


gactcagcct 


cctgtgtttt 


aggtgtttct 


gttagaggcc 


aaacaqaqca 


ctctgaaagg 


ctccctggat 


gattcaggaa 


t- f t - 1" rtcaac 

l» l» L» w L. \* 


cagttgctgt 


gtgtccctct 


gaaggaaact 


acacaottca 


gtcctaaaag 


attataaaaa 


tcacaaagca 


cttttttttt 

\r W w- W V V W 


tttttttttt 


cr c a c tcrcr t cr a 

3 v—»s- ^3 


tcacggctca 


t - cacrcctcct 

l» \^ V* ^5 ^ \* v*- 


aacrtaQctcrq 


atttttotaa 


tgatgggatc 


agcgatcctc 


ccacctcgac 


tgggccccct 


tctccatatg 


ctgtcactgg 


atgtcatggg 


tgtctttgat 


cctcaccctg 


gcctccccta 


aagagaaatg 


cctggttctc 


aggccacgtg 


ttgctgtgtg 


gtgggaacac 


ctcagttcca 


ggggttcctg 


tcaccccttt 


gacttgtatt 
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<211> 323 
<212> PRT 

<213> Homo sapiens 



<400> 3302 



Leu Met 


Ala 


Arg 


His Gly Leu 


Pro Leu Leu 


Pro Leu Leu 


Ser 


Leu 


Leu 


1 






5 






10 






15 




Val Gly 


Ala 


Trp 


Leu 


Lys 


Leu 


Gly Asn Gly 


Gin Ala Thr 


Ser 


Met 


Val 






20 








25 




30 






Gin Leu 


Gin 


Gly 


Gly Arg 


Phe 


Leu Met Gly 


Thr Asn Ser 


Pro Asp 


Ser 




35 










40 


45 








Arg Asp 


Gly 


Glu 


Gly 


Pro 


Val 


Arg Glu Ala 


Thr Val Lys 


Pro 


Phe ..Ala 


50 










55 




60 








lie Asp 


lie 


Phe 


Pro 


Val 


Thr 


Asn Lys Asp 


Phe Arg Asp 


Phe 


val 


Arg 


65 








70 






75 






80 


Glu Lys 


Lys 


Tyr 


Ara 


Thr 


Glu 


Ala Glu Met 


Phe Gly Trp 


Ser 


Phe 


Val 








85 






90^ 






95 




Phe Glu 


ASP 


Phe 


Val 


Ser Asp 


Glu Leu Arg 


Asn Lys Ala 


Thr 


Gin 


Pro 






100 








105 




110 






Met Lys 


Val 


Lys 
i 


Phe 


Thr 


His 


Gly Gly Thr 


Gly Ser Ser 


Gin 


Thr 


Ala 




115 










120 


125 








Pro Thr 


Cys 


Gly 


Ara 


Glu 


Ser 


Ser Pro Arg 


Glu Thr Lys 


Leu 


Arg 


Met 


130 










135 




140 








Ala Ser 


Met 


Glu 


Ser 


Pro 


Xaa 


Val Asn Ala 


Phe Pro Ala 


Gin 


Asn 


Asn 


145 








150 






155 






160 


Tyr Gly 


Leu 


Tyr 


Asp 


Leu 


Leu 


Gly Asn Val 


Trp Glu Trp Thr Ala 


Ser 








165 






170 






175 




Pro Tyr 


Gin 


Ala 


Ala 


Glu 


Gin 


Asp Met Arg 


Val Leu Arg Gly His 


Pro 






180 








185 




190 






Gly Ser 


Thr 


Gin 


Leu 


Met 


Ala 


Leu Pro He 


Thr Gly Pro Gly Ser 


Pro 




195 










200 


205 








Pro Gly 


Trp 


Ala 


Thr 


Leu 


Gin 


He Gin Pro 


Gin Thr Thr 


Ser 


Val 


Ser 


210 










215 




220 








Ala Val 


Leu 


Gin 


Thr 


Gin 


Ala 


Gly Arg Gin 


Gly Ser Cys 


Lys 


Gin 


Pro 


225 








230 






235 






240 


Gly Gly 


Asp 


Lys 


Glu 


Lys 


Ser 


Leu Leu Gly 


Ser Leu Ser 


Phe 


Pro Gly 








245 






250 






255 




His Val 


Ala 


Asn 


Ser 


Ala 


He 


Pro Ser Ser 


Arg Ala Ser 


Ala 


Ser Gly 






260 








265 




270 






Lys Asn 


Phe 


Pro 


Phe 


Pro 


Val 


Ser His Pro 


Ser Val Ala Gly Ala 


Ser 




275 










280 


285 








His Gin 


Gly 


Arg 


Arg Gly Leu 


Ser Leu Leu 


Cys Phe Gly Glu Gly Ala 


290 










295 




300 








Gin Cys 


Val 


Leu 


Thr 


Met 


Ala 


Gly Gly Gin 


Val Phe Leu 


Leu 


Glu 


Ala 


305 








310 






315 






320 



Lys Tyr Tyr 



<210> 3303 
<211> 699 
<212> DNA 

<213> Homo sapiens 
<400>, 3303 
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cctaggaagc gggacttcac caatgaagcc cccccagctc ctctcccaga cgcctcggct 
60 

tcccccctgt ctccacaccg aagagccaag tcactggaca ggaggtccac ggagccctcc 
120 

gtgacgcccg acctgctgaa tttcaagaaa ggctggctga ctaagcagta tgaggacggc 
180 

cagtggaaga aacactggtt tgtcctcgcc gatcaaagcc tgagatacta cagggattca 
240 

gtggctgagg aggcagccga cttggatgga gaaattgact tgtccgcatg ttacgatgtc 
300 

acagagtatc cagttcagag aaactatggc ttccagatac atacaaagga gggcgagttt 
360 

accctgtcgg ccatgacatc tgggattcgg cggaactgga tccagaccat catgaagcac 
420 

gtgcacccga ccactgcccc ggatgtgacc agctcgttgc cagaggaaaa aaacaagagc 
480 

agctgctctt ttgagacctg cc^gaggtcc actgagaagc aagaggcaga gctgggggag 
540 

ccggaccctg agcagaagag gagccgcgca cgggagcgga ggcgagaggg ccgctccaag 
600 

acctttgact gggctgagtt ccgtcccatc cagcaggccc tggctcagga gcgggtgggc 
660 

ggcgtggggc ctgctgacac ccacgagccc ctgcgccct 
699 

<210> 3304 
<211> 233 
<212> PRT 

<213> Homo sapiens 



<400> 3304 



Pro 


Arg 


Lys 


Arg 


Asp 


Phe 


Thr 


Asn 


Glu 


Ala 


Pro 


Pro 


Ala 


Pro 


Leu 


Pro 


1 








5 










10 










15 




Asp 


Ala 


Ser 


Ala 

20 


Ser 


Pro 


Leu 


Ser 


Pro 
25 


His 


Arg 


Arg 


Ala 


Lys 
30 


Ser 


Leu 


Asp 


Arg 


Arg 
35 


Ser 


Thr 


Glu 


Pro 


Ser 
40 


Val 


Thr 


Pro 


Asp 


Leu 
45 


Leu 


Asn 


Phe 


Lys 


Lys 
50 


Gly 


Trp 


Leu 


Thr 


Lys 
55 


Gin 


Tyr 


Glu 


Asp 


Gly 
60 


Gin 


Trp 


Lys 


Lys 


His 


Trp 


Phe 


val 


Leu 


Ala 


Asp 


Gin 


Ser 


Leu 


Arg 


Tyr 


Tyr 


Arg 


Asp 


Ser 


65 










70 










75 










80 


Val 


Ala 


Glu 


Glu 


Ala 
85 


Ala 


Asp 


Leu 


Asp 


Gly 
90 


Glu 


He 


Asp 


Leu 


Ser 
95 


Ala 


Cys 


Tyr 


Asp 


Val 
100 


Thr 


Glu 


Tyr 


Pro 


Val 
105 


Gin 


Arg 


Asn 


Tyr 


Gly 
110 


Phe 


Gin 


He 


His 


Thr 
115 


Lys 


Glu 


Gly 


Glu 


Phe 
120 


Thr 


Leu 


Ser 


Ala 


Met 
125 


Thr 


Ser 


Gly 


He 


Arg 
130 


Arg 


Asn 


Trp 


He 


Gin 
135 


Thr 


He 


Met 


Lys 


His 
140 


Val 


His 


Pro 


Thr 


Thr 


Ala 


Pro 


Asp 


Val 


Thr 


Ser 


Ser 


Leu 


Pro 


Glu 


Glu 


Lys 


Asn 


Lys 


Ser 


145 










150 










155 










160 


Ser 


Cys 


Ser 


Phe 


Glu 
165 


Thr 


Cys 


Pro 


Arg 


Ser 
170 


Thr 


Glu 


Lys 


Gin 


Glu 
175 


Ala 


Glu 


Leu 


Gly 


Glu 


Pro 


Asp 


Pro 


Glu 


Gin 


Lys 


Arg 


Ser 


Arg 


Ala 


Arg 


Glu 
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180 185 190 

Arg Arg Arg Glu Gly Arg Ser Lys Thr Phe Asp Trp Ala Glu Phe Arg 

195 200 205 

Pro lie Gin Gin Ala Leu Ala Gin Glu Arg Val Gly Gly Val Gly Pro 

210 215 220 

Ala Asp Thr His Glu Pro Leu Arg Pro 
225 230 

<210> 3305 
<211> 2717 
<212> DNA 

<213> Homo sapiens 



<400> 3305 

nnggatcccc gctactttct ccagatgaca 
60 

atggccaacg tgcaggtctc tggaggggga 
120 

agggtcgcca agaatgaggc gctctggcac 
180 

gggactgtgc gaactgcagt ggagttccag 
240 

ctgctggggt cctcagcctc cttggactgt 
300 

atcagtgtgg agtggcgact gcagcacaag 
360 

gcagggcagg ggcaggctgt gcggaagggc 
420 

ggcnncaggg atgcctccct caccctgccc 
480 

atttgccaga tcaccacctc tctgtaccga 
540 

gcttccccta aagtacgact gagcttggca 
600 

gacattgctg gctattaccc tctggatgtg 
660 

ggatccccag cccaagtctc tggtgcctcc 
720 

acctacagca tctcctcctc tctcaccgca 
780 

ctgccaggtc acacacatct ctctggagga 
840 

accagagcgg agaacagcct tgggagtcat 
900 

gatgttcctg gggcttcaga gacggcaagc 
960 

acgctgggag accacttcct gtgctgacac 
1020 

agcgcgtgta agccagccca gctgacctaa 
1080 

acccttcccc aagcccccac agctactcca 
1140 

taggaatttg tattttttgc ctttgttcag 
1200 



gagaccactg 


ttaagacagc 


aacttcrcrttc 


cctagcatct 


ccttggtgat 


gaagactccc 


ccgacgctga 


acttgccact 


craci c c c c c acr 


gtgatgacac 


agacccaatc 


cc tgagcttc 


ggcttctcca 


tggcaccggg 


cttggacctc 


ggcaggggtc agttggtgta 


cagctggacc 


gctaccctgn gagcctgcac 


aactgggcat 


ggcctcacta 


tacaggacga 


qqcrcracctac 


gctcagcaga 


tcatccagct 


caacatccaa 


aacgaagctc 


tgctgcccac 


cctcatctgc 


gtggtgacgt 


ggacccgaga 


ggagctgggt 


ttctccagcc 


tcaggcaaag 


cgtggcaggc 


gaacctgggc 


tctgcaggtg 


ccacttacac 


gccccttggg 


gccagcaccc 


aggttgtccc 


ctttgccagc 


agtctcttcc 


ttcttgcact 


acctacagga 


cttgggctgc 


ttcaggctga 


acagagctcc 


catctccatg 


aagaccgcac 


agcgacatga gactactaga 


aagaaacgac 


acccaaacaa 


caaccaagcc 


agtttaatgg 


aatacatgac 


attggtaaat 


atgccacatg 
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cctttggtgg aagtacaact gttgttatta 
1260 

aaaaaagaca aagaggtgat gacagacaca 
1320 

accgaagaac gggatgtggg aagctcagct 
1380 

tgcacatttg ctcatgcaca tgggtggtgg 
1440 

agagggtaca gggtgggtga gaaagaaagt 
1500 

caactacacc tggtgagcct cagagggaca 
1560 

tgggagagcc aagaggacgg attcgctcca 
1620 

tcttctccag cggtgacccc ctgcattagg 
1680 

ttcgaggggg gccgttggga gggtactgac 
1740 

tgggcaggac gaagggaatg tgggaaacaa 
1800 

caatgaaatg ctgctgcatg gaaagtgggc 
1860 

tcttcctgtt cgtggaccga gggaagaagg 
1920 

ttcccagcct gccctcctcc ccttgcacct 
1980 

aagctcagca attgccccga agataggctg 
2040 

atacacacaa accatgcaaa gaggaggaag 
2100 

aaagggtggt tcaaagggga atatactaca 
2160 

gggccccatg acagcacagc aatacacaag 
2220 

ccaaggtggg gctggtgggt ctacatgact 
2280 

aggaagaacc acttgcctca tccctgtctt 
2340 

gattccatgg gtgtccaaag atctcacact 
2400 

gaagagagga acaggaccct ctttaacgag 
2460 

ctttcaaatt aagcacttga ctcactgttt 
2520 

atgccaacaa ttaactggga gctaggttaa 
2580 

atggatttat ttggtgccct catacagaat 
2640 

cttccagcta gaagcacatg ggactgcttc 
2700 

aatccctaag tgttctc 
2717 

<210> 3306 



ctctatacaa gtatgagatc agggttagga 
cagtggaaac cccacatcgt ctcatggcaa 
tcatttgact gcaaagtccc agggttttgt 
gaggaaaggg ggatagcaaa gacacacaga 
agaagggcta atacccccaa agaacaaggc 
gaaacccagg aatgattcct gtgatagggc 
ggcttgggac acatcgagga cagtggtggt 
caaggaggag cccagaggag agtggagacc 
tgctttcttc cagctcttca gtcccgccct 
gggcgaaagg aaaggaagga tggttttgag 
atccagaccc tgcccagcat ggcctcagcc 
aataaagggc catgggcatt ctccgctctg 
gggcttatcc cacattaata gcccatcctg 
agcagatccc atcctcaggt tccactgtct 
agaaaggagg caaagtagaa ttcagacagg 
ggaagaacag agaggcggct ctcaaggaga 
cacacctgac acaggctggc acgcctcccc 
tctctgcatc ctgaggatcg gccgggcccc 
tggcaagtgc acgggtggtg tggaggaaag 
gctaacaccc tcacgctcct tcatcaacag 
ggcaaggagt ggcttcctct gagcttgtta 
ctctataact aacaggcaat ctctctcttt 
attatttggc tagataaaac taccagctag 
gctgtagaaa atgtaaagaa gagaaagctc 
taggatggaa acaagtcctg ctattttcac 
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<211> 319 
<212> PRT 

<213> Homo sapiens 



<400> 3306 



Xaa 


Asp 


Pro 


Arg 


Tyr 


Phe Leu Gin Met 


Thr Glu Thr 


Thr Val Lys Thr 


1 








5 




10 


15 


Ala 


Ala 


Trp 


Phe 


Met 


Ala Asn Val Gin 


Val Ser Gly 


Gly Gly Pro Ser 








20 




25 




30 


lie 


Ser 


Leu 


Val 


Met 


Lys Thr Pro Arg 


Val Ala Lys 


Asn Glu Ala Leu 






35 






40 




45 


Trp 


His 


Pro 


Thr 


Leu 


Asn Leu Pro Leu 


Ser Pro Gin 


Gly Thr Val Arg 




50 








55 


60 




Thr 


Ala 


Val 


Glu 


Phe 


Gin Val Met Thr 


Gin Thr Gin 


Ser Leu Ser Phe 


65 










70 


75 


80 


Leu 


Leu 


Gly 


Ser 


Ser Ala Ser Leu Asp Cys Gly Phe 


Ser Met Ala Pro 












90 


95 


Gly 


Leu 


Asp 


Leu 


He 


Ser Val Glu Trp Arg Leu Gin 


His Lys Gly Arg 








100 




105 




110 


Gly 


Gin 


Leu 


Val 


Tyr 


Ser Trp Thr Ala Gly Gin Gly 


Gin Ala Val Arg 






115 






120 




125 


Lys 


Gly 


Ala 


Thr 


Leu 


Xaa Ala Cys Thr Thr Gly His 


Gly Xaa Arg Asp 




130 








135 


140 




Ala 


Ser 


Leu 


Thr 


Leu 


Pro Gly Leu Thr 


He Gin Asp 


Glu Gly Thr Tyr 


145 










150 


155 


160 


He 


Cys 


Gin 


He 


Thr 


Thr Ser Leu Tyr Arg Ala Gin 


Gin He He Gin 










165 




170 


175 


Leu 


Asn 


lie 


Gin 


Ala 


Ser Pro Lys Val 


Arg Leu Ser 


Leu Ala Asn Glu 








180 




185 




190 


Ala 


Leu 


Leu 


Pro 


Thr 


Leu He Cys Asp 


He Ala Gly 


Tyr Tyr Pro Leu 






195 






200 




205 


Asp 


Val 


Val 


Val 


Thr 


Trp Thr Arg Glu 


Glu Leu Gly 


Gly Ser Pro Ala 




210 








215 


220 




Gin 


Val 


Ser 


Gly 


Ala 


Ser Phe Ser Ser 


Leu Arg Gin 


Ser Val Ala Gly 


225 










230 


235 


240 


Thr 


Tyr 


Ser 


He 


Ser 


Ser Ser Leu Thr 


Ala Glu Pro 


Gly Leu Cys Arg 










245 




250 


255 


Cys 


His 


Leu 


His 


Leu 


Pro Gly His Thr 


His Leu Ser 


Gly Gly Ala Pro 








260 




265 




270 


Trp 


Gly 


Gin 


His 


Pro 


Gly Cys Pro Thr Arg Ala Glu 


Asn Ser Leu Gly 






275 






280 




285 


Ser 


His 


Leu 


Cys 


Gin 


Gin Ser Leu Pro 


Ser Cys Thr 


Asp Val Pro Gly 




290 








295 


300 




Ala 


Ser 


Glu 


Thr 


Ala 


Ser Thr Tyr Arg Thr Trp Ala 


Ala Ser Gly 


305 










310 


315 





<210> 3307 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 3307 

ggatcctggg ctggtgtcca ggatggggct cccgcgtgct cttgcgctgc cctctggtgg 
60 
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ccgctctggg tccttgcacc ccgacccagg ggccagcctg ccctgtcctg tcctgatacc 
120 

gaggtgggag ccctgccttg gccagggtgg ccgtgttgac ggttcttggg actgtgacat 
180 

tggaaggcga ggcaggtcac cagcactgtc ctctgcagga tgggctggga ttcatttggc 
240 

agcttctcag ggcctgtgtc cggctggttg gtccctgtgc tgcccaaacc aggtgtccac 
300 

atttccggct cctatgcgca gagaaggggg caggtggtgg cttgggtgga ga 
352 

<210> 3308 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 3308 

Met Gly Leu Pro Arg Ala Leu Ala Leu Pro Ser Gly Gly Arg Ser Gly 

15 10 15 

Ser Leu His Pro Asp Pro Gly Ala Ser Leu Pro Cys Pro Val Leu lie 

20 25 30 

Pro Arg Trp Glu Pro Cys Leu Gly Gin Gly Gly Arg Val Asp Gly Ser 

35 40 45 

Trp Asp Cys Asp lie Gly Arg Arg Gly Arg Ser Pro Ala Leu Ser Ser 

50 55 60 

Ala Gly Trp Ala Gly lie His Leu Ala Ala Ser Gin Gly Leu Cys Pro 
65 70 75 80 

Ala Gly Trp Ser Leu Cys Cys Pro Asn Gin Val Ser Thr Phe Pro Ala 

85 90 95 

Pro Met Arg Arg Glu Gly Gly Arg Trp Trp Leu Gly Trp Arg 
100 105 110 

<210> 3309 
<211> 737 
<212> DNA 

<213> Homo sapiens 
<400> 3309 

ggatcctggg cctggagaag aggcatgaat gtccaccaca ggggctctgc cggtcaggat 
60 

caaggtcaca ctggatgagg gagtcctgac cctctcccgg gctgagccca cctgtgctgc 
120 

ccccaggacc ccaagtacca gggtctgcgg gcacgtggcc gggagatccg gaaggagctt 
180 

gttcacctgt accccaggga ggcccagctt gaggagcagt tctacctgca ggcgctgaag 
240 

ctgcccaacc agacccaccc agacgtgccc gtcggggatg agagccaggc tcgagtgctc 
300 

cacatggtcg gagacaagcc agttttctcc ttccaacctc ggggccacct ggaaattggc 
360 

gagaaactcg acatcatccg tcagaagcgc ctgtcccacg tgtctggcca ccggtcctat 
420 

tacctgcgcg gggctggagc cctcctgcag cacggcctgg tcaacttcac attcaacaag 
480 
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cttctccgcc ggggcttcac 
540 

gaaggctgtg ggatgacacc 
600 

cgcttcaaag atctcaacct 
660 

gaccacaccg tggccttcag 
720 

cgggcagaga caaacac 
737 



ccccatgacg gtgccagacc 
aaatgccaac ccatcccaaa 
tgctggaaca gcggaggtgg 
ggacctgcca gtcaggatgg 



ttctccgcgg agcagtgttt 
tttacaacat cgaccctgcc 
ggcttgcagg ctacttcatg 
tttgctccag cacctgctac 



<210> 3310 
<211> 210 
<212> PRT 

<213> Homo sapiens 
<400> 3310 

Ala His Leu Cys Cys Pro Gin Asp Pro Lys Tyr Gin Gly Leu Arg Ala 

15 10 15 

Arg Gly Arg Glu He Arg Lys Glu Leu Val His Leu Tyr Pro Arg Glu 

20 25 30 

Ala Gin Leu Glu Glu Gin Phe Tyr Leu Gin Ala Leu Lys Leu Pro Asn 

35 40 45 

Gin Thr His Pro Asp Val Pro Val Gly Asp Glu Ser Gin Ala Arg Val 

50 55 60 

Leu His Met Val Gly Asp Lys Pro Val Phe Ser Phe Gin Pro Arg Gly 
65 70 75 80 

His Leu Glu He Gly Glu Lys Leu Asp He lie Arg Gin Lys Arg Leu 

85 90 95 

Ser His Val Ser Gly His Arg Ser Tyr Tyr Leu Arg Gly Ala Gly Ala 

100 105 110 

Leu Leu Gin His Gly Leu Val Asn Phe Thr Phe Asn Lys Leu Leu Arg 

115 120 125 

Arg Gly Phe Thr Pro Met Thr Val Pro Asp Leu Leu Arg Gly Ala Val 

130 135 140 

Phe Glu Gly Cys Gly Met Thr Pro Asn Ala Asn Pro Ser Gin He Tyr 
145 150 155 160 

Asn He Asp Pro Ala Arg Phe Lys Asp Leu Asn Leu Ala Gly Thr Ala 

165 170 175 

Glu Val Gly Leu Ala Gly Tyr Phe Met Asp His Thr Val Ala Phe Arg 

180 185 190 

Asp Leu Pro Val Arg Met Val Cys Ser Ser Thr Cys Tyr Arg Ala Glu 
195 200 205 

Thr Asn 
210 



<210> 3311 

<211> 486 

<212> DNA 

<213> Homo sapiens 



<400> 3311 

nngcggagcg gcggcggtgg cgacggcgat gggaccccag cgagagatct gcagctaggc 
60 
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tggctgcact tgctccacgg 
120 

aggaaagatc aaggagtaaa 
180 

atgagttctt gcagcaacgt 
240 

taccagcgct atggagtccg 
300 

atttgggagt atgaggatga 
360 

ttctggaagg ttggactcat 
420 

gcagtgggct ttcttgtgcc 
480 

gtcgac 
486 



gtcaggggat cggaggggga 
ccagaagaag aagaaaaaga 
ctgtgggtcc aggcaggcac 
gtcctacctg caccagtttt 
tttccagatc caaagatcac 
ctcaggtaca gtttttgtga 
ccccaaaatc gaagcatttg 



ttgaagaatg cgccattaaa 
ggacttcaaa gctgggaagg 
aggctgcagc tgagggtggt 
atgaggactg tacagcctca 
ctaacaggtg gagctcagta 
tcctcggatt gactgttctg 
gcgaagccga ttttgtggtg 



<210> 3312 

<211> 102 

<212> PRT 

<213> Homo sapiens 



<400> 3312 



Met Ser 


Ser 


Cys 


Ser 


Asn 


Val 


Cys Gly 


Ser 


Arg Gin Ala Gin Ala 


Ala 


1 






5 








10 


15 




Ala Glu Gly 


Gly 


Tyr 


Gin 


Arg 


Tyr Gly 


Val 


Arg Ser Tyr Leu His 


Gin 






20 








25 




30 




Phe Tyr 


Glu 


Asp 


Cys 


Thr 


Ala 


Ser He 


Trp Glu Tyr Glu Asp Asp 


Phe 




35 










40 




45 




Gin lie 


Gin 


Arg 


Ser 


Pro 


Asn 


Arg Trp 


Ser 


Ser Val Phe Trp Lys 


Val 


50 










55 






60 




Gly Leu 


He 


Ser 


Gly 


Thr 


Val 


Phe Val 


He 


Leu Gly Leu Thr Val 


Leu 


65 








70 








75 


80 


Ala Val 


Gly 


Phe 


Leu 


Val 


Pro 


Pro Lys 


He 


Glu Ala Phe Gly Glu Ala 








85 








90 


95 




Asp Phe 


Val 


Val 


Val 


Asp 













100 



<210> 3313 

<211> 1791 

<212> DNA 

<213> Homo sapiens 



<400> 3313 

nggctcggga gacgtacgag gaggaccggg agtacgagag ccaggccaag cgtctcaaga 
60 

ccgaggaggg ggagatcgac tactcggccg aggaaggcga gaaccgcggt gaagcgacgc 
120 

cccggggcgg gtcgagttgg cggcggcggc ggccgantgc gttctcgtca gccggaaggg 
180 

ctgcgaagtc atcataaagt ttctgtttca cccgtcgtcc atgttcgagg actctgtgaa 
240 

tctgtggtgg aagcagacct cgtggaagcg ctggaaaaat ttgggacaat atgctatgtg 
300 



2500 



